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Table S1. Search strategies for each database.

Pubmed

("juglans"[MeSH Terms] OR "juglans"[All Fields] OR "walnut"[All Fields] OR "walnuts"[All Fields])
AND

(
("waist circumference"[MeSH Terms] OR ("waist"[All Fields] AND "circumference"[All Fields]) OR
"waist circumference"[All Fields] OR

"obesity, abdominal"[MeSH Terms] OR ("obesity"[All Fields] AND "abdominal"[All Fields]) OR
"abdominal obesity"[All Fields] OR

("central "[All Fields] AND "obesity"[All Fields]) OR "central obesity"[All Fields] OR
"obesity'[MeSH Terms] OR "obesity"[All Fields] OR "obese"[All Fields] OR "obeses"[All Fields] OR
"obesities"[All Fields] OR

"overweight"[MeSH Terms] OR "overweight"[All Fields] OR

"body mass index"[MeSH Terms] OR ("body"[All Fields] AND "mass"[All Fields] AND "index"[All
Fields]) OR "body mass index"[All Fields] OR "BMI"[Title/Abstract] OR

"body weight"[MeSH Terms] OR ("body"[All Fields] AND "weight"[All Fields]) OR "body
weight"[All Fields] OR

"kilogram"[All Fields] OR "kilogramme"[All Fields] OR "kilograms"[All Fields] OR
"kg"[Title/Abstract] OR "lbs"[Title/Abstract] OR "pound"[All Fields] OR "pounds"[All Fields])

OR




("blood pressure”[MeSH Terms] OR "blood pressure determination"[MeSH Terms] OR "arterial
pressure"[MeSH Terms] OR ("blood"[All Fields] AND "pressure"[All Fields]) OR "blood
pressure"[All Fields] OR "arterial pressure’[MeSH Terms] OR ("arterial"[All Fields] AND
"pressure"[All Fields]) OR "arterial pressure"[All Fields] OR "SBP"[Title/Abstract] OR
"DBP"[Title/Abstract] OR

"hypertension"[MeSH Terms] OR "hypertension"[All Fields] OR "hypertensions"[All Fields] OR
"hypertensive"[All Fields] OR "hypertensives"[All Fields] OR

"blood glucose"[MeSH Terms] OR "glucose"[MeSH Terms] OR "glucose"[All Fields] OR
("blood"[All Fields] AND "glucose"[All Fields]) OR "glycemia"[All Fields] OR "glycemias"[All
Fields] OR

"diabetes mellitus"[MeSH Terms] OR "diabete"[All Fields] OR ("diabetes"[All Fields] AND
"mellitus"[All Fields]) OR "diabetes mellitus"[All Fields] OR "diabetic"[All Fields] OR
"diabetics"[All Fields] OR

"triglycerides"[MeSH Terms] OR "triglycerid"[All Fields] OR "triglycerides"[All Fields] OR
"triglyceride"[All Fields] OR "triglycerids"[All Fields] OR

"cholesterol"[MeSH Terms] OR "cholesterol"[All Fields] OR "HDL"[Title/Abstract] OR
"LDL"[Title/Abstract])

OR

("c reactive protein"[MeSH Terms] OR ("c reactive"[All Fields] AND "protein"[All Fields]) OR "c
reactive protein"[All Fields] OR "crp"[Title/Abstract] OR

"interferons"[MeSH Terms] OR "interferone"[ All Fields] OR "interferones"[All Fields] OR
"IFN"[Title/Abstract] OR

"interleukins"[MeSH Terms] OR "interleukine"[All Fields] OR "interleukines"[ All Fields] OR
"IL"[Title/ Abstract] OR

("e selectin"[MeSH Terms] OR "e selectin"[All Fields]

"cell adhesion molecules"[MeSH Terms] OR ("cell"[All Fields] AND "adhesion"[All Fields] AND
"molecules"[All Fields]) OR "cell adhesion molecules"[All Fields] OR ("intercellular"[All Fields]
AND "adhesion"[All Fields] AND "molecule"[All Fields]) OR "intercellular adhesion molecule"[All
Fields]) OR "CAM"[Title/Abstract] OR "ICAM"[Title/Abstract] OR

("vascular cell adhesion molecule 1'[MeSH Terms] OR ("vascular'[All Fields] AND "cell"[All
Fields] AND "adhesion"[All Fields] AND "molecule 1"[All Fields]) OR "vascular cell adhesion
molecule 1"[All Fields] OR ("vascular"[All Fields] AND "cell"[All Fields] AND "adhesion"[All
Fields] AND "molecule"[All Fields]) OR "vascular cell adhesion molecule"[All Fields]) OR
"VCAM"[Title/Abstract] OR "sVCAM"[Title/Abstract] OR

"tumor necrosis factor alpha"[MeSH Terms] OR "tumour necrosis factor"[All Fields] OR
("tumor"[All Fields] AND "necrosis"[All Fields] AND "factor alpha"[All Fields]) OR "tumor necrosis
factor alpha"[All Fields] OR ("tumor"[All Fields] AND "necrosis"[All Fields] AND "factor"[All
Fields]) OR "TNF"[Title/Abstract])

)
AND

((randomized controlled trial [pt] OR controlled clinical trial [pt] OR randomized [tiab] OR placebo
[tiab] OR clinical trials as topic [mesh: noexp] OR randomly [tiab] OR trial [ti]) NOT (animals
[mh] NOT humans [mh]))

EMBASE

(juglans'/exp OR 'walnut'/exp OR 'walnut'ti,ab OR 'walnuts"ti,ab) AND (‘'metabolic’ AND
(‘'syndrome'/exp OR 'syndrome') OR 'metabolic syndrome'/exp OR 'metabolic syndrome' OR
(((('waist'/exp OR waist) AND ('circumference'/exp OR circumference) OR 'obesity, abdominal'/exp
OR (abdominal AND (‘obesity'/exp OR obesity)) OR 'central'/exp OR central) AND (‘obesity'/exp
OR obesity) OR 'obesity'/exp OR obesity OR obese OR 'overweight'/exp OR overweight OR
((body'/exp OR body) AND (‘'mass'/exp OR mass) AND ('index'/exp OR index)) OR 'bmi'/exp OR
'bmi":ti,ab OR 'body'/exp OR body) AND (‘weight'/exp OR weight)) OR kilogram OR 'kg' OR 'lbs'
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OR pounds OR (('blood'/exp OR blood) AND ('pressure'/exp OR pressure)) OR 'hypertension'/exp
OR hypertension OR 'sbp':ti,ab OR 'dbp':ti,ab OR (('blood'/exp OR blood) AND ('glucose'/exp OR
glucose)) OR 'glucose'/exp OR glucose OR 'glycemia’/exp OR glycemia OR 'diabetes'/exp OR
diabetes OR 'triglycerides'/exp OR triglycerides OR 'cholesterol'/exp OR cholesterol OR 'hdl'/exp
OR 'hdl"ti,ab OR 'ldl'/exp OR 'ldl":ti,ab OR ('c reactive protein'/exp OR 'c reactive protein' OR
'CRP":ti,ab OR

'interferons'/exp OR 'interferone'/exp OR 'interferone’ OR 'interferones' OR 'IFN'":ti,ab OR
'interleukins'/exp OR ‘interleukine' OR 'interleukines' OR 'interleukins' OR 'IL"ti,ab OR

'e selectin'/exp OR 'e selectin' OR

'cell adhesion molecules'/exp OR 'cell adhesion molecules' OR ('cell' AND 'adhesion’ AND
‘molecules’) OR 'intercellular adhesion molecule'/exp OR 'intercellular adhesion molecule' OR
('intercellular’ AND 'adhesion’ AND 'molecules’) OR 'CAM'"ti,ab OR TCAM"ti,ab OR 'sICAM':ti,ab
OR

'vascular cell adhesion molecule 1'/exp OR ('vascular' AND 'cell' AND 'adhesion’" AND 'molecule'’)
OR 'vascular cell adhesion molecule'/exp OR 'vascular cell adhesion molecule' OR 'VCAM"ti,ab OR
'sVCAM':ti,ab OR

'tumour necrosis factor'/exp OR 'tumor necrosis factor alpha'/exp OR (‘tumor' AND 'necrosis' AND
('factor' OR 'factor alpha')) OR 'TNF"ti,ab)) AND (('randomized controlled trial'/exp OR 'controlled
clinical study'/exp OR random$:ti,ab OR 'randomization'/exp OR 'intermethod comparison'/exp OR
placebo:ti,ab OR compare:ti OR compared:ti OR comparison:ti OR ((evaluated:ab OR evaluate:ab
OR evaluating:ab OR assessed:ab OR assess:ab) AND (compare:ab OR compared:ab OR
comparing:ab OR comparison:ab)) OR (open:ti,ab AND adj:ti,ab AND label:ti,ab) OR ((double:ti,ab
OR single:ti,ab OR doubly:ti,ab OR singly:ti,ab) AND adj:ti,ab AND (blind:ti,ab OR blinded:ti,ab
OR blindly:ti,ab)) OR 'double blind procedure'/exp OR parallel) AND group$1:ti,ab OR
crossover:ti,ab OR 'cross over':ti,ab OR ((assign$:ti,ab OR match:ti,ab OR matched:ti,ab OR
allocation:ti,ab) AND adj5:ti,ab AND (alternate:ti,ab OR group$1:ti,ab OR intervention$1:ti,ab OR
patient$1:ti,ab OR subject$1:ti,ab OR participant$1:ti,ab)) OR assigned:ti,ab OR allocated:ti,ab OR
(controlled:ti,ab AND adj7:ti,ab AND (study:ti,ab OR design:ti,ab OR trial:ti,ab)) OR volunteer:ti,ab
OR volunteers:ti,ab OR 'human experiment'/exp OR trial:ti) NOT ((((((random$:ti,ab AND adj:ti,ab
AND sampl$:ti,ab AND adj7:ti,ab AND ('cross section$"ti,ab OR questionnaire$1:ti,ab OR
survey$:ti,ab OR database$1:ti,ab) NOT (‘comparative study'/exp OR 'controlled study'/exp OR
‘randomi?ed controlled':ti,ab OR 'randomly assigned':ti,ab) OR 'cross-sectional study'/exp) NOT
(‘randomized controlled trial'/exp OR 'controlled clinical study'/exp OR 'controlled study'/exp OR
‘randomi?ed controlled':ti,ab OR 'control group$1':ti,ab) OR (case:ti,ab AND adj:ti,ab AND
control$:ti,ab AND random$:ti,ab NOT 'randomi?ed controlled'ti,ab) OR ('systematic review"ti
NOT (trial:ti OR study:ti)) OR (nonrandom$:ti,ab NOT random$:ti,ab) OR 'random field$"ti,ab OR
(‘random cluster'ti,ab AND adj3:ti,ab AND sampl$:ti,ab) OR (review:ab AND review:pt)) NOT
trial:ti OR 'we searched":ab) AND (review:ti OR review:pt) OR "'update review":ab OR (databases:ab
AND adj4:ab AND searched:ab) OR rat:ti OR rats:ti OR mouse:ti OR mice:ti OR swine:ti OR
porcine:ti OR murine:ti OR sheep:ti OR lambs:ti OR pigs:ti OR piglets:ti OR rabbit:ti OR rabbits:ti
OR cat:ti OR cats:ti OR dog:ti OR dogs:ti OR cattle:ti OR bovine:ti OR monkey:ti OR monkeys:ti OR
trout:ti OR marmoset$1:ti) AND 'animal experiment'/exp OR 'animal experiment'/exp) NOT
(‘human experiment'/exp OR 'human'/exp))

Scopus

TITLE-ABS-KEY("juglans" OR "juglans" OR "walnut" OR "walnuts")
AND

TITLE-ABS-KEY(

("waist circumference" OR ("waist" AND "circumference") OR
("obesity" AND "abdominal") OR "abdominal obesity" OR
("central" AND "obesity") OR "central obesity” OR

"obesity"” OR "obesity" OR "obese" OR "obeses" OR "obesities” OR




"overweight" OR "overweight" OR

"body mass index" OR ("body" AND "mass" AND "index") OR ("BMI") OR

"body weight" OR ("body" AND "weight") OR

"kilogram" OR "kilogramme" OR "kilograms" OR ("kg") OR ("lbs") OR "pound" OR "pounds")

OR

("blood pressure” OR "blood pressure determination” OR "arterial pressure” OR ("blood" AND
"pressure”) OR "arterial pressure" OR ("arterial" AND "pressure") OR ("SBP") OR ("DBP") OR
"hypertension” OR "hypertension”" OR "hypertensions" OR "hypertensive" OR "hypertensives" OR
"blood glucose" OR "glucose" OR ("blood" AND "glucose") OR "glycemia" OR "glycemias" OR
"diabetes mellitus" OR "diabete" OR ("diabetes” AND "mellitus") OR "diabetes mellitus" OR
"diabetic" OR "diabetics" OR

"triglycerides" OR "triglycerid" OR "triglyceride" OR "triglycerids" OR

"cholesterol” OR ("HDL") OR ("LDL"))

OR

("c reactive protein” OR ("c reactive” AND "protein") OR ("crp") OR

"interferons" OR "interferone" OR "interferones” OR ("IFN") OR

"interleukins" OR "interleukine" OR "interleukines" OR ("IL") OR

("e selectin” OR "e selectin”

"cell adhesion molecules" OR ("cell" AND "adhesion" AND "molecules") OR ("intercellular" AND
"adhesion" AND "molecule") OR "intercellular adhesion molecule") OR ("CAM") OR ("ICAM") OR
("vascular cell adhesion molecule 1" OR ("vascular” AND "cell" AND "adhesion" AND "molecule
1") OR ("vascular" AND "cell" AND "adhesion" AND "molecule") OR "vascular cell adhesion
molecule”) OR ("VCAM") OR ("sVCAM") OR

"tumor necrosis factor alpha" OR "tumour necrosis factor” OR ("tumor" AND "necrosis" AND
"factor alpha") OR ("tumor" AND "necrosis" AND "factor") OR ("TNEF"))

)
AND

("randomized controlled trial” OR ("randomized" AND "controlled" AND "trial") OR TITLE-ABS-
KEY(randomized) OR TITLE-ABS-KEY (placebo) OR ("clinical" AND ("trial” OR "trials")) OR
TITLE-ABS-KEY(randomly) OR TITLE(trial)) AND NOT (TITLE-ABS-KEY(rat) OR TITLE-ABS-
KEY(rats) OR TITLE-ABS-KEY(mouse) OR TITLE-ABS-KEY (mice) OR TITLE-ABS-KEY(swine) OR
TITLE-ABS-KEY(porcine) OR TITLE-ABS-KEY(murine) OR TITLE-ABS-KEY(sheep) OR TITLE-
ABS-KEY(lambs) OR TITLE-ABS-KEY (pigs) OR TITLE-ABS-KEY (piglets) OR TITLE-ABS-
KEY(rabbit) OR TITLE-ABS-KEY (rabbits) OR TITLE-ABS-KEY(cat) OR TITLE-ABS-KEY/(cats) OR
TITLE-ABS-KEY(dog) OR TITLE-ABS-KEY(dogs) OR TITLE-ABS-KEY(cattle) OR TITLE-ABS-
KEY(bovine) OR TITLE-ABS-KEY(monkey) OR TITLE-ABS-KEY(monkeys) OR TITLE-ABS-
KEY(trout))

AND ( LIMIT-TO ( DOCTYPE, "ar" ) OR LIMIT-TO ( DOCTYPE, "re" ) OR LIMIT-TO ( DOCTYPE
,"le")) AND ( LIMIT-TO ( SUBJAREA , "MEDI" ) ) AND ( LIMIT-TO ( SRCTYPE, "j") ) AND (
LIMIT-TO ( EXACTKEYWORD , "Human" ) OR LIMIT-TO (EXACTKEYWORD , "Humans" ) )

Cochrane

("juglans” OR "juglans" OR "walnut" OR "walnuts")

AND

(

("waist circumference" OR ("waist" AND "circumference") OR

("obesity” AND "abdominal”) OR "abdominal obesity” OR

("central" AND "obesity") OR "central obesity” OR

"obesity" OR "obesity" OR "obese" OR "obeses" OR "obesities" OR
"overweight" OR "overweight" OR

"body mass index" OR ("body" AND "mass" AND "index") OR ("BMI") OR
"body weight" OR ("body" AND "weight") OR




"kilogram" OR "kilogramme" OR "kilograms" OR ("kg") OR ("lbs") OR "pound" OR "pounds")

OR

("blood pressure” OR "blood pressure determination” OR "arterial pressure" OR ("blood" AND
"pressure”) OR "arterial pressure" OR ("arterial” AND "pressure”) OR ("SBP") OR ("DBP") OR
"hypertension” OR "hypertension” OR "hypertensions" OR "hypertensive" OR "hypertensives” OR
"blood glucose" OR "glucose" OR ("blood" AND "glucose") OR "glycemia" OR "glycemias" OR
"diabetes mellitus" OR "diabete" OR ("diabetes” AND "mellitus") OR "diabetes mellitus" OR
"diabetic" OR "diabetics" OR

"triglycerides" OR "triglycerid" OR "triglyceride" OR "triglycerids" OR

"cholesterol" OR ("HDL") OR ("LDL"))

OR

("c reactive protein" OR ("c reactive” AND "protein") OR ("crp") OR

"interferons" OR "interferone" OR "interferones" OR ("IFN") OR

"interleukins" OR "interleukine" OR "interleukines" OR ("IL") OR

("e selectin” OR "e selectin”

"cell adhesion molecules" OR ("cell" AND "adhesion" AND "molecules") OR ("intercellular” AND
"adhesion" AND "molecule") OR "intercellular adhesion molecule") OR ("CAM") OR ("ICAM") OR
("vascular cell adhesion molecule 1" OR ("vascular" AND "cell" AND "adhesion" AND "molecule
1") OR ("vascular" AND "cell" AND "adhesion" AND "molecule") OR "vascular cell adhesion
molecule") OR ("VCAM") OR ("sVCAM") OR

"tumor necrosis factor alpha" OR "tumour necrosis factor" OR ("tumor" AND "necrosis" AND
"factor alpha") OR ("tumor" AND "necrosis” AND "factor") OR ("TNEF"))

)
ClinicalTrials

intervention: ("juglans" OR "juglans" OR "walnut" OR "walnuts")

Table S2. Search strategies for each database.

Reference Exclusion criteria

Zambon et al. 2000 [31] Persons whose elevated blood cholesterol levels had a strong
genetic basis (such as heterozygous familial
hypercholesterolemia or familial combined hyperlipidemia)

Ros et al. 2004 [32] Not-mentioned

Tapsell et al. 2004 [33] Insulin therapy / HbAlc >9%; BMI > 35 kg/m?with major
debilitating illness; Known food allergies or food habits
inhibiting the study; Illiteracy; Inadequate conversational
English

Olmedilla-Alonso at al. 2008 [34] The use of vitamin or mineral supplements, hormone
replacement therapy, regular use of aspirin, medications known
to affect lipid absorption or metabolism and any chronic disease
(i.e. diabetes); Individuals with blood pressure over 145/ 95 mm
Hg or taking medication for hypertension were initially
excluded, but, given the small number of subjects willing to
participate, it was necessary to include patients being treated for
this condition (n =4, taking enalaprilate, lacidipine or
candesartan)

Spaccarotella et al. 2008 [35] Allergies to nuts and use of prescription and non-prescription
preparations known to alter PSA (e.g. Saw Palmetto,
Finesteride), hormone levels, blood pressure or blood lipids;



Tapsell et al. 2009 [36]

Ma et al. 2010 [37]

Torabian et al. 2010 [38]

Canales et al. 2011 [39]

Katz et al. 2012 [40]

Wu et al. 2014 [41]

Bamberger et al. 2017 [42]

Bitok et al. 2018 [43]
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Men taking vitamin E supplements were eligible if they
discontinued use two months before entering the study

Major illnesses; food allergies or inhibitory habits, illiteracy
and/or inadequate English

Current use of vasoactive medications or supplements, current
eating disorder, known atherosclerotic vascular disease, sleep
apnea; Pregnancy; Restricted diet; Allergy to walnuts or other
nuts; Use of lipid lowering or antihypertensive medications
unless stable condition with medication for at least 3 months;
Willingness to refrain from taking medication for 12 h before
assessment

Not-mentioned

Familiar hypercholesterolemia and/or type I diabetes; Lipid-
lowering, anti-hypertensive, anti-inflammatory treatments or
hormone therapy; Volunteers who did not frequently consume
meat (=5 times/week)

Pregnancy; Participants diagnosed with atherosclerotic vascular
disease, diabetes, severe hypertension, sleep apnea, tuberculosis,
acquired immune deficiency syndrome, cancer, psychotic
disorder, and/or eating disorder; Participants with a prior
history of substance abuse, consumed restricted diets by choice
(i.e., vegan, carbohydrate-restricted, etc.); Allergic to walnuts or
any other nuts, or unwilling to refrain from taking medication
for 12 hours prior to assessment; Regularly used non-steroidal
anti-inflammatory drugs or vasoactive medication, fiber
supplements, aspirin, lipid-lowering medications, or
antihypertensive medications and had been taking them at a
stable dosage for less than 3 months

BMI = 35 kg/m?, LDL-C 2 190 mg/dL, TG = 350 mg/dL; Acute or
chronic inflammation; Acute malignancy; Uncontrolled thyroid
disease or other endocrine diseases, any systemic disease (e.g.
hypertension, diabetes mellitus, liver or kidney disease); Known
nut allergy or lactose intolerance; Tobacco, drug or alcohol
abuse (women: > 70 g/week, men: > 140 g/week) or treatment
with antidiabetic, hypolipidemic, antihypertensive or anti-
inflammatory drugs, vitamin E or hormonal replacement
therapy in the previous 3 months

Persons with a history of cardiovascular and atherosclerotic
disease, a known allergy to tree nuts, a vegan or ovo-lacto
vegetarian lifestyle, and patients on regular medication (except
stable treatment of thyroid disease and hypertension)

Inability to undergo neuropsychological testing; Morbid
obesity: BMI > 40 kg/m? Uncontrolled diabetes: HbA1lc > 8%;
Uncontrolled HTA: on-treatment BP > 150/100 mmHg; Prior
stroke, significant head trauma or brain surgery; Relevant
psychiatric illness; Major depression; Cognitive deterioration or
dementia with a score < 24 on the Mini-Mental State
Examination (MMSE); Other neurodegenerative disorders like



Domeénech et al 2019 [44]

Sanchis et al. 2019 [45]

Abdrabalnabi et al. 2020 [46]

Cofan et al. 2020 [47]

Study TE selE
Zambon D, 2000 -8.00 3.9788
Ros E, 2004 9.74 19.6852
Olmedilla-Alonso B, 2008 -15.90 12.3310
Spaccarotella KJ, 2008 0.00 27.3300
MaY, 2010 -10.10 14.0452
Katz DL, 2012 -4 60 93192
Wul, 2014 -8.00 7.9921
Bamberger C, 2017 -8.90 3.0801
Sanchis P, 2019 7.00 147676

Tapsell LC, 2004
Tapsell LC, 2009
Torabian S, 2010
Abdrabalnabi A&, 2020

-13.28 103537
26.56 70.2022
=147 02795
-0.02 0.0236

Random effects model

Heterogeneity: [ = 999% [99%; 99%], T = 10.9883, p < 0.01
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Parkinson’s disease; advanced AMD or eye-related conditions
precluding ophthalmological evaluation; Prior chemotherapy;
Chronic illness with projected shortened lifespan; Allergy to
walnuts; Customary use of fish oil and/or tree nuts (>2
servings/week) and/or other relevant sources of ALA, such as
flaxseed oil or soy lecithin

Morbid obesity: BMI 240 kg/m?; Uncontrolled diabetes: HbAlc
>8%; Uncontrolled HTA (on treatment BP >150/100 mmHg);
Prior stroke or major head trauma; Any relevant psychiatric
illness, advanced cognitive deterioration (mild cognitive
impairment or frank dementia), other neurodegenerative
diseases (ie, Parkinson disease); Any chronic illness expected to
shorten survival; Bereavement; Allergy to walnuts; Customary
use of fish oil, flaxseed oil, or soy lecithin supplements
Not-mentioned

Extreme obesity: BMI > 40 kg/m? Uncontrolled diabetes or
hypertension; Allergy to walnuts.

Not-mentioned

Standardised Mean

Difference SMD 95%-C1 Weight

5 -8.00 [-15.80; -0.20] 11.7%
—— 9.74 [-20.84; 48.32] 08%
—it 1590 [-40.07; B.27] 19%
—r 000 [-5357 5357] 04%
—r 1010 [-37.63; 17.43] 15%
-t 460 [-2287 1367] 22%
= 800 [-23.86; T.BE] 4.2%

; 800 [-14.94 -286] 153%
—— 700 [-2104 3504] 14%

&

—r -13.28 [-3357;, 7.01] 27%
' 26.56 [-111.23,164.35] 01%
1417 [-14.91,-13.43] 282%
-0.02 [-0.07, 0.03] 28.6%

Y 141 [-10.89; -3.94] 100.0%
[ | T T T ]

Residual heterogeneity: I° = 99% [99%; 99%], T = 12.3154, p = 0.01 -150-100 -50 O 50 100 150

Test for overall effect. z = -4.18 (p < 0.01)

Tryglicerides (ma/dL) standardized mean change difference

Test for subgroup differences: ;..:f = 0.00, df =1 (p = 0.95)

Figure S1. Forest plot for TG (mg/dL) standardized mean change difference, comparing
with subgroup analyses for Exposure duration > 8 weeks.



Study TE  seTE
Zambon D, 2000 -8.00 39788
Ros E, 2004 9.74 10.6852

Tapsell LC, 2004
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Spaccarotella KJ, 2008
Tapsell LC, 2009

-13.28 10.3537
-15.90 12.3310
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MaY, 2010 -10.10 14.0452
Kalz DL, 2012 -4 60 93192
Sanchis P, 2019 7.00 147676
Torabian 5, 2010 -1417 0.3795
Wul. 2014 -3.00 7.9921
Bamberger C, 2017 -8.90 3.0801

-0.02 0.0236

Abdrabalnabi AA, 2020_
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Heterogeneity: I° = 99% [99%; 99%), T° = 10,9883, p < 0.01
Residual heterogeneity: I~ = 99% [99%; 99%), = 123139, p <001 -150-100-50 0O 50 100 150

Test for overall effect: z = -4.18 (p <= 0.01)

Standardised Mean

Difference
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SMD 95%-Cl Weight

-8.00 [-15.80; -0.20] 11.7%
9.74 [-28.84; 48.32] 0.8%
-13.28 [-3357, 701 27%
1590 [-40.07; 827) 19%
0.00 [-53.57, 5357 04%
26,56 [-111.23; 164.35]  0.1%
1010 [-37.63; 17.43] 15%
460 [-2287 1367] 32%
700 [-2104 3504] 14%

£

1497 [-14.91,-13.43] 282%
-8.00 [-23.66; 7.66] 42%
-3.90  [-14.94; -2.86] 153%
-0.02 [-0.07; 0.03] 28.6%

-T.41  [-10.89; -3.94] 100.0%

0 Tryglicerides (mg/dL) standardized mean change difference
Test for subgroup differences: 3, = 0.00, df =1 {p = 0.94)

Figure S2. Forest plot for TG (mg/dL) standardized mean change difference, comparing with subgroup

analyses for Healthy.
Study TE  seTE
Zambon D, 2000 -8.00 3.788
Ros E, 2004 9.74 19.6852

Tapsell LC, 2004
Tapsell LC, 2009

-13.28 10.2537
26.56 70.3022

MaY, 2010 -10.10 14.0452
Torabian S, 2010 -14.17 0.3795
-4.60 93192

Katz DL, 2012

Olmedilla-Alonso B, 2008

-15.90 12.3210

Spaccarotella KJ, 2008 0.00 27.3300
Wul, 2014 -3.00 79921
Bamberger C, 2017 -8.90 3.0801
Sanchis P, 2019 7.00 14.7676

-0.02 0.0236

Abdrabalnabi AA, 2020

Random effects model

Standardised Mean

Difference

. «!.ul.I;

Heterogeneity: I° = 99% [99%; 99%), T = 10.9883, p < 0.01

Residual heterogeneity: I = 33% [0%; B66%], T = 3.5056, p = 0.12
Tesi for overall effect: z = -4.18 (p < 0.01)
Test for subgroup differences: ﬁ =20.16, df =1 (p < 0.01)

T T 1 T

-150-100 -50 0 50 100 150
Tryglicerides (mag/dL) standardized mean change difference

SMD 95%-C1 Weight

-8.00  [-15.80; -0.20] 11.7%

9.74 [-28.84; 4832] 08%
-13.28 [-33.57) 7.01] 27%
26.56 [-111.23,164.35] 0.1%
-10.10 [-37.63; 17.43] 1.5%
-14.17 [-14.91,-13.43] 282%
-4.60 [-22.87, 13.67] 32%

£, £

-1590 [-40.07; 827] 19%
000 [-5357 5357] 04%
-8.00 [-23.66; 7.66] 4.2%
-8.90 [-14.94; -2.86] 15.3%
700 [-21.94; 3594] 14%

0.02  [-0.07; 0.03] 28.6%

£.4£0

741 [-10.89; -3.94] 100.0%

Figure S3. Forest plot for TG (mg/dL) standardized mean change difference, comparing with

subgroup analyses for 40 years of age or mean age > 50 years.
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Standardised Mean
Study TE seTE Difference SMD 95%-Cl Weight

SpaccarotellaKJ, 2008 0.00 27.3300 — 0.00 [-5357: 5357] 0.4%
MaY, 2010 -10.10 14,0452 <t 1010 [-37.63; 17.43] 15%

Torabian S, 2010 -14.17 0.3795 | 1417 [-14.91,-13.43] 282%
Katz DL, 2012 -4.60 93192 — -4.60 [-2287, 1367] 32%
Wul, 2014 -8.00 7.9921 =il -8.00 [-23.66, 7.66] 4.2%
Bamberger C, 2017 -8.90 3.0801 ' -8.90 [-14.94, -286] 15.3%
Abdrabalnabi A&, 2020 -0.02 00236 L -0.02 | -0.07; 0.03] 28.6%
# i 1 81

Zambon D, 2000 -3.00 39788 +H -8.00 [-1580; -0.20] 11.7%
Ros E, 2004 9.74 19.6852 —— 974 [-28.84; 48.32] 08%
Tapsell LC, 2004 -13.28 10.3537 —it -13.28 [-3357, 7.01] 27%
Olmedilla-Alonso B, 2008 -15.90 123310 - T -1590 [-40.07; 8.27] 1.9%
Tapsell LC, 2009 26.56 70.3022 ; 26.56 [-111.23,164.35] 01%
Sanchis P, 2019 7.00 14.7676 - 7.00 [-21.94; 3594] 1.4%
R /| s model < F.58 5.078; 0. 1

Random effects model 4 741 [-10.89; -3.94] 100.0%

Heterogeneity: I° = 999% [99%; 99%), T = 10.9882, p < 0.01 T T

Residual heterogeneity: I° = 99% [99%; §99%), T = 12.3187, p < 0.01 -150-100 -50 0 50 100 150
Test for overall effect: z = -4.18 (p < 0.01) Tryglicerides (mg/dL) standardized mean change difference

Tesi for subgroup differences: j{f =0.00, df =1 {p = 0.97)

Figure S4. Forest plot for TG (mg/dL) standardized mean change difference, comparing with subgroup
analyses for Control.

Standardised Mean

Study TE seTE Difference SMD 95%-Cl Weight
Tapsell LC, 2004 =13.28 10.3537 ==t -13.28 [-3357, 701 27%
Olmedilla-Alonso B, 2008 -15.90 12.3310 —r -1590 [-40.07; 8.27] 1.9%
Tapsell LC, 2009 26.56 70.3022 ' 26.56 [-111.23, 164.35] 0.1%
Sanchis P, 2019 7.00 14,7676 —— 7.00 [-21.94; 3594) 1.4%
Zambon D, 2000 -5.00 3.9788 # -8.00 [-15.80; -0.20] 11.7%
Ros E, 2004 974 196852 o A 974 [-2584; 4832] 08%
Spaccarotella KJ, 2008 0.00 27.3300 — 0.00 [-53.57;, 65357] 04%
May, 2010 -10.10 14.0452 —4 -10.10 [-3763; 1743] 15%
Torabian S, 2010 -14.17 03795 ) 1417 [-14.91;-13.43] 282%
Katz DL, 2012 -460 93192 = -4.60 [-2287, 13.67] 32%
WulL, 2014 -3.00 79921 = -8.00 [-23.66, 7.66] 42%
Bamberger C, 2017 -8.890 3.0801 -2.90 [-14.94; -2.86] 15.3%
Abdrabalnabi AA 2020 -0.02 0.0236 L -0.02 [ -0.07, 0.03] 28.6%
R ] s model # F.31 04y -3.57

Random effects model : : : # : : , 741 [-10.89; -3.94] 100.0%

Heterogeneity: I = 59% [99%; 99%], = 10.9883, p < 0.01
Residual heterogeneity: I~ = 99% [99%; 90%), T= 122400, p < 0.01 -150-100 -50 0O 50 100 150

Test for overall effect: z = 4.18 (p < 0.01) Tryglicerides (mag/dL) standardized mean change difference
Test for subgroup differences: ﬁ =0.05, df=1 (p = 0.81)

Figure S5. Forest plot for TG (mg/dL) standardized mean change difference, comparing with subgroup
analyses for Walnut > 42 g/day.
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Standardised Mean
Study TE seTE Difference SMD 95%-C1 Weight
Zambon D, 2000 -8.00 39788 # -8.00 [-15.80; -0.20] 11.7%
Ros E, 2004 9.74 19.6852 - 9.74 [-28.84; 48.32] 08%
Olmedilla-Alonso B, 2008 -15.90 12.3310 — -15.90 [-40.07, 8.27] 19%
Spaccarotella KJ, 2008 0.00 27.3300 —_— 0.00 [-53.57; 53.57] 0.4%
MaY, 2010 -10.10 14.0452 - -10.10 [-37.63; 17.43] 15%
Torabian S, 2010 -14.17 03795 | 1417 [-14.91;-13.43] 282%
Katz DL, 2012 -4 60 93192 =3 -4 60 [-22.87;, 13.67] 232%
Wul, 2014 -8.00 7.9921 - -8.00 [-23.66, 7.66] 42%
Bamberger C, 2017 -8.90 3.0801 - -8.90 [-1494; -286] 15.3%
Sanchis P, 2019 7.00 147676 B 7.00 [-21.94; 3594] 1.4%
and & { 11.4 58.7
Tapsell LC, 2004 -13.28 10.3537 —i -13.28 [-3357, 701 27%
Tapsell LC, 2009 26.56 70.2022 * 26.56 [-111.23;164.35] 0.1%
Abdrabalnabi A&, 2020 -0.02 0.0236 L -0.02 [ -D.07, 0.03] 286%
Random effects model | . . & : : | 741 [-10.89; -3.94] 100.0%

Heterogeneity: I° = 99% [99%; 99%), T = 10.9883, p < 0.01
Residual heterogeneity: I = 11% [0%; 51%)], = 07926, p=033 -150-100-50 0 50 100 150

Test for overall effect: z =-4.18 (p < 0.01) Tryglicerides (ma/dL) standardized mean change difference
Test for subgroup differences.: ;{f = 10833, df=1{p =0.01)

Figure S6. Forest plot for TG (mg/dL) standardized mean change difference, comparing with subgroup
analyses for Trial design.

Standardised Mean
Study TE seTE Difference SMD 95%-Cl Weight
Cimedilla-Alonso B, 2008  -6.80 2.8950 —E— -6.80 [-12.47,-1.13] 8.9%
Torabian S, 2010 -6.96 0.2895 : -5.96 [-7.53,-6.39] 17.1%
Wul, 2014 -6.00 3.2563 — -6.00 [-12.38; 0.38] 7.8%
Zambon D, 2000 -10.80 22841 —— -10.80 [-16.65;-4.95] 8.6%
Ros E, 2004 -11.21 42854 — = -11.21 [-1961,-281] 56%
Tapsell LC, 2004 -0.39 0.1604 ; -0.39 [-0.70;-0.07] 17.2%
Spaccarotella KJ, 2008 -6.19 22200 — & -6.19 [-13.87; 1.49] 63%
Tapsell LC, 2009 7.75 6.5917 —1——— 775 [-51T7;2067] 29%
MaY, 2010 -5.20 57985 — 1 520 [-16.56; 6.16] 3.6%
Katz DL, 2012 -0.10 47956 — 5 010 [-9.50; 9.30] 4.8%
Bamberger C, 2017 -7.30 1.9825 —""— =730 [-11.19;-3.41] 11.9%
Sanchis P, 2019 -2.00 4.4766 —_— =200 [1077, 6771 53%
Random effects model | : < | | -5.22 [-7.64;-2.80] 100.0%

Heterogeneity: I = 97% [97%; 98%)], 1" = 8.841, p < 0.01
Residual heterogeneity: I = 71% [47%; 84%). 7 =9.3621, p=0.1 -20 -10 0 10 20
Test for overall effect: z = -4.23 (p = 0.01) Total cholesterol {mg/dL) standardized mean change difference

Test for subgroup differences: ',qf =069, df=1(p=041)

Figure S7. Forest plot for TC (mg/dL) standardized mean change difference, comparing with
subgroup analyses for Risk of bias.
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Standardised Mean

Study TE seTE Difference SMD 95%-C1 Weight
Zambon D, 2000 -10.80 2.9841 —— -10.80 [-16.65,-4.95] B8.6%
Ros E, 2004 -11.21 4.2854 —_— -11.21 [-19.61,-2.81] 56%
Olmedilla-Alonso B, 2008 -6.80 2.8950 —— -6.80 [-12.47,-1.13] 89%
Spaccarotella KJ, 2008 -6.19 3.9200 —_— -6.19 [-13.87; 1.49] 6.3%
MaY, 2010 -5.20 5.7985 —_— -5.20 [-16.56; 6.16] 3.6%
Katz DL, 2012 -0.10 4.7956 ——— -0.10 [-9.50; 9.30] 4.8%
Wul, 2014 -6.00 32563 —— -6.00 [-12.38; 0.38] 78%
Bamberger C, 2017 -7.30 1.9825 — -7.30 [-11.19;,-3.41] 11.9%
Sanchis P, 2019 -2.00 44766 — -2.00 [-1077; 677] 53%
i 1 "’C:}' - F - Fal :,f_;

Tapsell LC, 2004 -0.39 0.1604 : -0.39 [-0.70;-0.07] 17.2%
Tapsell LC, 2009 T.75 6.5917 —t————— 775 [-5.17,2067] 293%
Torabian S, 2010 -6.96 0.2895 : -6.96 [-7.53,-6.39] 17.1%
Random effects model | | == | | -5.22 [-7.64;-2.80] 100.0%

Heterogeneity: I = 97% [97%:; 98%], T = B.8418, p < 0.01
Residual heterogeneity: I = 98% [97%; 98%], 1 = 66215, p <0.01 -20  -10 0 10 20

Test for overall effect: z = 423 (p < 0.01) Total cholesteral (mo/dL) standardized mean change difference
Test for subgroup differences: ';‘_? =269, df=1(p =0.10)

Figure S8. Forest plot for TC (mg/dL) standardized mean change difference, comparing with
subgroup analyses for Exposure duration > 8 weeks.

Standardised Mean

Study TE seTE Difference SMD 95%-C1 Weight
Tapsell LC, 2004 -0.39 0.1604 : -0.39 [-0.70;-0.07] 17.2%
Oimedilla-Alonso B, 2008 -6.80 2.8950 —_—r -6.80 [-12.47,-1.13] 8.9%
Tapsell LC, 2009 7.75 6.5917 775 [-517,2067) 29%
Sanchis P, 2019 -2.00 4.4766 _— -2.00 [-10.77, 6.77] 5.3%
LT . 03 1.
Zambon D, 2000 -10.80 2.9841 —&— -10.80 [-16.65;-4.95] 8.6%
Ros E, 2004 -11.21 42854 — & -11.21 [-19.61;-2.81] 56%
Spaccarotella KJ, 2008 -6.19 3.9200 — & -6.19 [-[13.87; 1.49] 63%
May, 2010 -5.20 5.7985 - -5.20 [-16.56; 6.16] 3.6%
Torabian 5, 2010 -6.96 0.2895 -6.96 [-7.53,-6.39] 17.1%
Katz DL, 2012 -0.10 4.7956 S -0.10 [-9.50, 9.30] 48%
Wu L, 2014 -6.00 3.2563 —s— -6.00 [-12.38; 0.38] 7.8%
Bamberger C, 2017 -7.30 1.9825 —= -7.30 [-11.19;-3.41] 11.9%
Rand cts model < rA2 [-8.85; -5,

Random effects model | : g : | -5.22 [.7.64;-2.80] 100.0%

Heterogeneity: I° = 97% [97%; 98%], T° = 8.8418, p < 0.01
Residual heterogeneity: 1° = 13% [0%; 53%], = 13106, p =032 -20 -10 0 10 20

Test for overall effect z = -4.23 (p < 0.01) Total cholesterol (mal/dL) standardized mean change difference
Test for subgroup differences: ';‘_‘1? =2002, df=1{p < 0.01)

Figure S9. Forest plot for TC (mg/dL) standardized mean change difference, comparing with
subgroup analyses for Walnut > 42 g/day.
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Standardised Mean
Study TE selE Difference SMD 95%-Cl Weight
Zambon D, 2000 -10.80 29841 — -10.80 [-16.65,-4.95] 8.6%
Ros E, 2004 -11.21 4.2854 —_— -11.21 [-19.61,-2.81] 56%
Tapsell LC, 2004 -0.39 0.1604 -0.39 [-0.70;-0.07] 17.2%
Olmedilla-Alonso B, 2008 -6.80 2.8950 —- -6.80 [-12.47;-1.13] 89%
Spaccarotella KJ, 2008 -6.19 3.9200 —_— -6.19 [-13.87;, 1.49] 6.3%
Tapsell LC, 2009 7.75 6.5917 —T——— 7.75 [-5.17;2067] 29%
MaY, 2010 -5.20 57985 I e -5.20 [[16.56;, 6.16] 2.6%
Katz DL, 2012 -0.10 4.7956 — -010 [-950; 9.30] 4.8%
Sanchis P, 2019 -2.00 4 4766 — i =200 077, 6.77] 53%
Torabian 5, 2010 -6.96 0.2895 ; -6.96 [-7.53;-6.39] 17.1%
Wul, 2014 -6.00 3.2563 —— -6.00 [-12.38; 0.38] T78%
Bamberger C, 2017 -7.30 1.9825 —= -7.30 [-11.19;-3.41] 11.9%
Random effects model | : == | | -5.22 [-7.64;-2.80] 100.0%

Heterogeneity: I° = 97% [97%; 98%), T° = 8.8418, p =< 0.01
Residual heterogeneity: I° = 64% [32%: 81%). T = 8.7616, p < 0.01 -20 -10 0 10 20

Test for overall effect z =-4.23 (p < 0.01) Total cholesterol (mg/dL) standardized mean change difference
Test for subgroup differences: ';_? =1.05,df=1(p=031)

Figure S10. Forest plot for TC (mg/dL) standardized mean change difference, comparing with , with
subgroup analyses for Healthy.

Standardised Mean
Study TE seTE Difference SMD 95%-C1 Weight
Spaccarotella KJ, 2008 -6.19 3.9200 T -6.19 [-13.87; 1.49] 6.3%
MaY, 2010 -5.20 5.7985 . s m— -5.20 [-16.56, 6.16] 3.6%
Torabian S, 2010 -6.96 0.2895 -5.96 [-7.53,-6.39] 17.1%
Katz DL, 2012 -0.10 4.7956 — 45— -0.10 [-9.50; 9.30] 4.8%
Wul, 2014 -6.00 3.2563 r -6.00 [-12.38; 0.38] T7.8%
Bamberger C, 2017 -7.30 1.9825 —— -7.30 [-11.19;-3.41] 11.9%
Zambon D, 2000 -10.80 2.9841 —E— -10.80 [-16.65; -4.95] 8.6%
Ros E, 2004 -11.21 4.2854 — -11.21 [-19.61;-2.81] 56%
Tapsell LC, 2004 -0.39 0.1604 1 -0.39 [-0.70;-0.07] 17.2%
Olmedilla-Alonso B, 2008  -6.80 2.8950 —— -6.80 [12.47;-1.13] 89%
Tapsell LC, 2008 7.75 6.5917 —t————— 775 [-517,2067] 29%
Sanchis P, 2019 -2.00 4.47686 — -2.00 [-1077; 6B77] 53%
Random effects model | : =t | | -5.22 [-7.64;-2.80] 100.0%

Heterogeneity: I = 97% [87%: 98%], T° = 8.8418, p < 0.01
Residual heterogeneity: | = 3% [30%; 81%), T =9.9109, p =0.01 -20 -10 0 10 20
Test for overall effect: z = -4.23 (p < 0.01) Total cholesterol (ma/dL) standardized mean change difference

Test for subgroup differences: ',f_f =038, df=1 (p = 0.53)

Figure S11. Forest plot for TC (mg/dL) standardized mean change difference, comparing with
subgroup analyses for Control.
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Standardised Mean
Study TE seTE Difference SMD 95%-Cl Weight
Zambon D, 2000 -10.80 2.9841 —E— -10.80 [-16.65;-4.95] 8.6%
Ros E, 2004 -11.21 4.2854 —_— -11.21 [-19.61,-2.81] 56%
Tapsell LC, 2004 -0.39 0.1604 -0.39 [-0.70,-0.07] 17.2%
Tapsell LC, 2009 7.75 6.5917 T 775 [-BA7,2067] 29%
Ma¥, 2010 -5.20 5.7985 —_—T -5.20 [-16.56, 6.16] 3.6%
Torabian S, 2010 -6.96 0.2895 ] -6.96 [-7.53,-6.39] 171%
Katz DL, 2012 -0.10 4.7956 — -0.10 [-9.50; 9.30] 48%
Olmedilla-Alonso B, 2008 -6.80 2.8950 —— -6.80 [-1247:-113] 89%
Spaccarotella KJ, 2008 -6.19 2.9200 —E— -6.19 [-13.87; 1.49] 63%
Wul, 2014 -6.00 3.2563 —& -6.00 [-12.38; 0.38] 78%
Bamberger C, 2017 -7.30 1.9825 —=- =730 [-11.19;-3.41] 11.9%
Sanchis P, 2019 -2.00 4.4766 — -2.00 [-10.77; 6.77] 53%
Rand Cts model -_ 04 [-10.00; -2. ¥
Random effects model g -5.22 [.7.64;-2.80] 100.0%
Heterogeneity: I = 97% [97%; 96%] 1° = 88418, p < 0.00 ! ! ! '
Residual heterogeneity: |” = 98% [57%; 98%], = 10.1240, p < 0.01 -20 -10 0 10 20
Test for overall effect z =-423 (p < 0.01) Total cholesterol (mg/dL) standardized mean change difference

Test for subgroup differences: ';‘_? =0.28, df =1 (p = 0.60)

Figure S12. Forest plot for TC (mg/dL) standardized mean change difference, with subgroup analyses
for 40 years of age or mean age > 50 years.

Standardised Mean

Study TE seTE Difference SMD 95%-Cl Weight
Zambon D, 2000 -11.20 25365 £ -11.20 [-16.17,-6.23] 9.6%
Ros E, 2004 -11.89 41909 —t -11.99 [-20.20,-3.78] 4.3%
Olmedilla-Alonso B, 2008 -4.60 4.3607 — T -4.60 [-1315; 3.95] 4.0%
Spaccarotella KJ, 2008 -5.03 3.8835 e -503 [-12.64, 2.58] 49%
MaY, 2010 010 26275 e il 010 [-5.08 525 9.1%
Torabian 5, 2010 -6.18 03731 2 -6,18 [-6.91,-5.45] 301%
Katz DL, 2012 050 45980 -—r 050 [-851, 951 37T%
Wul, 2014 500 31279 — 500 [11.13; 1.13] 7.0%
Bamberger C, 2017 540 16012 L -5.40 [-854 -226] 165%
Sanchis P, 2019 -740 38256 — -7.40 [-14.90; 0.10] 51%
Tapsell LC, 2004 -8.14 3.6442 — -8.14 [-15.28,-1.00] 55%
Tapsell LC, 2009 -7.74 21.2495 ; -7.74 [-49.39;3391] 02%
Random effects model < 593 [-7.77; -4.09] 100.0%
Heterogeneity: [ = 25% [0%: 62%), T° = 27878, p = 0.20 ! ! ! !

Residual heterogeneity: |° = 30% [0%: 66%), T = 3.5726, p = 0.16 -40 -20 0 20 40

Test for overall effect: z = 632 (p < 0.01) LOL {mg/dL) standardized mean change difference

Test for subgroup differences: ;.r_? =032, df =1 (p = 0.57)

Figure S13. Forest plot for LDL-C (mg/dL) standardized mean change difference, comparing with
subgroup analyses for Trial design.
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Standardised Mean
Study TE selE Difference SMD 95%-Cl Weight
Qlmedilla-Alonso B, 2008 -4.60 4.3607 —* -4.60 [-13.15; 3.95] 4.0%
Torabian S, 2010 -6.18 0.3731 ; -6.18 [-6.91;-5.45] 30.1%
Wul, 2014 -5.00 31279 T -5.00 [-11.13;, 1.13] 7.0%
Zambon D, 2000 -11.20 25365 """ -11.20 [F116.17;-6.23] 9.6%
Ros E, 2004 -11.89 41209 —'—" -11.89 [-20.20,-3.78] 43%
Tapsell LC, 2004 814 3F442 — 314 [-15.28,-1.00] 55%
Spaccarotella KJ, 2008 -503 38835 — -503 [-1264; 258] 49%
Tapsell LC, 2009 -T.74 21.2495 -7.74 [-49.39;3391] 02%
KMaY, 2010 010 26275 '-"‘— 010 [-5.05 525 91%
Katz DL, 2012 0.50 45980 -— 050 [-851; 951 37%
Bamberger C, 2017 540 1.6012 "‘ -5.40 [-8.54,-2.26] 165%
Sanchis P, 2019 -7.40 3.8256 —"" -7.40 [-14.90; 0.10] 51%
: ] s model @ A BT 3.4
Random effects model ¢ -5.93 [-1.77; -4.09] 100.0%
Heterogeneity: I° = 25% [0%: 62%], T = 27878, p = 0.20 ! ! ! '
Residual heterogeneity: 1" = 31% [0%; 68%), T = 3.9627, p = 0.15 -40 -20 0 20 40
Test for overall effect: z = 6.32 (p < 0.01) LDL (mg/dL) standardized mean change difference

Test for subgroup differences: ;r_f =0.02, df =1 (p = 0.89)

Figure S14. Forest plot for LDL-C (mg/dL) standardized mean change difference, comparing with
subgroup analyses for Risk of bias.

Standardised Mean
Study TE seTE Difference SMD 95%-Cl Weight
Zambon D, 2000 -11.20 25365 Bl -11.20 [-16.17;-6.23] 96%
Ros E, 2004 -11.99 4.1909 —t -11.99 [-20.20,-3.78] 43%
Olmedilla-Alonso B, 2008 -4.60 4.3607 —T -4.60 [-1315, 3.95] 4.0%
Spaccarotella KJ, 2008 -5.03 38835 — -503 [-12.64, 258] 49%
MaY, 2010 0.10 26275 i 010 [-5.05; 525] 91%
Kaz DL, 2012 0.50 4.5980 1 050 [-851; 851 37%
Wu L, 2014 500 31279 — -5.00 [F11.13; 1.13] T7.0%
Bamberger C, 2017 -5.40 1.6012 & -5.40 [-8.54;-226] 165%
Sanchis P, 2019 -7.40 3.8256 —:; -7.40 [-14.90; 0.10]) 51%
Tapsell LC, 2004 -8.14 36442 —# -8.14 [-15.28;-1.00] 55%
Tapsell LC, 2009 -7.74 21.2495 ; -7.74 [-49.39;,33.91] 02%
Torabian S, 2010 618 0373 : -6.18 [-6.91;-5.45] 20.1%
xand s model < 5t J03; -3,
Random effects model & -583 [-7.77; 4.09] 100.0%
Heterogeneity: I = 25% [0%; 62%], T° = 2.7878. p = 0.20 ! ! ! '
Residual heterogeneity: | = 30% [0%: 68%], T = 2.7451, p = 0.18 -40 -20 0 20 40
Test for overall effect: z = 6.32 (p < 0.01) LDL (mg/dL) standardized mean change difference

Test for subgroup differences: ',ﬁ =0.18,df =1 (p = 0.67)

Figure S15. Forest plot for LDL-C (mg/dL) standardized mean change difference, comparing with
subgroup analyses for Exposure duration > 8 weeks.
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Standardised Mean
Study TE seTE Difference SMD 95%-Cl Weight
Tapsell LC, 2004 -8.14 36442 — -8.14 [-15.28,-1.00) 55%
Olmedilla-Alonso B, 2008 -4.60 4.3607 e -4.60 [-13.15, 3.95] 4.0%
Tapsell LC, 2009 =7.74 21.2495 + -7.74 [-49.39,33.91] 02%
Sanchis P, 2019 -7.40 38256 :‘; -7.40 [-14.90, 010] 51%
Zambon D, 2000 -11.20 25365 —& -11.20 [16.17;-6.23] 96%
Ros E, 2004 -11.99 41909 — -11.899 [-20.20;-3.78] 43%
Spaccarotella KJ, 2008 -5.03 38835 —+T -5.03 [F12.64; 258] 49%
MaY, 2010 010 28275 = 010 [-5.05; 525] 91%
Torabian S, 2010 -6.18 03721 j -6.18 [-6.91;-5.45] 301%
Katz DL, 2012 0.50 4.5980 — 050 [-851; 951 37%
WulL, 2014 -5.00 3.1279 — =500 [-11.13; 1.13] 7.0%
Bamberger C, 2017 =540 1.6012 = -540 [-B8.54;-2.26] 16.5%
Random effects model ¢ -5.93 [-T.77;-4.09] 100.0%
Heterogeneity: I° = 25% [0%: 62%), 1° = 2.7878, p = 0.20 ! ! ! '
Residual heterogeneity: |~ = 31% [0%; 65%), = 3.7483, p=0.15 -40 -20 0 20 40
Test for overall effect z = 6.32 (p < 0.01) LOL {mag/dL) standardized mean change difference

Test for subgroup differences: ;.rf =0.18, df =1 {p = D.&7)

Figure S16. Forest plot for LDL-C (mg/dL) standardized mean change difference, comparing with
subgroup analyses for Walnut > 42 g/day.

Standardised Mean
Study TE seTE Difference SMD 95%-Cl Weight
Zambon D, 2000 -11.20 25365 Bl -11.20 [-16.17,-6.23] 9.6%
Ros E, 2004 -11.89 4.1909 — -11.99 [-20.20;-3.78] 4.3%
Tapsell LC, 2004 -8.14 36442 — -8.14 [-15.28,-1.00] 55%
Olmedilla-Alonso B, 2008 -4.60 4.3607 —T -4.60 [-13.15; 3.95] 4.0%
Spaccarotella KJ, 2008 -5.03 3.8835 —T -5.03 [-12.64, 258)] 49%
Tapsell LC, 2009 -7.74 21.2495 -7.74 [-49.39; 33.91] 02%
MaY, 2010 010 26275 . 0.10 [-5.05; 525] 9.1%
Katz DL, 2012 050 45980 -—— 050 [-851;, 951 27%
Sanchis P, 2019 740 3.8256 —;— -7.40 [-14.90; 0.10] 51%
Torabian S, 2010 -6.18 0371 -6.18 [-6.91;-5.45] 301%
Wul, 2014 =500 31279 —1'- -5.00 [-11.13; 1.13] 7.0%
Bamberger C, 2017 540 16012 + -5.40 [-B.54,-226] 16.5%
R | :cts model < 1.60; -2.
Random effects model & -5.83 [-7.77; -4.09] 100.0%
Heterogeneity: |° = 25% [0%; 62%], T = 2.7878, p = 0.20 ! ! ! L
Residual heterogeneity: I° = 32% [0%; 66%], T = 3.9453, p = 0.15 -40 20 0 20 40
Test for overall effect z = -6.32 (p < 0.01) LDOL {mo/dL) standardized mean change difference

Test for subgroup differences: ',njf =0.03, df =1 {p = 0.86)

Figure S17. Forest plot for LDL-C (mg/dL) standardized mean change difference, comparing with
subgroup analyses for Healthy.
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Standardised Mean
Study TE selE Difference SMD 95%-C1 Weight
Spaccarotella KJ, 2008 -5.03 3.8835 =T -5.03 [-12.64, 258] 49%
MaY, 2010 010 2.6275 b i 010 [-5.05 525 91%
Torabian S, 2010 -6.18 0371 t -6.18 [-6.91,-5.45] 30.1%
Katz DL, 2012 0.50 4.5980 T 050 [-B51, 951 37%
WulL, 2014 -5.00 321279 =l -5.00 [-11.13; 1.13] 7.0%
Bamberger C, 2017 540 16012 = -5.40 [-8.54;-226] 165%
Zambon D, 2000 -11.20 25365 = -11.20 [-16.17;-6.23] 9.6%
Ros E, 2004 -11.899 41309 — -11.99 [-20.20;-378] 43%
Tapsell LC, 2004 -8.14 36442 — = -8.14 [-1528;-1.00] 55%
Olmedilla-Alonso B, 2008 -4.60 4.3607 T -4.60 [-13.15, 3.95] 4.0%
Tapsell LC, 2009 -7.74 21.2495 : -7.74 [-49.39;33.91] 02%
Sanchis P, 2019 -7.40 3.8256 —* =740 [-14.80, 0.10] 51%
R ] L 24 2,32 BT ¥ f
Random effects model & -5.93 [-7.77; -4.09] 100.0%
Heterogeneity: I = 25% [0%; 62%), T° = 2.7878, p = 0.20 ! ! ! '
Residual heterogenetty: I° = 4% [0%; 62%], T = 0.1221, p = 0.41 -40 -20 0 20 40
Test for overall effect: z = -6.32 (p < 0.01} LOL {mg/dL) standardized mean change difference

Test for subgroup differences: ',r_f =440, df=1i{p=0.04)

Figure S18. Forest plot for LDL-C (mg/dL) standardized mean change difference, comparing with
subgroup analyses for Control.

Standardised Mean
Study TE selE Difference SMD 95%-C1 Weight
Zambon D, 2000 -11.20 25365 = -11.20 [-16.17,-6.23] 96%
Ros E, 2004 -11.99 4.1909 —t -11.99 [-20.20;-3.78] 4.3%
Tapsell LC, 2004 -3.14 36442 —— -8.14 [-15.28,-1.00] 55%
Tapsell LC, 2009 -7.74 21.2495 . -7.74 [-49.39,33.91] 0.2%
MaY, 2010 010 26275 s i 010 [-5.05 525 9.1%
Torabian 5, 2010 -6.18 03731 i -6.18 [-6.91;-5.45] 30.1%
Katz DL, 2012 050 45980 - 050 [-851 951 37%
ani 1 & 22 TT: 30 2
Olmedilla-Alonso B, 2008 -4.60 43607 — -460 [-13.15; 395 40%
Spaccarotella KJ, 2008 -5.03 28835 —¥r -5.03 [-1264; 258 49%
WulL, 2014 -5.00 31279 — -5.00 [-11.13; 1.13] T70%
Bamberger C, 2017 -5.40 1.6012 = -5.40 [-8.54;-2.26] 165%
Sanchis P, 2019 -7.40 3.8256 — -7.40 [-14.90, 0.10] 51%
Random effects model @ 593 [-T.77; -4.09] 100.0%
Heterogeneity: - = 25% (0%, 62%), 1 = 2.7878. p = 0.20 ! ! ! '
Residual heterogeneity: 1™ = 30% [0%; 65%), 1 = 38101, p = 0.16 -40 -20 0 20 40
Test for overall effect z = 632 (p < 0.01) LDL {mg/dL) standardized mean change difference

Test for subgroup differences: 1.{? =013, di=1{p=0T71)

Figure S19. Forest plot for LDL-C (mg/dL) standardized mean change difference, comparing with
subgroup analyses for 40 years of age or mean age > 50 years.
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Standardised Mean
Study TE selE Difference SMD 95%-Cl1 Weight
Spaccarotella KJ, 2008 -0.39 6.1419 -0.39 [-12.43;11.65] 01%
MaY, 2010 -2.60 2.0566 i -260 [-6.63; 1.43] 1.0%
Torabian S, 2010 -0.77 0.2069 077 [-1.18,-0.36] 31.4%
Katz DL, 2012 0.20 1.3598 020 [-24T, 287] 22%
Wul, 2014 1.00 1.9231 :E 1.00 [-277, 477] 1.1%
Bamberger C, 2017 0.60 05738 0.60 [-0.52; 1.72] 10.1%
Abdrabalnabi AA, 2020 0.00 0.0129 L 0.00 [-0.03; 0.03] 45.7%
Zambon D, 2000 1.60 1.0942 —— 1.60 [-054; 3.74] 3.3%
Ros E, 2004 -0.77 51398 e 077 [-10.84; 9.30] 02%
Tapsell LC, 2004 233 T.7536 233 [-1287,17.52] 01%
Olmedilla-Alonso B, 2008 -1.30 1.0417 - -1.30 [-3.34; 0.74] 3.6%
Tapsell LC, 2009 0.00 . 0.00 0.0%
Canales , 2011 1.60 2.2046 N 1.60 [-272 592] 0.9%
Sanchis P, 2019 -6.00 4.6045 —_— -5.00 [-15.02; 3.02] 02%
ol Sd 1.
Random effects model — K — 018 [-0.59; 0.22] 100.0%

Heterogenetty: I = 47% [0%; 72%), ' =0.0936, p = 0.03
Residual heterogeneity: 1 = 52% [79%:; 75%]. = 01287, p=002 -15-10 -5 0 5 10 15

Test for overall effect: z = -0.8% (p = 0.38) HOL (mo/dL) standardized mean change difference
Test for subgroup differences: ;.r_? =015, df =1 (p = 0.69)

Figure 520. Forest plot for HDL-C (mg/dL) standardized mean change difference, with subgroup
analyses for Control.

Standardised Mean

Study TE seTE Difference SMD 95%.-Cl Weight

May, 2010 -0.30 1.8108 I -0.30 [-3.85,325] 34%

Katz DL, 2012 -0.20 02491 — -0.20 [-0.88; 048] 91.9%

Bitok E, 2018 1.10 15394 ;' 110 [-1.92;412] 47%

Random effects model €C|.,> -0.14 [-0.80; 0.51] 100.0%
1

Heterogeneity: I° = 0% [0%; 90%], T = 0, p = 0.71 ! ' ! !
Test for overall effect: z = -0.42 (p = 0.67) -4 -2 0 2 4

Waist circ (cm) standardized mean change difference

Figure S21. Forest plot for WC (cm) standardized mean change difference.

Standardised Mean

Study TE seTE Difference SMD 95%-Cl Weight
Tapsell LC, 2004 -0.35 0.6595 — -0.35 [-1.64;,094] 238%
MaY, 2010 -0.30 03811 — -0.30 [-1.05;045] 7.7%
Kaiz DL, 2012 0.40 0.1233 i 040 [016;0.64] 329%
Sanchis P, 2019 0.20 0.5429 020 [-0.86;1.26] 4.1%
Abdrabalnabi A4, 2020 0.01 0.0216 | 0.01 [F0.03;0.05] 52.4%
Random effects model “!’-3’ 011 [-0.11;0.34] 100.0%
Heterogeneity: I = 63% [2%; 86%), T = 0.0244, p = 0.03 T

Test for overall effect: z = 0.96 (o = 0.33) 15 -1 05 0 05 1 15

BMI (kg/m2) standardized mean change difference

Figure S22. Forest plot for BMI (kg/m2) standardized mean change difference.
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Zambon D, 2000
Ros E, 2004
Tapsell LC, 2004

TE seTE

-0.20 0.1079

0.20 3.2414

-1.43 2.0641

Olmedilla-Alonso B, 2008 -0.20 1.9865

Tapsell LC, 2009
May, 2010

Katz DL, 2012
Bitok E, 2018

Random effects model

Heterogeneity: I° = 22% [0%: 64%], 1 = 0.0444, p = 0.25

-0.70 8.5179
-0.60 0.7972
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Test for overall effect: z = =002 (p = 0.99)

Figure S23. Forest plot for BW (kg) standardized mean change difference.
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SMD 95%.Cl Weight
-0.20 [-0.41; 0.01) 73.5%
020 [-6.15 6.55] 0.4%
143 [-548 262] 10%
020 [-4.09: 269 10%
-0.70 [-17.39;15.99] 0.1%
-0.60 [-2.16; 0.96] 6.1%
1.04 [0.16; 1.92] 16.8%
170 [-1.91; 531 12%
0.00 [-0.40; 0.39] 100.0%

Weight (kg) standardized mean change difference

Heterogeneity: |° = 64% [24%; B39%], 1 = 18.4915, p < 0.01 !

Test for overall effect: z = -0.46 (p = 0.64)

Standardised Mean

Difference SMD
—_— 0.00
—H—— 4.50
—&— -1.40
I —=— 8490
—ir -3560
—il—; -4.02
- —a— -8.00
=t -1.31
-0.85

| 1 1 ] I 1

-15-10 -5 0 5 10 15

Figure 524. Forest plot for SBP (mmHg) standardized mean change difference.

Study TE seTE
Ros E, 2004 2.00 3.0083
Olmedilla-Alonso B, 2008 -0.21 26164
Spaccarotella KJ, 2008  -0.95 1.5236
May, 2010 410 1.6285
Katz DL, 2012 -280 3.1639
Domenech M, 2019 -1.78 1.1438
Sanchis P, 2019 -1.00 1.0107
Abdrabalnabi A4, 2020  -0.63 0.7066

Random effects model

Standardised Mean
Difference

Heterogeneity: I° = 35% [0%; 71%), T = 1.4067, p = 0.15

Test for overall effect; z = -0.50 (p = 0.62)

gl

-5 0 5

SMD

2.00
-0.21
-0.95

410
-2.80
-1.78
-1.00
-0.63

-0.34

95%-Cl Weight

7.5%
10.9%
13.2%
12.0%
14.0%
15.1%
101%
17.2%

[-10.23; 10.23]
[-2.53; 11.53]
[-6.70; 3.90]
[ 2.74; 15.06]
[-8.25; 1.25]
[-8.04; 0.00]
[-16.66; -1.34]
[-3.63; 1.01]

[-4.48; 2.77] 100.0%

SBP (mmHg) standardized mean change difference

95%.C1 Weight

[(3.90;7.90] 4.5%
[[(5.34,492] 57%
[-3. 12.6%
[ 11.6%

41%
17.3%
19.4%

24.7%

a4; 2.04]
0.91; 7.29]
[-9.00; 3.40]
[-4.02; 0.46]
[-2.98; 0.98]
[-2.01; 0.75]

[-1.68; 1.00] 100.0%

DBP (mmHg) standardized mean change difference

Figure S25. Forest plot for DBP (mmHg) standardized mean change difference.
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Standardised Mean

Study TE seTE Difference SMD 95%-Cl Weight
Tapsell LT, 2008 16.20 18.8375 — 16.20 [-20.72;53.12] 0.0%
MaY, 2010 710 6.2668 T- 710 [-5.18;19.38] 0.0%
Katz DL, 2012 0.07 1.7060 T 007 [-3.27, 3.41] 00%
WulL, 2014 -2.00 1.9380 - =200 [-592; 192] 00%
Sanchis P, 2019 4.00 305507 + 400 [-55.88; 63.88] 00%
Abdrabalnabi A4, 2020 0.01 0.0059 0.01 [ 0.00; 0.02] 100.0%
Random effects model 0.01 [ 0.00; 0.02] 100.0%
Heterogeneity: I° = 0% [0%; 75%), ©° = 0, p = 0.69 LI L

Test for overall effect: z =1.71 (p = 0.09) 60 -40 -20 0 20 40 B0

Glycemia (mg/dL) standardized mean change difference

Figure S26. Forest plot for FBG (mg/dL) standardized mean change difference.

Standardised Mean
Study TE seTE Difference SMD 95%-Cl Weight
Tapsell LC, 2004 -0.24 0.3432 4 : -0.24 [-0.91;043) 3.2%
Tapsell LC, 2009 0.14 0.2566 — 014 [-0.36;064] 57%
WulL, 2014 0.08 0.0653 T 0.08 [-0.05;0.21] 86.2%
Sanchis P, 2019 0.20 0.2763 B I — 020 [F0.34;074] 49%
Random effects model = 0.08 [-0.04; 0.20] 100.0%
Heterogeneity: I° = 0% [0%; 85%], T =0, p = 0.77 !
Test for overall effect: z = 1.29 (p = 0.20) 0.5 0 05

HbA1c (%) standardized mean change difference

Figure S27. Forest plot for HbAlc (%) standardized mean change difference.

Standardised Mean
Study TE seTE Difference SMD 05%-Cl Weight
MaY, 2010 0.40 0.2325 o 0.40 [-0.06; 0.86] 46.0%
Katz DL, 2012 -0.20 09139 ol -0.20 [-1.99;159] 6.3%
Wul, 2014 -0.29 0.2225 —= -0.29 [-0.73,0.15] 47.7%

Random effects model 5‘;_5' 0.03 [-0.44; 0.50] 100.0%

Heterogeneity: I = 57% [0%:; 88%], T = 0.0712, p = 0.10
Test for overal effect: z = 0.14 (p = 0.89) -1 0 1
HOMA-R standardized mean change difference

Figure S28. Forest plot for HOMA-IR standardized mean change difference.

Standardised Mean

Study TE seTE Difference SMD 95%-C| Weight
Tapsell LC, 2009 0.30 0.4869 "— 0.30 [-0.65 1.25] 31.1%
KaY, 2010 T.00 27304 | i—=—— T.00 [1.551245] 159%
Katz DL, 2012 0.10 1.7060 _"'_ 010 [-324 344] 232%
WulL, 2014 -1.08 07707 -1.08 [-259; 043] 29.7%
Random effects model : 0.91 [-2.16; 3.98] 100.0%
Heterogeneity: I = 65% [0%; 88%], T = 7.6546, p = 0.03 ! ! ! ! '

Test for overall effect: z = 0.58 (p = 0.58) -0 -5 0 5 10

Insulin (mIU/mL) standardized mean change difference

Figure S29. Forest plot for Insulin (mIU/mL) standardized mean change difference.
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Standardised Mean

Study TE seTE Difference SMD 95%-C1 Weight
Ros E, 2004 -0.10 0.9932 i -0.10 [-2.05;1.85] 27.4%
Sanchis P, 2019 -0.47 0.6101 —T 0.47 [1.67,0.73] 726%

I -0.37 [-1.39; 0.65] 100.0%

Random effects model
Heterogeneity: P= 0%, = 0,p=075 I I !
Test for overall effect z =-0.71 (p = 0.48) -2 -1 0 1 2

CRP (mgiL) standardized mean change difference

Figure S30. Forest plot for CRP (mg/L) standardized mean change difference.

Standardised Mean

Study TE seTE Difference SMD 05%-Cl

-0.01 [-012; 0.11]

Cofan M, 2020 -0.01 0.0574 | | | :

-01 005 0O 005 0.1
hsCRP (mgiL) standardized mean change difference

Figure S31. Forest plot for hs-CRP (mg/L) standardized mean change difference.

Standardised Mean

Study TE seTE Difference SMD 05%-Cl

| -1.26 [-2.01;-0.51]

Cofan M, 2020 -1.26 0.3811 : : ! |

-2 -1 0 1 2
If Gamma (pg/mL) standardized mean change differance

Figure S32. Forest plot for IFN-y (pg/mL) standardized mean change difference.

Standardised Mean
Study TE seTE Difference SMD 95%-Cl
Cofan M, 2020 -0.18 0.0778 : | : ]I | -0.18 [F0.33;-0.03]

-03-02-01 0 01 02 03
IL-6 (pag/mL) standardized mean change difference

Figure S33. Forest plot for IL-6 (pg/mL) standardized mean change difference.
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Standardised Mean
Study TE seTE Difference SMD 05%-Cl

Cofan M, 2020 -0.10 0.0302

-0.10 [H0.16; -0.04]
[ T T 1

-0.15-01-005 0 005 01 015
IL-1 {pg/mL) standardized mean change difference

Figure S34. Forest plot for IL-13 (pg/mL) standardized mean change.

Standardised Mean
Study TE seTE Difference SMD 95%-Cl
Cofan M, 2020 -0.31 0.1183 | | ! | | -0.31 [-0.54; -0.08]

04 02 0 02 04
TNF-alpha (pg/mL) standardized mean change difference

Figure S35. Forest plot for TNF- a (pg/mL) standardized mean change difference.

Standardised Mean
Study TE seTE Difference SMD 95%-Cl
Cofan M, 2020 -257 07774 | : ! | | =257 [-4.09;-1.05]

-4 -2 0 2 4
E-selectin (ng/mL) standardized mean change difference

Figure S36. Forest plot for E-selectin (ng/mL) standardized mean change difference.

Risk of bias assessment

Study ID Experimental Comparator D1 DS D2 D3 D4 D5 Overall

Bamberger C, 2017 Walnut Control 1 . . . ‘ . @ ‘ Low risk

Katz DL, 2012 Walnut Control ‘ . . . ‘ . @ ! Some concerns

MaY, 2010 Walnut Control . . . . ‘ . @ ‘ High risk

Zambon D, 2000 Walnut Meditarean diet ! . . . ' . @

WulL, 2014 Walnut Control ! . . . . . . D1  Randomisation process

Torabian S, 2010 Walnut Control ! ! ! . ' . . DS  Bias arising from period and carryover effects
Sanchis P, 2019 Walnut Control . . ! . . . @ D2  Deviations from the intended interventions
Spaccarotella KJ, 2008 Walnut Control 1 ! ! . . . @ D3 Missing outcome data

Olmedilla-Alonso B, 2008 Meat w. walnuts Meat 1 ! . ! . . . D4  Measurement of the outcome

Ros E, 2004 Walnut Control 1 ! ! . . . @ D5  Selection of the reported result

Canales, 2011 Meat w. walnuts Meat 1 . . . ‘ ‘ .

Figure S37. Risk of bias assessment for crossover randomized controlled trials.
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Deviations from the intended interventions
Missing outcome data

Measurement of the outcome

Selection of the reported result

Figure S38. Risk of bias assessment for parallel randomized controlled trials. [WAHA * - Walnuts and

Healthy Aging. Several papers analyzed data from the same study, and here it is assessed only once.]



