The protein sequences of OFP family in Fragaria vesca

>FvOFP1 FvH4_19g04770.t1
MHLYTPPTLLFPPKPSSSVLILSLKLLCFSNLCTFLSKMENRFKLKLSRMFHKASLGTCRSRSLSDVIEKAVFLPQNCN
TSTDSPPKPAPPPPKPFPATICRPKCSDDPKQQPINHRCVISRSNTDLMLPRRKIFERRSPFVKSETPPNPLESNSNPFY
EVHESHSFRQRKKRGSKKKKKRSQKSDISSLDSNHY YHNGWWSSSEDEEKEDETDTLFSSNTHTSDSSGSRRRLRSSSR
GKAQSFGRRRGSSVCSEVGLMPLQGKVKDSFAVVKKSSDPYNDFRTSMVEMIVEKQIFSGKDLEHLLQCFLKLNSPHHH
RVITEVFTEIWEALFSNLGT*

>FvOFP2 FvH4_1909620.t1
MVEAREHQTEDESVKVKSNWEFLHELLLCYLALNPKSTHKFIIGAFSDLLVSLLPSPKDPEFTAGVCEISRCS*

>FvOFP3 FvH4_1g13640.t1
MAKRFRLRISRVIPSFQSCRSKDPSSLPSNPVPSFLRPSPSLNHHLSTPPSKPHYSSSTKRHVSSAFGCGFGTKPTLSD
DDNGSLPPEVFEWEREDKWHVVAMVDEDKTPRRKTYTSSASADSERDDAVSLSFSPPPPPPPSSAEKKKKQRLRKKKTT
TSRMIRFSTSSAESGLFSDEDEENETLFSFSTDSSADTFTRHLAT IRETPPRRRKK TKSKAKRSVSRTSGEFESPRLSV
FQRLIPCSVDGKVRESFAVVKKSEDPYEDFKRSMMEMILEKQMFHEKELEQLLHCFLSLNAREHHRV IVQAFSEIWEGL
FCGSARSSGARVSRAL*

>FvOFP4 FvH4_2g23310.t1
MPSTLGRNLNLCFTKIKRPLLTLQSPPVDDHRSPPTTTSTVSTAMSSSTVIKNFNSLYDGDHAFFDSATTSSSIKSSDL
STTETENDTDTTAAADFATVFASQRFFFSSPGRSNSIVDQSSSSSSSSDLHAPFKHNSVAVPTYSPDPYLDFRRSMQEM
VEAREHQTEDESVKVKSNWEFLHELLLCYLALNPKSTHKF I TGAFSDLLVSLLPSPKDPEFTAGVCEISRC*

>FvOFP5 FvH4_3g01350.t1
MKSSRQHKKQPQLNRRAPTRALCCSSCRLSVSSSSEQEVESSSTSDRNRYPSISSTAHAMVQERLDQVIRERQEEEATR
AHVDRRRRKNKATYDDRAQGTGTKFVVMVAMEKCSYDPREDFRESMEEMIMAKRIEEPKDLRSLLNYYVSMNSEEYHET
ILEVFHEVCSDLFLCKCH=*

>FvOFP6 FvH4_3g07180.t1
MKWGSSRNKKPPPSFSASSSTTSKPSLISHVEPSSWLSKFKQKTGNSEPKPGKVNQKGKRNSPSLSSSPRIAREGGGRE
YGDDDGDDGYWRLSFGEDSVEGEKKSRGVLRSVRYESEEEFEARPSKVTGMSKGGNAEERKLRKGNEGVTGKKRLELKG
EAEEPEERSSKTGEEDDVLEMLAART ILTKEKDSNKHGLTSGARKYRYASSNLKT IEEEVSEEKPTSDWQKLKEMKIQE
VMAKSEKHRKSVY ISRDLQRKSRPKRSNKVRVCSPRTASRVE ICKIKALQDMAKAKKAAKERKVQQVRTGLDSFAVVKC
SFDPQQDFRDSMVEMIVEKKLTRPDDLEELLACYLTLNSDEYHDLI TKVFRQVWFDLNQTYFGSELQNDQCCND*

>FVOFP7 FvH4_39g25970.t1
MSSTKKTKFLKTLVTSNIRGCGCGRPKLSDVYEPTAKPKIPICKINSNHQIPHSSSSSCDMRNGSFTVDEDDEDQCTST
TISENNDSTVSSSQPSDSAETHCSNKSKPPIPPQTKIDNS TAVVKDSDNPYQDFRRSMLOQMIVEKEIYSKEELQELLSC
FLELNSRHHHDVIIQAFTEIWNGDLVDIARKRSVRVNPRCGTCEDHKPCEALN*

>FvOFP8 FvH4_3g40310.t1

MGNYRFRLADMIPNAWFYKLTDMSKTRKHNTTSPKKKPPTSSFPPQRTTHLSQTRYSYYITTDQQPNRDERFFYNSPTC
PKGSDTNFPEQPRRSSTKRSRRKAVYRPSPKKHV ISSSVSSGHCSCQCHASTPESLDYFGSSSSERNSTETHDFHEL TP
SEFESDQLGASEFGSYSCRVSSSTSDTI IDKKKEGSTNKVHDRFDMISELELPPILTKPTKLDDRSKATESTKFRKSTS



SKLKETKGHQSLSVKIVKEERSSSRIQKDQKTAAPYVRNSSASPTGIRLRGNSPRLASKKLQQPFGSKKSVSKNRGGIS
DSFAVVKSSLDPQRDFKDSMREMIMENNTKESKDLEDLLACYLSLNSREYHDLIVKAFEQIWFDMARTK T

>FvOFP9 FvH4_4915660.t1
MSKLPWKKNLHLCLPNFKCLPLITQNPPQPSDHDHPHPNPPLMITNNINSLYHHDSNSSDQSTSKSLTASDDFFYSSSS
DSEAATDSPPDFATVFASQRFFFSSPGRSNSTVESPDTKPNCNDSEFVTRGVTVAKYSSNPYLDFRKSMEEMLEARDRDH
IDNKDRNHNVVDVLKSDLDYLHELLLCYLQLNPGDAHKDI ISAFTDLVICILSANPAASTSSSADDDHIKEEKEEIQRQ
CAS*

>FvOFP10 FvH4_6910140.t1
MGKYKFRLSDMIPNAWFYKLKDMSKTRKNQSSNSHPKKRNQPPPSTFASSAKPTSPAKPKQVTHHNHHCHHSRKSYYET
RELNNSTGENRPLCNTPYNPKVSTTNLTHEPPRKSS IQKQRKSSNSKLAMSTSSSVSAGCRAS IESVWTKSDSLPEEQL
WSTSSSLDSSELEFHHTDSLEFRCDRILATETFDGMNSMTSSNEKDI I TDVDNSSEKKKLDSFSDLELPRITTKPESFN
EMVCEVKKKKKENKEQQP TKSRKSSHGSENNKEHRTSSVRRVTSSTSPGVKLRTNSPRTANRKINQAQVGRRSLSSNSS
SKRRSLSESFATVKSSFDPQRDFRESMIEMIMENNTKASKDLEDLLACYLSLNANEYHELT IKVFKQIWFDLTDIQSKG
FSGSSFFSTPILEKLYLWR=*

>FvOFP11 FvH4_6919870.t1

MKLLPSSLFKNTAPAPEPKSSSSSWPWPSCTQTRTISFRIPGNDMFKT INSAYFDTNTPESFFTNSSEGCASFSTTVSE
EDSSGGGGDPIETVINKGLRSERLFFDPGETSSTLDKDS TKAREEEEEEEEDDDGVDDELAGGDDNTPFKESVALSMDS
PDPYVDFRKSMEEMVEAHGLKDWEHLEELLCWYLRVNGKSNHGY IVGAFVDLLVGLAFSTSTIPPPSCSCSEYSPSTPLS
FYTSTTSCSSSSTSTPCVSSTGPEDGSEMSTSTIPYLSSLLEAEEETINEEDDDDDDGASS*

>FvOFP12 FvH4_6g19871.t1

MSLPSRETISLSLKRKTRAVITASTGTPQESSGELTCTLLY THSHHSPPHPSSSSSQLSLFFFFFFFFFSFFCETPSPT
MPTITRKKLLNTVTAVDIGCSSCRRPRLFHMFRNKAKPVTTKFGGRKQSHHNYSSASSSYNKDSSTTTTFSPNTDDYAS
FSDHETVAKTATPVKGFGRVGGESVAVEKDSGDPYLDFRHSMLQMILENETYSKDDLRELLNCFLQLNAPCNHGITTRA
FTDIWNGVFSVRSSAATMQLRLARKSRDY:

>FvOFP13 FvH4_6g31210.t1
MTKKLQKRLQDYLTKTKKPSPALTPIPSKKWMRTCKHPKTLSFAINNTETTQDKDDDAATLSDIDEFLFENFRSLYLRD
DDQGADTTDENERKREEKTLEMKQGHEKESANEPFWDKPLHLKKRSPDQHETQNQDGFLFESPRLNTDPPAADLCSSHR
FSVSPGRLSSSVRTSTTTTTTSEDAGSSSMTSTRTLNVDSPTTSHSNNNDHHVALPTDCISVLMYSPNPGYEFKRSMHD
MVEARLRNNAKVDWNFMEELLFCYLNLNKKKSHRF ILSAFADLVVDMRQDSDTVLERSRKL*

>FvOFP14 FvH4_7g33090.t1
MDHVTEEQNRRRRKKETLQSRSGKFSFSARLPDDVHGVFAGSMCLVKYTTDPLLDIRESILEMLQYAQGVCDWNDVEEL
VYCYISLNSSEVHELVGQAFLSLCSS*



