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Figure S1. Volume plots of miRNAs in (A) Sertoli cell tumor and (B) seminoma
compared with testis of age-matched dogs. The volcano plot illustrates the fold
change and volume between healthy immature and testicular tumor dogs. The
horizontal line indicates a 2-fold change difference. The red dots indicatethe top
five significant miRNAs for comparisons. Sky color dots indicate significance
above a 2-fold change difference without a p-value of less than 0.05. Cfa-miR =
Canis lupus familaris microRNA. Gray dots signify no meaningful correlation
between volume and fold change.
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Figure S2. Venn diagram illustrating miRNA expression patterns in the three
comparisons of testicular tumor (Sertoli cell tumor, Seminoma) and normal testis.
Venn diagram representing differentially expressed miRNA observed in the
comparisons among the three classes (normal, Sertoli cell tumor, and Seminoma).
The numbers indicate the miRNA counts in the indicated area. The tables show
the miRNAs identified by each comparison. Red indicates differentially
upregulated miRNAs and blue indicates downregulation. MiRNAs indicated in
green were upregulated in one comparison, which was shown to have



contradictory results in each comparator group, but were down regulated in the
other comparison.



