Supplementary data

Reads assigned to antibiotic resistance factors

Table S1: Percentage and number of reads of virulence factor annotated to ABR factors.

sample percentage of ABR factors number of reads

S1 3.2% 20
S2 3.1% 18
S3 3.4% 18

ww 40.7% 8132
SS 44.1% 1150

EF 38.4% 584

SD 28.2% 6002

DW 14.6% 6532

WM 27.1% 4971

Acquired antibiotic resistance genes (Resfinder)

Table S2: Acquired antibiotic resistance genes with accession number identified via Resfinder in Wastewater
(WW) samples.

Ww1 Accession  WWS3 Accession  WW4 Accession  WWS5 Accession
no. no. no. no.
aadA10 U37105 aadAll AY144590 aadAll AY144590 aadAll AJ567827

aadAll AJ567827  aadAl3 AY713504 aadAl3 AY713504 aadAll AY 144590

aadA11 AY144590 aadA2 NC_01087 aadA5 AF137361 aadAl13 AY713504
0

aadA16 EU675686 aadA5 AF137361 ant(3")-la  X02340  aadAl6 EU675686

aaDA5 AF137361 aadA6 AF140629  aph(3")-Ib  AF024602 aadA5 AF137361

aadA6 AF140629 ant(3")-la  X02340  aph(3)-la V00359  ant(2")-la  X04555

ant(3”")-la  X02340 aph(3")-lb  AF024602  aph(6)-Id M28829 ant(3")-la 02340
ant(6)-la KF421157  aph(6)-1d M28829 blaAER-1  U14748 ant(6)-la KF421157

ant(6)-la  KF864551 DblaAER-1  U14748  blaCARB- EUS850412 ant(6)-la  KF864551
10
aph(3”)-lb  AF024602 blaGES-5 DQ236171 blaGES-5 DQ236171 aph(3")-Ib  AF024602

aph(6)-Id M28829 blaNPS AY027589 blaLCR-1  X56809 aph(3")-1Ib  AF321551

blaAER-1  U14748 blaOXA- J03427 blaOXA-1  HQ170510 aph(6)-1d M28829
10
blaLCR-1 ~ X56809 blaOXA- DQ767903 blaOXA- J3427 blaAER-1  U14748
119 10
blaNPS AY027589 DblaOXA-2 DQ112222 blaOXA- DQ767903 blaBEL-1 = DQ089809
119
blaOXA- J03427 blaOXA- AF024602  blaOXA- blaCARB- EU850412
10 20 129 FJWz0100 10
0025
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cmlAl M64556 tet(39) KT346360 mef(C) AB571865

cmx U85507 tet(A) AJ517790  mph(A) D16251
aac(6')-1b-  DQ303918 tet(C) AY046276  mph(E) DQ839391
cr
qnrs2 DQ485530 tet(E) CP000645  mph(G) AB571865
sull AY963803 tet(M) X04388  msr(D) AF227520
sul2 AY034138 tet(Q) 133696 msr(D) AF274302
tet(36) AJ514254 tet(Q) X58717  msr(E) FR751518
tet(39) KT346360 tet(W) AJA27422  catB3 U13880
tet(A) AJ517790 tet(X) M37699  catQ M55620
tet(C) AY046276 dfrA12 AMO04070  cmlIAlL M64556
8
tet(E) CP000645 dfrAl4 DQ388123 cmx U85507
tet(M) X04388 aac(6)-b- DQ303918
cr
tet(Q) L33696 qnrs2 DQ485530
tet(W) AJ427422 gnrvC4  GQ891757
dfrAl4 KF921535 sull AY963803
sul2 AY034138
tet(39) KT346360
tet(40) FJ158002
tet(A) AF534183
tet(C) AF055345
tet(E) CP000645
tet(M) X04388

tet(0/32/0  FP929050
)

tet(Q) 133696
tet(Q) X58717
tet(Q) 721523
tet(W) A427422
tet(X) M37699

Table S3: Acquired antibiotic resistance genes with accession number identified via Resfinder in sewage sludge

(SS) samples.

Ss1 Accession no. SS2 Accession no. SS3 Accession no.
ant(6)-la KF421157 aadA1l AJ567827 aadA2 NC_010870
blaOXA-296 APOH0100000 ant(6)-I FN594949 mph(A) U36578
9
blaOXA-5 AF347074 erm(47) KU612222 sull AY963803
erm(B) U86375 erm(B) X66468
Inu(B) JQ861959 Isa(E) JX560992
Isa(E) JX560992 mef(A) HG423652
mef(A) HG423652 mef(B) FJ196385
mph(E) DQ839391 msr(D) AF227520
mph(N) KF648874 msr(D) AF274302
msr(D) AF227520 msr(E) FR751518
msr(D) AF274302 sull AY 963803
msr(E) FR751518 sul2 AY034138




tet(M) AM990992 catQ M55620

sull AY963803 tet(W) AJ427422

catQ M55620

SS4 Accession no. SS5 Accession no.

blaOXA-10 J03427 aph(6)-1d M28829

blaOXA-129 FJWZ0100002  blaOXA-5 AF347074

5

Inu(B) JQ861959 erm(47) KU612222

sull AY963803 erm(B) U86375
erm(F) M17808
Inu(B) JQ861959
Isa€ JX560992
mef(A) HG423652
mph(E) DQ839391
msr(D) AF227520
msr(D) AF274302
msr(E) FR751518
sull AY963803
sul2 AY034138
EstDL136 JN242251
catQ M55620

Table S4: Acquired antibiotic resistance genes with accession number identified via Resfinder in WWTP effluent
(EF) and soil (2A and 3C) samples.

EF1 Accession no. EF3 Accession no. S2-1 Accession no.
sull AY963803 aph(3")-1b AF024602 dfrB3 FM877478
erm(B) AF299292
sull U12338
cmx u85507
EF4 Accession no. EF5 Accession no. S3-3 Accession no.
aadAll AJ567827 blaOXA-20 AF024602 dfrB3 X72585
sull U12338 sul2 AY034138

Table S5: Acquired antibiotic resistance genes with accession number identified via Resfinder in dishwasher

(DW), shower drain (SD) and washing machine (W) samples.

DW Accession no. SD Accession no. WM1-4 Accession no.
aac(6")-lih AJ584701 aph(3")-1b AF024602 aac(3)-Ich CP000490
aac(6)-1z AF140221 aph(3")-1lb CP006832 aadA10 U37105
aph(3")-lic AM743169 aph(6)-1d M28829 aadA11l AY 144590
blaACT-14 JX440354 blaCMY-49 GQ402541 aph(3")-1b AF321551
blaADC-25 EF016355 blaOXA-50 AY306130 aph(6)-1d M28829
blaEBR-1 AF416700 fosA 4AGC WU010001 blaACT-12 JX440355
blaOCH-2 AJ295340 catB7 AF036933 blaCMY-25 EU515249
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Figure S1: Venn diagram of antibiotic resistance genes and mobile genetic elements in WWTP (A, C) and
household samples (B, D) annotated using MvirDB. The number in the bracket indicates the total number of genes

annotated for each sample type.

Sequencing reads

Table S6: Sequence reads per samples of soil (S1, S2, S3), WWTP (WW, SS, EF) and household samples (SD,
DW, WM).

sample  total reads high quality reads | sample  total reads high quality reads
S11 30,155,842 29,392,172 SS1 27,841,748 27,184,980
S1.2 30,252,856 29,487,760 SS2 29,552,232 28,842,838
S1.3 33,207,516 32,049,660 SS3 23,844,194 23,306,058
S14 27,088,328 26,289,070 SS4 28,851,940 28,162,328
S2.1 27,874,140 27,145,314 SS5 45,557,500 44,544,338
S2.2 22,138,400 21,476,644 EF1 29,956,520 29,260,546
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36,275,070
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25,784,402
28,240,628
25,678,742
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Taxonomic distribution

Table S7: Percentage of reads assigned to kingdoms in different soils (S1, S2, S3), wastewater (WW), sewage

sludge (SS), effluent (EF), shower drains (SD), dishwashers (DW) and washing machines (WM) in percent.

st S2 S3 WwW SS EF SD DW WM

Archaea 04 05 04 02 03 01 00 00 00
Bacteria 974 973 974 993 981 965 996 97.7 995
Eukaryota 05 05 05 01 04 16 01 00 01
Fungi 0.5 04 05 01 03 06 01 19 01
Viruses 00 00 00 01 00 01 00 01 01
1.2 13 12 03 09 12 02 03 02

Ambiguous




