
The protein sequences of OFP family in Fragaria vesca 

>FvOFP1 FvH4_1g04770.t1 

MHLYTPPTLLFPPKPSSSVLILSLKLLCFSNLCTFLSKMENRFKLKLSRMFHKASLGTCRSRSLSDVIEKAVFLPQNCN

TSTDSPPKPAPPPPKPFPAICRPKCSDDPKQQPINHRCVISRSNTDLMLPRRKIFERRSPFVKSEIPPNPLFSNSNPFY

EVHESHSFRQRKKRGSKKKKKRSQKSDISSLDSNHYYHNGWWSSSEDEEKEDETDTLFSSNTHTSDSSGSRRRLRSSSR

GKAQSFGRRRGSSVCSEVGLMPLQGKVKDSFAVVKKSSDPYNDFRTSMVEMIVEKQIFSGKDLEHLLQCFLKLNSPHHH

RVIIEVFTEIWEALFSNLGT* 

 

>FvOFP2 FvH4_1g09620.t1 

MVEAREHQTEDESVKVKSNWEFLHELLLCYLALNPKSTHKFIIGAFSDLLVSLLPSPKDPEFTAGVCEISRCS* 

 

>FvOFP3 FvH4_1g13640.t1 

MAKRFRLRISRVIPSFQSCRSKDPSSLPSNPVPSFLRPSPSLNHHLSTPPSKPHYSSSIKRHVSSAFGCGFGTKPTLSD

DDNGSLPPEVFEWEREDKWHVVAMVDEDKTPRRKIYTSSASADSERDDAVSLSFSPPPPPPPSSAEKKKKQRLRKKKTT

TSRMIRFSTSSAESGLFSDEDEENETLFSFSTDSSADIFTRHLATIRETPPRRRKKIKSKAKRSVSRTSGEFESPRLSV

FQRLIPCSVDGKVRESFAVVKKSEDPYEDFKRSMMEMILEKQMFHEKELEQLLHCFLSLNAREHHRVIVQAFSEIWEGL

FCGSARSSGARVSRAL* 

 

>FvOFP4 FvH4_2g23310.t1 

MPSTLGRNLNLCFTKIKRPLLTLQSPPVDDHRSPPTTTSTVSTAMSSSTVIKNFNSLYDGDHAFFDSATTSSSIKSSDL

STTETENDTDTTAAADFATVFASQRFFFSSPGRSNSIVDQSSSSSSSSDLHAPFKHNSVAVPTYSPDPYLDFRRSMQEM

VEAREHQTEDESVKVKSNWEFLHELLLCYLALNPKSTHKFIIGAFSDLLVSLLPSPKDPEFTAGVCEISRC* 

 

>FvOFP5 FvH4_3g01350.t1 

MKSSRQHKKQPQLNRRAPIRALCCSSCRLSVSSSSEQEVESSSTSDRNRYPSISSIAHAMVQERLDQVIRERQEEEATR

AHVDRRRRKNKAIYDDRAQGTGTKFVVMVAMEKCSYDPREDFRESMEEMIMAKRIEEPKDLRSLLNYYVSMNSEEYHEI

ILEVFHEVCSDLFLCKCH* 

 

>FvOFP6 FvH4_3g07180.t1 

MKWGSSRNKKPPPSFSASSSTTSKPSLISHVFPSSWLSKFKQKTGNSEPKPGKVNQKGKRNSPSLSSSPRIAREGGGRF

YGDDDGDDGYWRLSFGEDSVEGEKKSRGVLRSVRYESEEEFEARPSKVTGMSKGGNAEERKLRKGNEGVTGKKRLELKG

EAEEPEERSSKTGEEDDVLEMLAARIILTKEKDSNKHGLTSGARKYRYASSNLKTIEEEVSEEKPTSDWQKLKEMKIQE

VMAKSEKHRKSVYISRDLQRKSRPKRSNKVRVCSPRTASRVEICKIKALQDMAKAKKAAKERKVQQVRTGLDSFAVVKC

SFDPQQDFRDSMVEMIVEKKLTRPDDLEELLACYLTLNSDEYHDLIIKVFRQVWFDLNQTYFGSELQNDQCCND* 

 

>FvOFP7 FvH4_3g25970.t1 

MSSTKKTKFLKTLVTSNIRGCGCGRPKLSDVYEPTAKPKIPICKINSNHQIPHSSSSSCDMRNGSFTVDEDDEDQCTST

TISFNNDSTVSSSQPSDSAEIHCSNKSKPPIPPQTKIDNSIAVVKDSDNPYQDFRRSMLQMIVEKEIYSKEELQELLSC

FLELNSRHHHDVIIQAFTEIWNGDLVDIARKRSVRVNPRCGTCEDHKPCEALN* 

 

>FvOFP8 FvH4_3g40310.t1 

MGNYRFRLADMIPNAWFYKLTDMSKTRKHNTTSPKKKPPTSSFPPQRTTHLSQTRYSYYITTDQQPNRDERFFYNSPTC

PKGSDTNFPEQPRRSSTKRSRRKAVYRPSPKKHVISSSVSSGHCSCQCHASTPESLDYFGSSSSERNSTETHDFHELIP

SEFESDQLGASEFGSYSCRVSSSTSDTIIDKKKEGSTNKVHDRFDMISELELPPILTKPTKLDDRSKAIESTKFRKSTS



SKLKETKGHQSLSVKIVKEERSSSRIQKDQKTAAPYVRNSSASPTGIRLRGNSPRLASKKLQQPFGSKKSVSKNRGGIS

DSFAVVKSSLDPQRDFKDSMREMIMENNIKESKDLEDLLACYLSLNSREYHDLIVKAFEQIWFDMARIKI* 

 

>FvOFP9 FvH4_4g15660.t1 

MSKLPWKKNLHLCLPNFKCLPLITQNPPQPSDHDHPHPNPPLMITNNINSLYHHDSNSSDQSTSKSLTASDDFFYSSSS

DSEAATDSPPDFATVFASQRFFFSSPGRSNSIVESPDTKPNCNDSFVTRGVTVAKYSSNPYLDFRKSMEEMLEARDRDH

IDNKDRNHNVVDVLKSDLDYLHELLLCYLQLNPGDAHKDIISAFTDLVICILSANPAASTSSSADDDHIKEEKEEIQRQ

CAS* 

 

>FvOFP10 FvH4_6g10140.t1 

MGKYKFRLSDMIPNAWFYKLKDMSKTRKNQSSNSHPKKRNQPPPSTFASSAKPTSPAKPKQVTHHNHHCHHSRKSYYFT

RELNNSTGENRPLCNTPVNPKVSTTNLTHEPPRKSSIQKQRKSSNSKLAMSTSSSVSAGCRASIESVWTKSDSLPEEQL

WSTSSSLDSSELEFHHTDSLEFRCDRILATETFDGMNSMTSSNEKDIIIDVDNSSEKKKLDSFSDLELPRIITKPESFN

EMVCEVKKKKKENKEQQPIKSRKSSHGSENNKEHRTSSVRRVTSSTSPGVKLRTNSPRIANRKINQAQVGRRSLSSNSS

SKRRSLSESFAIVKSSFDPQRDFRESMIEMIMENNIKASKDLEDLLACYLSLNANEYHELIIKVFKQIWFDLTDIQSKG

FSGSSFFSTPILEKLYLWR* 

 

>FvOFP11 FvH4_6g19870.t1 

MKLLPSSLFKNTAPAPEPKSSSSSWPWPSCTQTRTISFRIPGNDMFKTINSAYFDTNTPESFFTNSSEGCASFSTTVSE

EDSSGGGGDPIETVINKGLRSERLFFDPGETSSILDKDSIKAREEEEEEEEDDDGVDDELAGGDDNIPFKESVALSMDS

PDPYVDFRKSMEEMVEAHGLKDWEHLEELLCWYLRVNGKSNHGYIVGAFVDLLVGLAFSTSIPPPSCSCSEYSPSTPLS

FYTSTTSCSSSSTSTPCVSSIGPEDGSEMSTSTIPYLSSLLEAEEEINEEDDDDDDGASS* 

 

>FvOFP12 FvH4_6g19871.t1 

MSLPSRETISLSLKRKTRAVIIASTGTPQESSGELTCTLLYTHSHHSPPHPSSSSSQLSLFFFFFFFFFSFFCFTPSPT

MPTITRKKLLNTVTAVDIGCSSCRRPRLFHMFRNKAKPVTTKFGGRKQSHHNYSSASSSYNKDSSTTTTFSPNTDDYAS

FSDHETVAKTATPVKGFGRVGGESVAVEKDSGDPYLDFRHSMLQMILENEIYSKDDLRELLNCFLQLNAPCNHGIIIRA

FTDIWNGVFSVRSSAATMQLRLARKSRDY* 

 

>FvOFP13 FvH4_6g31210.t1 

MTKKLQKRLQDYLTKIKKPSPALIPIPSKKWMRTCKHPKTLSFAINNTETTQDKDDDAATLSDIDEFLFENFRSLYLRD

DDQGADTTDENERKREEKTLEMKQGHEKESANEPFWDKPLHLKKRSPDQHETQNQDGFLFESPRLNIDPPAADLCSSHR

FSVSPGRLSSSVRTSTTTTTTSEDAGSSSMTSTRTLNVDSPTTSHSNNNDHHVALPTDCISVLMYSPNPGYEFKRSMHD

MVEARLRNNAKVDWNFMEELLFCYLNLNKKKSHRFILSAFADLVVDMRQDSDTVLERSRKL* 

 

>FvOFP14 FvH4_7g33090.t1 

MDHVTEEQNRRRRKKEILQSRSGKFSFSARLPDDVHGVFAGSMCLVKYTTDPLLDIRESILEMLQYAQGVCDWNDVEEL

VYCYISLNSSEVHELVGQAFLSLCSS* 

 


