QQ plot - Stature QQ plot - Chest width QQ plot - Body depth QQ plot - Angularity
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QQ plot - Foot angle QQ plot - Fore udder attachment QQ plot - Front teat placement QQ plot - Teat length
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QQ plot - Udder depth QQ plot - Rear udder height QQ plot - Central ligament QQ plot - Rear teat placement
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QQ plot - Rear udder width

QQ plot - Bone quality

QQ plot - Locomotion

QQ plot - Body condition score
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QQ plot - Composite dairy character score QQ plot - Composite body weight score QQ plot - Composite feet and leg score QQ plot - Composite udder score
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QQ plot - Composite conformation score
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Figure S1. Quantile-quantile (Q-Q) plots with the 95% confidence interval (grey colored area) and genomic inflation factor (below
the QQ plots) of the GWAS analysis for 25 linear type traits in Czech Holstein.
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Figure S2. Manhattan plots of the GWAS analysis for 25 linear type traits in Czech
Holstein. The level of significance was expressed by a p-value of 1.00 x 10 (genome-
wide significance threshold, red line) and 1.00 x 10 (suggestive significance threshold,

blue line).



