Figure S1 Microbiota composition at the class level samples from different periods. The
top four family were descripted for each period, and all other family were grouped for
“Other” or “Unclassified”. X0, X, Y, and Z indicates the periods of day 0, medication,

withdrawal, and recovery.
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Figure S2 Microbiota composition at the family level samples from different periods. The top four family were descripted for each period, and all

other family were grouped for “Other” or “Unclassified”. X0, X, Y, and Z indicates the periods of day 0, medication, withdrawal, and recovery.
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Figure S3 Alterations of bacterial genera abundance in the feces at different periods,
heatmap showing the microbiota profile in the different periods, the blue color
represents lower abundance of the microbiota and red color indicates the higher
abundance.



