Table S1. Polymerase chain reaction primers used to verify the 185 and cox1
genes of Neofoleyellides sp.

Gene Primer 5-3’
18S 18SF 5'-GAC GGG CAG CTT CCG GAA ACG-3
18SR 5-CCG CTT TTC TCG AAA CGG CTCA-3’
COXI COI-_intF 5-TGATTG GTG GTT TTG GTA A-3’
COl-intR 5-ATA AGT ACG AGT ATC AAT ATC-3'

Wuchereria bancrofti AY 843436
_|: Wiichereria bancrofti AY 843438
Wichereria bancrofti AF227234
Brugia timori KP760122
Brugia pahangi KP760121
Neofoleyellides boerewors MN689265
® Neofoleyellides sp.
{ Neofoleyellides sp MW599274
Neofoleyellides sp MW599275
Dipetalonema robini KP760132

Dipetalonema gracile KP760129
Dipetalonema graciliformis KP760131

Onchocerca gutturosa KP760156
Onchocerca lienalis KX853337

{ Onchocerca lupi KX853340
Onchocerca ochengi KP760157
— Oswaldofilaria chabaudi KP760159

L Oswaldofilaria petersi KP760160
| — Cercopithifilaria bainae MH390715

L Cercopithifilaria rugosicauda KP760124
Acanthocheilonema viteae KP760117

Acanthocheilonema odendhali KP760116

Setaria yehi KT907506

Figure S1. Phylogenetic reconstruction based on the 185 rRNA gene using the
maximum likelihood method with Setaria yehi as the outgroup. The species
sequenced in this study are marked with a red circle.



Cercopithifilaria bulboidea AB178839
Cercopithifilaria longa AB178845
Cercopithifilaria minuta AB178847
Cercopithifilaria crassa AB178841
Cercopithifilaria bainae MH390716

’7 Cercopithifilaria grassii JQ837810
Cercopithifilaria japonica AM749262
Brugia malayi MN598543
—1 Brugia pahangi MT027204
Wuchereria bancrofti Q316200
41_( Wuchereria bancrofti KY 883763
] Wichereria bancrofti NCO16186

Dipetalonema caudispina MT502201
Dipetalonema yatesi MW 199183
L Dipetalonema gracile AJ544877

Oswaldofilaria chabaudi KP760204
Oswaldofilaria petersi KP760205

® Neofoleyvellides sp.

Neofoleyellides sp MW 774895

| Neofoleyellides boerewors MN663137

| Neofoleyellides boerewors MN663146.seq
Dirofilaria ursi KY 828982

| Dirofilaria immitis ON062409
ﬂkzm’a striata MN635457

— Acanthocheilonema delicata 1Q289993

—: Acanthocheilonema spirocauda MW033199

Onchocerca armillata KX853322

Onchocerca jakutensis MK491767

Onchocerca gutturosa KP760201

Onchocerca lienalis KX853326

Onchocerca fasciata MW 940966

Onchocerca ochengi AP017694

Onchocerca cervipedis KX853324

Onchocerca gibsoni AJ271616
Setaria yehi OM401548

Figure S2. Phylogenetic reconstruction based on the coxl gene using the
maximum likelihood method with Setaria yehi as the outgroup. The species
sequenced in this study are marked with a red circle.



