
Supplementary Table S1: Primer sequences and thermocycling conditions used in this study. 

Target 

strain Target gene Primer Sequence (5′ →3′) 

Amplicon size 

(bp) Thermocycling conditions Reference 

Klebsiella 

genus gryA  

F: CGCGTACTATACGCCATGAAGTA 

R: ACCGTTGATCACTTCGGTCAGG 
441 

94 ℃ for 5 mins; 35 [94 ℃, 30 s; 

55 ℃, 45 s; 72 ℃, 45s]; 72 ℃ for 

7 min.  

[1]  

Klebsiella 
pneumoniae 16S-23S ITS  

F: ATT TGA AGA GGT TGC AAA CGA 

T 

R: TTC ACT CTG AAG TTT TCT TGT 

GTT C 

130 

94 ℃ for 5 mins; 30 [94 ℃, 30 s; 

55 ℃, 30 s; 72 ℃, 40 s]; 72 ℃ for 

10 min.  

[2] 

Klebsiella 
oxytoca pehX  

F: GATACGGAGTATGCCTTTAC-

GGTG 

R: TAGCCTTTATCAAGCGGA-

TACTGG 

343 

94 ℃ for 5 mins; 30[94 ℃, 30 s; 

55 ℃, 30 s; 72 ℃, 40 s]; 72 ℃ for 

10 min.  

[3] 

Enterobacter 
cloacae 

hsp60 
 

F: GTAGAAGAAGGCGTGGTTGC R: 

ATGCATTCGGTGGTGATCATCAG 
341 

94 ℃ for 5 mins; 30 [94 ℃, 30 s; 

54 ℃, 30 s; 72 ℃, 1 min]; 72 ℃ 

for 5 min.  

[4] 

Citrobacter 

genus 

Citrobacter 

urease 
 

F: TGAAGCTGAACTACCCGGAATC R: 

TGTCCAGGCTCAAAACGTAC 
454 

94 ℃ for 4 mins; 30 [94 ℃, 30 s; 

55 ℃, 40 s; 72 ℃, 1 min]; 72 ℃ 

for 7 min.  

[5] 

Escherichia 

coli 

uidA 

 

F: AAAACGGCAAGAAAAAGCAG 

R: ACGCGTGGTTACAGTCTTGCG 
147 

94 ℃ for 5 mins; 30[94 ℃, 30 s; 

58 ℃, 1 min; 72 ℃, 1 min]; 72 ℃ 

for 8 min.  

[6] 

Class 1 in-

tegron intI1  

F: CAGTGGACATAAGCCTGTTC 

R: CCCGAGGCATAGACTGTA 
164 

94 °C for 5 mins; 35[94 °C, 60 s; 

55 °C, 60 s, 72 °C, 30 s] 72 °C, 10 

min 

[7] 

Class 2 in-

tegron intI2  

F: TTATTGCTGGGATTAGGC 

R: ACGGCTACCCTCTGTTATC 
232 

94 °C for 5 mins; 32[94 °C, 60 s; 

59 °C, 60 s; 72 °C, 2 mins]; 72 °C 

for10 mins. 

[8] 
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