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This supplementary document shows all original Western blots (WB) presented in Fig. 3-6 of the
manuscript. The chemiluminescence signal was acquired with Chemidoc camera and converted in
tiff images by Quantity One software. All blots are annotated with antigen targeted by
immunoblotting and exposure time used to acquire the signal. In case of multiple signals due to
sequential blots or non-specific bands, the last blotted antigen is indicated with arrows. Some blots
are shown with two alternative exposure times, but more exposure times are available for all blots.



Fig. 3A (left panels)

HepG2 siNQO2 +/-Api/Lut +/-ClQ Exp02A E1304SZ
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Fig. 3A (right panels) HepG2 siNQO2 +Api/Lut +ClQ ExpO1B E1304S5Z
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HepG2 +K3 -/+CIQ_12% 1st GEL2

Fig. 4A
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HepG2_Adrenochrome+BNAH -/+ CIQ_12% Janda et al. 2021 Supplementary file
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Fig. 5A HepG2 +Lut 10/30 or +Apil0/30 (6h) SDS-PAGE 10% GEL1
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Fig. 5B

HepG2 siPRKB +/-Api/Lut E2604SZL 2704
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Fig. 5B

HepG2 siPRKB +/-Api/Lut, E2604SZL 2704
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HepG2 siPRKB +/-Api/Lut +ClQ E2604SZL 2704
SDS-PAGE 12%, GEL B, +CIQ
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Fig. 6
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