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66) and DVMP (n = 75). Each bar

141) across DVMM (n

Figure S1. Distribution of sampled wild bird species (n

represents the number of individuals per species, color-coded by sampling site (blue: DVMM,; orange: DVMP), as reported

in the legend.



Table S1. ESKAPE and other bacterial species isolated in birds from DVMM. Wild bird species are reported in rows with the sampling number, while bacterial species are reported

in columns with the number of isolated strains.

Isolated bacteria
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Grey Heron 1 1 1
(Ardea cinerea) (n=1)
Cattle Egret 1 1 1
(Bubulcus ibis) (n=1)
Eurasian Scops-owl
1 1 1
(Otus scops) (n=1)
European Pied Flycatcher 1 1
(Ficedula hypoleuca) (n=1)
Great Tit 1 1
(Parus major) (n=1)
Littl 1
ittle Ow 301 3 2
(Athene noctua) (n=4)
Common Redstart
. . 1 1 1
(Phoenicurus phoenicurus) (n=1)
Common Woodpigeon
3 1 2 3
(Columba palumbus) (n=5)
Hooded erw » 4 4
(Corvus cornix) (n=4)
Little Egret
1 1 1
(Egretta garzetta) (n=1)
Et{rasién Magpie 1 1 ” 1 1 1 1 3
(Pica pica) (n=5)
11
Mallard 3 1 4 )
(Anas platyrhynchos) (n=6)
K 1
Common Kestre » 1 1 3

(Falco tinnunculus) (n=4)



Eurasian Jay

(Garrulus glandarius) (n=1)
Common Blackbird
(Turdus merula) (n=7)
Barn Swallow

(Hirundo rustica) (n=2)
Alpine Swift
(Tachymarptis melba) (n=3)
Common Swift

(Apus apus) (n=8)
Eurasian Collared-dove
(Streptopelia decaocto) (n=5)
Eurasian Hoopoe

(Upupa epops) (n=1)
European Greenfinch
(Chloris chloris) (n=4)




Table S2. ESKAPE and other bacterial species isolated in birds from DVMP. Wild bird species are reported in rows with the sampling number, while bacterial species are reported
in columns with the number of isolated strains.

Isolated bacteria

U) 14950 *D

(9p=u) 100 g

(1=u) snauao °g

(1
(1=u) voozfixo -y
(1=u) av1avs "7
(z=u) snauny °g
(p=u) snsojfix g
(1=w) wnoonf g
(1=w) syoavf 3
(T1=w) Lnws ‘W

Wild bird species

(9=u) avjoutiviu "q
(1=u) sauadoiav -y
=u) aviuownaud -y
(g=u) vsoui8n.iav "
(z=u) vjoonuvyd
(1=u) voyhydopua =y

(1=u) sisopnataqniopnasd -
(=) 101p0av11040Y "7

(1
(1=) vvjhxoqivIapy
(1=w) voyhjouryziiio -y
(¢=w) wnunuyd4£p, -g
(1=u) snoyfiydoidys '

Common Blackbird
(Turdus merula) (n=5)
Common Moorhen
(Gallinula chloropus) (n=1)
European Starling
(Sturnus vulgaris) (n=4)
Common Swift

(Apus apus) (n=1)

Blue Tit

(Cyanistes caeruleus) (n=1)
Eurasian Common Buzzard
(Buteo buteo) (n=3)

Little Owl

(Athene noctua) (n=5)
Goshawk

(Accipiter gentilis) (n=1)
Tawny Owl

(Strix aluco) (n=9)
Cormorant
(Phalacrocorax carbo) (n=2)
Common Kestrel

(Falco tinnunculus) (n=5)
Eurasian Hobby

(Falco subbuteo) (n=1)



Eurasian Scops-owl

(Otus scops) (n=2)

Owl

(Asio otus) (n=3)

Barn Owl

(Tyto alba) (n=3)

Eurasian Sparrowhawk
(Accipiter nisus) (n=1)
Mallard

(Anas platyrhynchos) (n=1)
Great Crested Grebe
(Podiceps cristatus) (n=1)
Swan

(Cignus olor) (n=1)

Night Heron

(Nycticorax nycticorax) (n=1)
Common Pigeon
(Columba livia) (n=3)
Eurasian Collared-dove
(Streptopelia decaocto) (n=3)
Green Woodpecker

(Picus viridis) (n=1)
Eurasian Hoopoe

(Upupa epops) (n=1)
Common Redstart
(Phoenicurus phoenicurus) (n=1)
Hooded Crow

(Corvus cornix) (n=2)
Eurasian Magpie

(Pica pica) (n=3)
Short-toed Snake Eagle
(Circaetus gallicus) (n=3)
Common Gull

(Larus canus) (n=1)
European Herring Gull
(Larus argentatus)(n=1)
Eurasian Jay

(Garrulus glandarius) (n=1)



Pheasant

(Phasianus colchicus) (n=1)
Cattle Egret

(Bubulcus ibis) (n=1)
European Greenfinch
(Chloris chloris) (n=1)
Eurasian Siskin

(Spinus spinus) (n=1)




Table S3. Sources of MIC breakpoints used for interpreting AST results across different bacterial species.

Bacteria species Method Antimicrobial Breakpoints source References
CA-SFM recommandations v1.0, 2014
Enterobacter spp., AN Parolini et al. (12]
K. pneumoniae KAN SEX. TET
AMcs Opzs | CLSIMI0035th ed., 2025 [3]
(Breakpoints defined ¢
for Enterobacterales in MIC by broth ~ CTX, CL, GEN . . . .
A ’ d t 15.0, 2025
CLSI and EUCAST microdilution SXT, ENR* EUCAST breakpoint tables for interpretation of MICs and zone diameters v [4]
guidelines, and for
Enterobacteriaceae in FFC EUCAST ECOFFs (E. coli; K. pneumoniae) [5]
CA-SFM
recommendations) FLU EUCAST ECOFFs (E. coli) (5]
A. baumannii CL, SXT, GEN EUCAST breakpoint tables for interpretation of MICs and zone diameters v15.0, 2025 [4]
MIC by broth
(Breakpoints defined microdilution .
for Acinetobacter spp.) ENR CLSI M100 35th ed., 2025 [3]
P. aeruginosa CL EUCAST breakpoint tables for interpretation of MICs and zone diameters v15.0, 2025 [4]
(Breakpoints defined ENR* CLSI M100 35th ed., 2025 3]
for Pseudomonas spp. ~ MIC by broth
in EUCAST guidelines, = microdilution )
and for Pseudomonas FFC EUCAST ECOFFs (P. aeruginosa) [5]
aeruginosa in CLSI
guidelines) GEN CLSIM100 31st ed., 2021 [6]
AMP EUCAST breakpoint tables for interpretation of MICs and zone diameters v15.0, 2025 [4]
E. faecium AMC** EUCAST breakpoint tables for interpretation of MICs and zone diameters v14.0, 2024 [7]
MIC by broth
(Breakpoints defined microdilution ENR*, ERY, P,
for Enterococcus spp.) RD, TET CLSI M100 35th ed., 2025 [3]
FFC EUCAST ECOFFs (E. faecium) [5]



P, OX, ENR*
POX ENRY o1 1 M100 35¢h ed, 2025 3]
SFX

S. aureus AMCe, AMP+,
EUCAST ECOFFs (S. aureus) @ 5
MIC by broth CFZ?, CTF, FFC ( ) [5]

(Breakpoints defined microdilution DA, ERY, RD
for Staphylococcus spp.) T,ET S;(T " EUCAST breakpoint tables for interpretation of MICs and zone diameters v15.0, 2025 [4]
KAN CA-SFM recommandations v1.1, 2025 [8]

§ Breakpoints were applied exclusively for the interpretation of MIC values obtained for K. pneumoniae, given the intrinsic resistance of Enterobacter spp. to these antimicrobials;
*Breakpoints defined for ciprofloxacin MIC values interpretation were used for ENR; ** For the interpretation of MIC values defined for AMC, breakpoints provided by EUCAST
v.14 (2024) guidelines were used as a reference, assuming nonetheless that EUCAST states that susceptibility for AMC can be inferred from AMP [4]; 2 For the interpretation of MIC
values defined for AMP, AMC, and CFZ, the ECOFFs provided by EUCAST for S. aureus were used as a reference, assuming nonetheless that CLSI states that staphylococci susceptible
to P and OX can be considered susceptible to other beta-lactam/beta-lactam combination agents with established clinical efficacy for staphylococcal infections (including AMP and
AMCQ), as well as to cephems including CFZ [3]. AN: aminosidine; AMC: amoxicillin/clavulanic acid; AMP: Ampicillin; CFZ: cefazolin; CTX: cefotaxime; CL: colistin; ENR:
enrofloxacin; FFC: florfenicol; FLU: flumequine; GEN: gentamicin; KAN: kanamycin; SEX: sulfisoxazole; TET: tetracycline; SXT: trimethoprim/sulfamethoxazole; CTF: ceftiofur; DA:
clindamycin; ERY: erythromycin; OX: oxacillin; P: penicillin; RD: rifampicin; TIL: tilmicosin. CA-SFM: Comité de I’antibiogramme de la Société Frangaise de Microbiologie; CLSI:
Clinical and Laboratory Standards Institute; EUCAST: European Committee on Antimicrobial Susceptibility Testing.
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