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Fig. S1: Design of the experimental set-up in a perspective and latral view. A: Arena of the
setup; S: Shelters with red filter; R: RFID reader.
 
Figure from Planas-Sitjà et al. (2015). Group personality during collective decision-making: a
multilevel approach. Proc Roy Soc B, 282 (20142515). doi: 10.1098/rspb.2014.2515



Fig. S2: A) Comparison of ranking of first visit (ie. order to visit the shelter for first time) between LRT and 
SRT individuals, and B) comparison of the number of visits to shelters between LRT and SRT individuals. 
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Fig. S3: A) Biological coefficient of variation for all transcripts. B) Significant transcripts after correction for multiple testing (see
main text). We obtained 6 transcripts up-regulated in SRT (red) and 3 in LRT (blue). C) Significant transcripts with P < 0.01 (red).

SRT vs LRT



Fig. S4: Histogram of correlation estimates for DEG set 2
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Fig. S4: Histogram of Pearson correlation estimates (r) 
between CPM of 421 transcripts in DEG set 2 and mean resting times of our six samples
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Fig. S : Subgraph with all significant genes5



GO:0000902

cell morphogenesis

0.016307

1 / 107

GO:0000904

cell morphogenesis i...

0.002068

1 / 89

GO:0002164

larval development

7.86e−05

6 / 17

GO:0005975

carbohydrate metabol...

0.000918

2 / 144

GO:0006082

organic acid metabol...

0.006510

3 / 141

GO:0006090

pyruvate metabolic p...

0.001356

1 / 19

GO:0007275

multicellular organi...

0.012195

9 / 512

GO:0007399

nervous system devel...

0.131341

2 / 199

GO:0007409

axonogenesis

0.001994

0 / 78

GO:0007517

muscle organ develop...

0.000267

6 / 19

GO:0008150

biological_process

1.000000

37 / 4844

GO:0008152

metabolic process

0.194329

20 / 2650

GO:0009653

anatomical structure...

0.007227

1 / 253

GO:0009791

post−embryonic devel...

0.002818

6 / 32

GO:0009987

cellular process

0.899725

17 / 3607

GO:0016043

cellular component o...

0.562877

1 / 326

GO:0019752

carboxylic acid meta...

0.005562

3 / 140

GO:0022008

neurogenesis

0.226750

1 / 156

GO:0030030

cell projection orga...

0.047538

1 / 114

GO:0030154

cell differentiation

0.215240

1 / 224

GO:0030182

neuron differentiati...

0.122791

1 / 129

GO:0031175

neuron projection de...

0.009089

1 / 99

GO:0032501

multicellular organi...

0.034442

9 / 616

GO:0032502

developmental proces...

0.008954

9 / 604

GO:0032787

monocarboxylic acid ...

0.001122

3 / 86

GO:0032989

cellular component m...

0.006020

1 / 107

GO:0032990

cell part morphogene...

0.003870

1 / 100

GO:0043436

oxoacid metabolic pr...

0.005562

3 / 140

GO:0044237

cellular metabolic p...

0.677804

12 / 2203

GO:0044238

primary metabolic pr...

0.036734

16 / 2219

GO:0044281

small molecule metab...

0.047250

4 / 237

GO:0048468

cell development

0.045589

1 / 155

GO:0048513

animal organ develop...

0.354124

6 / 181

GO:0048569

post−embryonic anima...

0.002311

6 / 24

GO:0048666

neuron development

0.081588

1 / 121

GO:0048667

cell morphogenesis i...

0.001925

1 / 87

GO:0048699

generation of neuron...

0.056302

1 / 147

GO:0048731

system development

0.032911

8 / 391

GO:0048812

neuron projection mo...

0.004411

1 / 93

GO:0048856

anatomical structure...

0.017761

9 / 574

GO:0048858

cell projection morp...

0.004411

1 / 93

GO:0048869

cellular development...

0.213319

1 / 237

GO:0061061

muscle structure dev...

0.011569

6 / 34

GO:0061564

axon development

0.001994

0 / 78

GO:0071704

organic substance me...

0.234075

16 / 2341

GO:0071840

cellular component o...

0.420761

1 / 340

GO:0120036

plasma membrane boun...

0.034572

1 / 113

GO:0120039

plasma membrane boun...

0.004411

1 / 93

Fig. S : Subgraph with top 10 significant genes6



Table S1: Dunn comparison among SRT and LRT
samples
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Table S2: List of GO terms enriched


