
Figure S1. Schematic diagram of PEDV genome. PEDV genome includes a 5’ cap structure, 5’untranslating region (UTR), 

seven open reading frames (ORFs), 3’UTR and the 3’-poly-A tail. ORF1a and ORF1b encode polyprotein pp1ab, while the 

other ORFs encode structural proteins including spike (S), accessory protein ORF3, envelope (E), membrane (M) and 

nucleocapsid (N). Spike protein contains a signal peptide (SP), a sialic acid binding region (SIA), fusion peptide (FP), 

heptad repeat domains (HR1 and HR2), transmembrane domain (TM) and cytoplasmic domain (CP). All these regions are 

shown in gray. In addition, the Spike protein has four neutralizing epitopes, including CO-26K equivalent epitope (COE, 

499-638 amino acids), SS2 (748YSNIGVCK755), SS6 (764LQDGQVKI771) and 2C10 (1368GPRLQPY1374). 
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