The CDS of FVOFP gene family in Fragaria vesca

>FvOFP1 FvH4_1g04770.t1
ATGCATTTATACACACCCCCAACCCTTCTCTTTCCTCCAAAACCCTCCTCCTCTGTTCTCATTCTCTCTCTAAAGCTCC
TCTGTTTCTCCAACCTCTGTACTTTTCTCTCTAAAATGGAAAACCGCTTCAAGCTGAAGCTCTCGCGCATGTTCCACAA
GGCCTCACTCGGCACCTGCCGCTCACGTAGCCTCTCCGACGTGATCGAAAAAGCTGTGTTTTTGCCTCAGAATTGTAAC
ACTAGTACCGACTCTCCTCCAAAACCAGCTCCTCCTCCTCCTAAGCCTTTTCCGGCAATTTGCCGGCCTAAATGCTCCG
ACGACCCGAAGCAACAACCCATCAACCACCGCTGCGTCATTTCCAGATCCAACACTGACCTCATGCTCCCCAGACGCAA
GATTTTCGAACGTCGCTCCCCGTTTGTGAAGTCTGAAATTCCTCCAAATCCTCTGTTCTCGAACTCAAATCCGTTCTAC
GAAGTCCATGAAAGTCACAGCTTTCGACAGAGGAAGAAGAGAGGGAGCAAGAAAAAGAAGAAGAGGAGTCAGAAGAGTG
ATATTTCTTCTTTGGATAGTAATCACTACTACCACAATGGGTGGTGGTCCAGCAGTGAAGATGAAGAGAAAGAAGACGA
GACTGATACTCTGTTTTCCTCCAACACTCACACTTCCGATTCGTCAGGCTCTCGCAGGCGACTGCGTTCGAGTTCTCGG
GGAAAAGCTCAGAGCTTTGGCCGGAGAAGAGGAAGCTCTGTCTGCTCTGAGGTGGGTCTGATGCCATTGCAAGGAAAAG
TGAAGGACAGCTTCGCTGTGGTGAAGAAATCTAGTGATCCTTACAACGATTTCAGAACATCAATGGTGGAAATGATCGT
GGAGAAGCAGATATTTTCAGGCAAAGATCTTGAGCATCTTTTGCAGTGTTTTCTGAAGCTGAACTCGCCTCATCATCAC
AGAGTTATTATTGAGGTGTTCACTGAGATTTGGGAGGCTCTATTCTCCAACTTGGGGACTTGA

>FvOFP2 FvH4_1g09620.t1
ATGGTGGAGGCGCGTGAGCACCAGACGGAGGACGAGAGCGTGAAGGTCAAATCTAACTGGGAGTTCCTGCATGAGCTGC
TCCTGTGTTATCTCGCGCTCAACCCTAAGAGCACTCACAAGTTCATCATCGGCGCATTTTCCGATCTCCTCGTCAGTCT
CCTCCCCTCACCCAAAGATCCCGAGTTCACCGCCGGCGTCTGCGAGATTTCCCGGTGCAGTTAA

>FvOFP3 FvH4_1913640.t1
ATGGCGAAACGTTTCAGGCTCCGGATATCCAGAGTCATACCTTCCTTCCAATCCTGCCGTTCAAAAGACCCCTCCTCTC
TCCCTTCCAATCCCGTCCCTTCATTTCTCCGACCATCCCCCTCACTCAACCACCACCTCTCCACCCCACCTTCCAAACC
CCACTACTCATCCTCCATCAAACGCCACGTCTCCTCCGCATTCGGCTGCGGCTTCGGAACCAAACCAACCCTATCCGAC
GACGATAACGGATCACTGCCGCCGGAGGTATTTGAGTGGGAAAGAGAGGACAAGTGGCACGTGGTTGCCATGGTGGACG
AAGACAAAACCCCACGTCGCAAAATCTACACTTCCTCGGCCTCCGCTGACTCCGAACGCGACGACGCCGTTTCACTTTC
GTTTTCTCCTCCTCCACCACCGCCTCCGTCCTCGGCGGAGAAGAAGAAAAAACAAAGACTGAGGAAAAAGAAAACAACG
ACGAGCCGTATGATCCGCTTCAGCACCTCCTCTGCCGAGAGCGGACTCTTCAGCGACGAAGATGAAGAAAACGAAACCC
TATTCTCCTTCTCCACAGACTCCTCCGCCGATATATTCACGCGCCACCTGGCAACCATCCGCGAGACGCCCCCTAGGAG
GAGGAAGAAGATCAAGAGTAAAGCTAAACGCAGCGTTTCAAGGACGAGTGGTGAGTTTGAGTCCCCTAGGCTGTCGGTG
TTTCAGAGGCTGATACCGTGCAGCGTCGACGGGAAGGTCAGGGAGAGTTTCGCGGTGGTGAAGAAGTCGGAGGATCCTT
ACGAGGACTTCAAGAGGTCGATGATGGAAATGATATTGGAGAAGCAGATGTTTCATGAGAAAGAACTAGAGCAGTTGCT
TCACTGCTTCTTGTCTTTGAATGCGAGGGAGCACCATAGGGTTATTGTGCAGGCTTTCTCTGAGATTTGGGAGGGTTTG
TTCTGTGGTAGTGCAAGGTCGTCAGGAGCTAGAGTTTCTAGAGCTCTTTAG



>FvOFP4 FvH4_2g23310.t1
ATGCCAAGCACCCTCGGAAGGAACTTAAATCTCTGCTTCACAAAGATCAAGCGGCCACTCTTGACTCTCCAATCTCCTC
CCGTCGACGATCACCGATCTCCACCAACAACTACCTCCACCGTCTCCACGGCCATGTCATCCTCGACTGTTATAAAAAA
CTTCAACTCCCTCTACGACGGAGACCACGCCTTCTTCGACTCCGCCACCACCTCCTCCTCCATTAAGTCTTCCGATCTC
TCCACCACAGAAACCGAAAACGACACAGACACCACCGCCGCCGCCGACTTCGCCACCGTCTTCGCCTCCCAGCGCTTCT
TCTTCTCCTCGCCCGGCCGCTCCAACTCCATTGTCGACCAGTCCTCCTCCTCCTCGTCTTCCTCCGACCTCCACGCGCC
CTTCAAGCACAACAGCGTGGCGGTGCCAACGTACTCGCCCGACCCCTACCTCGACTTTCGGCGCTCCATGCAGGAGATG
GTGGAGGCGCGTGAGCACCAGACGGAGGACGAGAGCGTGAAGGTCAAATCTAACTGGGAGTTCCTGCATGAGCTGCTCC
TGTGTTATCTCGCGCTCAACCCTAAGAGCACTCACAAGTTCATCATCGGCGCATTTTCCGATCTCCTCGTCAGTCTCCT
CCCCTCACCCAAAGATCCCGAGTTCACCGCCGGCGTCTGCGAGATTTCCCGGTGCTAG

>FvOFPS5 FvH4_3g01350.t1
ATGAAATCCTCCAGGCAGCACAAGAAGCAACCGCAGCTGAATCGTAGAGCTCCGATTCGGGCATTGTGTTGCAGTAGCT
GCAGGCTCAGCGTGTCTTCGTCTTCCGAGCAGGAAGTAGAGAGTTCCAGCACTTCTGATCGTAACAGGTATCCATCTAT
ATCAAGCATAGCGCATGCCATGGTTCAAGAGAGACTAGATCAGGTGATTAGAGAGAGGCAGGAGGAGGAGGCCACGAGA
GCGCATGTGGATCGTCGGAGAAGAAAGAACAAAGCAATATATGATGATCGAGCACAAGGAACGGGGACTAAATTTGTGG
TAATGGTTGCGATGGAAAAGTGTTCCTATGATCCGAGAGAAGATTTTAGGGAGTCCATGGAGGAAATGATAATGGCAAA
ACGGATTGAAGAGCCAAAGGATCTTCGTAGCCTCTTGAATTACTACGTTTCGATGAATTCAGAGGAGTATCATGAGATT
ATACTCGAGGTGTTTCATGAAGTTTGCTCTGATTTATTCCTATGTAAATGTCATTGA

>FvOFP6 FvH4_3g07180.t1
ATGAAGTGGGGTAGTAGCAGAAACAAAAAGCCTCCACCTTCCTTTTCTGCTTCTTCTTCTACTACTTCTAAGCCATCCT
TGATCTCCCATGTCTTTCCAAGTTCATGGCTTTCGAAGTTTAAGCAAAAGACTGGCAATTCAGAGCCAAAACCCGGTAA
AGTAAATCAAAAAGGGAAGAGGAATTCTCCGTCTTTGAGTAGTTCACCTAGGATTGCTAGGGAGGGTGGTGGTAGATTC
TATGGTGATGATGATGGTGATGATGGATATTGGAGGCTGTCTTTTGGTGAGGACAGTGTTGAAGGAGAGAAGAAGAGTA
GAGGTGTGTTACGATCGGTTCGGTATGAATCTGAGGAAGAGTTTGAAGCTAGGCCCTCGAAGGTGACAGGCATGAGTAA
AGGTGGGAATGCTGAAGAAAGGAAGTTGAGGAAAGGAAATGAAGGAGTTACAGGGAAGAAGAGGTTAGAATTAAAAGGA
GAAGCAGAGGAACCAGAAGAGAGATCAAGCAAAACAGGAGAAGAGGATGATGTGTTGGAAATGTTAGCAGCAAGAATAA
TTTTGACAAAGGAGAAGGATAGTAACAAGCATGGATTAACTTCTGGTGCAAGGAAATATCGATATGCTTCTTCAAATCT
GAAAACAATTGAAGAAGAAGTTTCTGAAGAAAAGCCGACTTCAGATTGGCAGAAGTTGAAGGAAATGAAGATACAAGAG
GTGATGGCAAAGAGTGAGAAACACAGGAAATCTGTCTACATAAGCAGAGACTTGCAGAGGAAATCAAGACCAAAGCGGA
GTAACAAAGTCAGAGTTTGCTCTCCAAGAACAGCATCAAGAGTTGAAATCTGCAAAATCAAAGCTCTCCAAGACATGGC
GAAAGCAAAAAAGGCAGCAAAGGAGAGAAAGGTGCAGCAGGTGAGAACAGGCTTGGATAGCTTTGCAGTGGTGAAGTGC
TCATTCGACCCACAACAGGACTTCAGAGATTCCATGGTTGAGATGATTGTGGAGAAGAAGCTAACTCGGCCAGATGATC
TTGAAGAGCTCTTAGCTTGTTACCTGACACTGAATTCTGATGAATACCATGATCTCATCATCAAGGTATTCCGGCAGGT
GTGGTTTGATTTGAATCAAACCTATTTTGGTAGTGAATTACAGAATGATCAATGTTGCAATGACTGA



>FvOFP7 FvH4_3g25970.t1
ATGTCTTCTACCAAAAAGACCAAGTTTCTGAAAACCCTAGTCACATCCAACATTAGAGGCTGCGGTTGTGGAAGACCAA
AGCTCTCGGACGTTTACGAGCCAACCGCAAAACCCAAAATCCCCATTTGCAAAATAAACTCAAATCACCAAATACCCCA
TTCCTCTTCAAGCTCTTGTGACATGAGAAACGGAAGTTTCACAGTCGACGAAGATGACGAAGATCAGTGCACCTCCACC
ACCATCTCATTCAACAACGACTCAACAGTATCCTCATCCCAACCTTCAGATTCAGCAGAGATTCACTGTTCCAACAAGT
CAAAGCCTCCAATCCCACCGCAGACCAAAATCGACAACAGCATTGCCGTGGTAAAAGATTCCGACAACCCTTATCAGGA
TTTCCGGCGGTCCATGCTTCAGATGATCGTAGAGAAAGAGATATACTCCAAGGAGGAACTCCAGGAGCTTCTGAGCTGC
TTCCTCGAGCTCAATTCTAGACATCACCATGATGTTATCATTCAAGCTTTCACAGAAATCTGGAATGGTGATCTGGTTG
ACATTGCGAGGAAAAGAAGCGTACGTGTGAATCCCAGATGTGGAACGTGTGAAGATCATAAGCCATGTGAGGCATTGAA
TTGA

>FvOFP8 FvH4_3g40310.t1
ATGGGTAACTACAGGTTCAGATTGGCAGATATGATACCAAATGCCTGGTTTTACAAGCTTACAGATATGAGCAAAACCA
GAAAACACAACACTACTTCTCCCAAGAAAAAACCACCAACCTCTTCATTCCCACCACAAAGAACCACCCATCTTTCACA
AACCAGATACTCCTACTACATCACAACAGACCAACAACCCAACAGAGATGAAAGGTTCTTCTACAATTCACCTACATGC
CCCAAAGGCTCAGATACAAATTTTCCAGAACAACCAAGAAGGTCATCCACTAAAAGAAGCAGAAGGAAAGCTGTTTACA
GGCCTTCTCCTAAGAAACATGTCATTTCTTCCTCTGTTTCATCAGGCCATTGTAGCTGTCAATGTCATGCCTCAACTCC
TGAGTCTCTTGACTACTTTGGCTCATCTTCAAGTGAGAGAAATTCCACTGAAACTCATGACTTTCATGAATTGATTCCA
TCCGAGTTCGAAAGCGACCAGTTGGGTGCTAGTGAGTTTGGCTCTTATAGCTGCAGAGTAAGTTCTTCAACTTCTGATA
CTATCATTGACAAGAAAAAAGAAGGCTCAACCAACAAAGTCCATGATCGGTTTGACATGATCTCGGAGTTAGAGCTTCC
TCCAATCTTGACAAAGCCAACGAAGCTTGATGATCGTAGTAAGGCCATTGAGTCCACCAAGTTCAGGAAGAGTACGTCA
TCCAAATTGAAGGAAACAAAAGGGCACCAGTCTCTTTCTGTGAAGATTGTCAAGGAAGAAAGAAGCAGTAGTAGGATAC
AGAAGGACCAAAAGACAGCAGCTCCTTACGTTCGGAACTCGTCTGCTTCTCCAACCGGCATAAGGCTTCGAGGCAACTC
TCCGAGACTAGCAAGCAAGAAACTTCAGCAGCCCTTTGGTAGTAAAAAGAGTGTGTCAAAGAATAGAGGAGGCATTTCG
GACAGCTTTGCAGTTGTGAAGTCCTCACTTGACCCTCAGAGGGACTTCAAGGACTCAATGAGGGAGATGATCATGGAGA
ATAACATCAAGGAATCTAAGGATTTGGAAGACCTCCTTGCTTGTTATCTTTCACTCAACTCAAGGGAATACCATGATCT
CATTGTCAAGGCTTTCGAGCAAATCTGGTTCGATATGGCTCGCATTAAAATCTGA

>FvOFP9 FvH4_4g15660.t1

ATGTCCAAACTCCCATGGAAGAAGAATCTCCACCTCTGCCTCCCCAATTTCAAATGCCTACCCTTAATCACCCAAAACC
CACCTCAACCCTCCGACCATGACCACCCTCACCCAAACCCACCACTCATGATCACCAACAACATCAACAGCCTCTATCA
TCACGACTCCAACTCCTCAGATCAATCCACCTCCAAATCCCTCACCGCCTCCGACGACTTCTTCTACTCTTCCTCCTCC
GACTCCGAAGCCGCCACTGACTCCCCACCTGACTTTGCCACCGTCTTCGCCTCCCAACGCTTCTTCTTCTCCTCCCCCG
GTCGCTCCAACTCCATCGTCGAGTCCCCGGACACCAAACCCAACTGCAACGATTCCTTCGTCACCAGAGGCGTTACTGT
TGCCAAGTACTCCTCGAATCCTTACTTGGATTTCCGAAAATCCATGGAGGAGATGCTCGAAGCTAGAGATAGAGATCAT



ATAGACAACAAAGATAGAAATCACAATGTGGTGGATGTGTTGAAAAGCGACTTGGATTATCTACACGAGCTGCTCTTGT
GCTACCTTCAGTTAAATCCCGGAGACGCCCACAAGGACATTATCAGTGCCTTCACAGACCTTGTCATTTGCATATTGTC
AGCTAATCCGGCAGCTTCAACATCATCGTCGGCCGATGACGATCACATAAAAGAAGAGAAGGAGGAGATTCAGCGGCAA
TGTGCGTCGTAA

>FvOFP 10 FvH4_6g10140.t1
ATGGGTAAGTACAAGTTTAGATTATCCGATATGATACCCAATGCCTGGTTTTACAAGCTCAAAGACATGAGCAAAACCA
GAAAGAACCAGAGCAGCAATTCTCATCCCAAGAAGAGAAACCAACCACCACCATCCACATTTGCTTCTTCAGCAAAACC
AACAAGCCCAGCAAAGCCAAAGCAGGTCACCCATCACAACCACCATTGTCATCACTCAAGAAAGTCGTACTACTTCACA
AGGGAGCTGAATAACTCCACAGGTGAGAACAGACCACTGTGCAACACCCCTGTAAACCCCAAAGTCTCCACCACCAATT
TGACTCATGAGCCACCAAGAAAATCTTCTATACAAAAACAGAGGAAGAGTTCTAATTCCAAGCTTGCCATGTCGACTAG
CTCCTCTGTTTCTGCAGGGTGTCGGGCCTCCATCGAATCCGTCTGGACCAAATCGGATTCTCTACCGGAGGAACAGCTC
TGGTCTACTTCTTCGTCTCTCGACAGCTCCGAGCTTGAGTTTCATCACACCGACTCTCTTGAATTCAGATGTGACCGTA
TTCTTGCTACAGAGACATTTGATGGTATGAATTCTATGACGAGTTCTAATGAGAAAGACATCATCATCGACGTGGACAA
CTCCTCTGAGAAGAAGAAACTTGATTCGTTCTCTGATCTTGAGCTTCCTCGGATTATAACCAAGCCGGAAAGCTTCAAT
GAAATGGTGTGTGAGGTCAAGAAGAAGAAGAAAGAGAACAAGGAGCAGCAGCCAATCAAATCCAGGAAAAGCTCACATG
GATCAGAGAACAACAAAGAGCATCGTACGAGTTCTGTTAGAAGAGTTACTTCGAGCACTTCACCGGGAGTTAAGCTTCG
GACTAATTCTCCGAGAATTGCAAACCGGAAAATAAACCAGGCCCAAGTCGGACGCCGGAGTCTGTCGTCGAATTCGAGC
TCAAAGAGGAGGAGTCTCTCGGAAAGCTTTGCAATTGTCAAGTCCTCATTTGATCCTCAAAGGGATTTCAGGGAATCAA
TGATAGAGATGATCATGGAGAACAACATCAAGGCATCGAAGGACTTGGAAGATCTTCTTGCATGTTATCTTTCTCTGAA
TGCAAATGAATACCATGAGCTCATCATCAAGGTCTTCAAGCAAATCTGGTTTGATCTCACTGACATCCAGTCAAAAGGT
TTCTCTGGCAGTTCGTTCTTCAGCACTCCCATTCTGGAAAAGCTCTACCTTTGGAGGTAA

>FvOFP11 FvH4_6g19870.t1

ATGAAGCTTCTTCCTTCTTCTCTGTTCAAGAACACAGCACCAGCACCAGAGCCAAAGTCTTCTTCTTCCTCTTGGCCCT
GGCCTTCTTGTACCCAAACCAGGACCATCTCCTTCAGAATTCCCGGAAACGATATGTTCAAGACCATAAACTCGGCTTA
CTTCGACACCAACACACCGGAATCCTTCTTCACCAACTCCTCCGAGGGGTGTGCGAGTTTCTCCACAACAGTGTCTGAA
GAAGACTCCTCGGGCGGAGGAGGAGATCCGATAGAGACTGTGATCAACAAAGGGTTGAGATCAGAGCGGCTCTTCTTCG
ATCCTGGTGAGACCAGCTCTATTTTAGACAAGGACTCTATCAAGGCTCGTGAAGAAGAAGAAGAAGAAGAAGAAGACGA
TGATGGGGTTGATGATGAACTTGCTGGTGGTGATGATAACATTCCGTTCAAAGAGAGTGTGGCTTTGTCCATGGACTCG
CCGGACCCTTATGTGGATTTCAGAAAATCCATGGAGGAAATGGTGGAAGCTCATGGTTTGAAGGACTGGGAACATCTTG
AAGAGCTTCTGTGTTGGTATTTGCGGGTCAATGGAAAATCAAACCATGGATATATAGTTGGAGCTTTCGTTGATCTTTT
GGTAGGTCTCGCATTCAGCACTAGCATTCCTCCTCCTTCTTGTTCATGTAGTGAGTACTCTCCTTCTACTCCTTTGTCT
TTTTACACCAGTACTACTTCCTGTTCATCTTCTTCTACCTCCACTCCTTGTGTGTCCTCCATTGGACCCGAGGACGGAT
CAGAAATGAGTACCAGCACCATTCCCTATTTGTCTTCCCTGTTAGAAGCTGAGGAAGAGATTAACGAAGAAGATGACGA



TGATGATGATGGTGCTTCATCTTAG

>FvOFP12 FvH4_6919871.11
ATGAGCCTTCCTTCACGTGAGACTATCAGCCTGTCATTAAAGAGAAAAACAAGAGCTGTAATCATAGCAAGCACAGGGA
CCCCTCAGGAGAGCAGCGGAGAGCTCACATGCACGCTTTTATATACTCACTCCCATCACTCCCCCCCACACCCTTCTTC
ATCCTCATCCCAACTCTCACTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTCCTTCTTCTGCTTCACTCCTTCACCAACA
ATGCCTACCATAACCAGAAAGAAGCTCCTCAACACTGTCACCGCCGTCGACATAGGCTGCAGCAGCTGCAGAAGACCAA
GGCTCTTCCATATGTTCCGCAATAAAGCCAAGCCCGTCACCACCAAGTTCGGCGGTCGCAAACAAAGCCACCACAACTA
CTCTTCTGCTTCGAGCTCCTACAACAAAGACTCCTCCACCACCACCACATTCTCCCCCAACACCGACGACTACGCTTCG
TTTTCCGACCACGAGACCGTCGCCAAGACCGCCACGCCCGTCAAGGGGTTCGGGAGAGTTGGCGGGGAGAGCGTTGCGG
TGGAGAAAGACTCCGGCGACCCTTACTTGGACTTCAGGCATTCCATGCTTCAGATGATTTTGGAGAACGAGATATACTC
GAAAGATGATCTCCGGGAGCTTCTCAACTGTTTCCTGCAGCTCAATGCTCCCTGCAACCATGGCATAATCATCAGGGCT
TTCACTGACATCTGGAATGGAGTCTTCTCGGTTAGGTCTAGTGCTGCCACAATGCAGCTTCGTCTTGCTCGCAAGTCAC
GTGACTACTAG

>FvOFP13 FvH4_6931210.t1
ATGACCAAGAAACTCCAAAAGCGTCTCCAAGATTACCTCACCAAGATTAAGAAACCTTCCCCTGCTTTGATCCCAATCC
CCTCTAAGAAATGGATGCGAACCTGTAAACACCCCAAAACCCTATCTTTCGCTATCAACAACACTGAGACGACTCAAGA
CAAAGATGATGATGCTGCAACACTCTCAGATATCGATGAGTTTCTCTTCGAGAATTTCAGGTCTCTCTACCTAAGAGAC
GATGATCAAGGAGCTGACACCACCGACGAGAACGAAAGAAAAAGAGAAGAGAAAACCCTAGAAATGAAACAAGGCCATG
AAAAGGAAAGTGCAAACGAGCCCTTTTGGGATAAACCTCTACACCTGAAGAAACGTAGTCCTGATCAACATGAAACCCA
AAACCAAGATGGGTTTCTGTTCGAGTCCCCTCGACTGAATATTGATCCACCGGCGGCGGATCTCTGTAGCTCACACAGG
TTTTCAGTGTCCCCGGGTCGACTGTCAAGCTCCGTCCGGACTAGCACAACCACCACTACGACATCTGAGGACGCAGGAT
CCAGCTCTATGACGTCAACACGAACCCTAAACGTCGACTCTCCTACCACATCACATTCTAATAACAACGATCACCATGT
GGCACTTCCGACTGACTGTATCTCAGTCTTGATGTACTCTCCCAACCCGGGCTACGAGTTTAAAAGATCCATGCATGAC
ATGGTTGAAGCTCGCCTCAGAAACAATGCAAAGGTAGACTGGAATTTCATGGAGGAGCTTCTGTTTTGTTATCTCAATC
TCAACAAGAAGAAGTCCCACAGGTTCATACTGAGCGCTTTCGCGGATTTGGTCGTGGACATGCGTCAGGATTCTGACAC
CGTTCTGGAGAGATCACGGAAACTTTGA

>FvOFP14 FvH4_7g33090.t1
ATGGATCATGTCACTGAGGAACAAAACAGGAGGAGAAGGAAGAAAGAGATCTTGCAGAGTCGGAGCGGCAAATTTAGCT
TTTCGGCTAGGTTGCCTGACGATGTTCATGGTGTTTTTGCCGGTAGTATGTGTTTGGTAAAGTACACAACAGACCCACT
CCTTGATATAAGAGAGTCAATACTGGAGATGCTTCAGTATGCTCAAGGGGTTTGTGATTGGAATGATGTTGAGGAGTTA
GTTTACTGTTACATTTCTCTCAACTCTTCAGAAGTCCATGAACTGGTTGGACAAGCTTTTCTCAGTTTATGTTCCAGTT
AA



