Figure S1. Effect of SETD2 knockdown on development of early
cleavage-stage parthenogenetic embryos
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Developmental rates of 2-cell (A), 4-cell (B), 8-cell (C) and morula (D) in control,
NC siRNA injection and SETD2 KD groups. All data are shown as mean + S.E.M
and different letters on the bars indicate significant differences (P < 0.05).



Figure S2. Effect of SETD2 knockdown on both development of in vitro
fertilization embryos and lineage allocation in blastocysts
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(A) Representative images of blastocysts at day 5, 6 and 7 in each group. Scale
bar: 100 um. (B) Developmental rates of embryos from the 4-cell to the blastocyst
stage. (C) Representative fluorescence images of blastocysts. Embryos in each
group were stained for CDX2 (green) and DNA (red). The experiment was
independently repeated three times with at least 20 embryos per group. Scale bar:
50 um. (D) Analysis of lineage allocation in embryos. The numbers of total cells,
ICM cells, TE cells, and the ratio of ICM cells to TE cells were separately recorded
and subjected to statistical analysis. ICM: inner cell mass; TE: trophectoderm. All
data are presented as mean £ S.E.M and different letters on the bars indicate

significant differences (P < 0.05).



Table S1. Porcine-specific primer sequences used in this study

Gene symbol

Primer sequences (5'-3')

Product

GenBank accession

size (bp) number
SETD2 ; é%ggﬁ?ﬁ_; ggggfgggi;i; 126 XM_021068704.1
OCT4 ; g%m%%%@%&%@%%ig 206 NM_001113060.1
navog T CTeTCCTCTICCTTCCTC B NM_001120971 1
TEAD4 E CC:)éTI'gA'\FC(;STTC GCTTC')A\T%C';F%?"'A\F;CGC 151 NM_001142666.1
GATAS3 ; %g%ig%i%i%g%igiig% 106 NM_001044567.1
TFAP2C ; gﬁgﬁg&i%%%?ﬁ?m%i% 105 NM_001123201.1
e CMSCOCTISITOCIONG iy aumzroserns
s FSSTIACINTTN gy oo
iz L SSTACCOSSCOONIONT o s
o DISCTIOGSOTIONGE 1y sz
CASPASES3 ; gg@gl%%i’:iig?g:ggg G 109 NM_214131.1
o LSYCONCOCTIOMTIC g5 e
soxz i GGCAGACCTACATGAACG 05 NMLoo12s197 1
coe [ ASTOCCINICACORTICOOHS 139y amarron
F: forward,

R: reverse



Table S2. List of primary antibodies used in this study

Primary antibody | Species Vendor Cat.no. and dilution

CDX2 Mouse Biogenex AM392 (ready to use)
H3K36me3 Rabbit abcam ab9050 (1:100)
H3K36me2 Rabbit abcam ab9049 (1:100)

List of secondary antibodies used in this study

Secondary Vendor Cat.no. and dilution

antibody

Alexa Fluord88 | Invitrogen A11029 (1:200)
anti-mouse 1gG

Alexa Fluor 594 ; .
anti-rabbit 1gG Goat Invitrogen A11012 (1:200)

HRP-labeled
Goat Anti-Rabbit Goat Beyotime A0208 (1:4000)

IgG (H+L)

Species

Table S3. Information on SETD2 siRNA sequences

No. Sequence (5'-3')
SiRNA Sense Antisense
1 GCACAUACUUCUGAUGAUUTT | AAUCAUCAGAAGUAUGUGCTT

2 CCUUCAGGCUCAGAGUUAATT | UUAACUCUGAGCCUGAAGGTT
3 GCAGUAUUCUCCUGCACAATT | UUGUGCAGGAGAAUACUGCTT




