Table S1. List of primers used in this study.

Primer Name Primer Sequence (5°—3°) Purpose

RiPG2-F ATGAACATCCTTGAGAATCCCAG full-length cDNA of RiPG2
RiPG2-R TCAAGCACATCGAGGGGAG full-length cDNA of RiPG2

site-F CTATGCTGGCTTGGCTTTTATCTGGATCCATGAACATCCTTGAGAATCCC PCR for homologous recombination
site-R CAGCTCCTCGCCCTTGCTCACCATGTCGACAGCACATCGAGGGGAGGA PCR for homologous recombination
RiPG2-qPCR-F CCCAGCAAATGCACGTCAG gPCR

RiPG2-gPCR-R CGTCACCTGTTCCGATAATGC gPCR

Ril8s-F CTACCTATTGTAAGGAATGGTGCCT gPCR

Ril8s-R TTCTGCATCCGAGATATCAAGTAGT gPCR

SIEXP-F TCGCCCTCACTTTGACCTCGCTA gPCR

SIEXP-R TCTGATTCCTCCTTGCTTTCGGC gPCR

SITBG4-F GATTGTCTTGGCAGTCATAC gPCR

SITBG4-R TACCAGCTCTTAACTTCACG gPCR

SIPI-F GACCCCGTGAACCCTAAA gPCR

SIPI-R TGTTGCTGGTATGGTGGAT gPCR

SIXTH5-F AAGATATACTCTATGGTTTGATCC gPCR

SIXTH5-R ATTGGCTTTGATGGGTAGTCTCC gPCR

SlActin-F TGTCCCTATCTACGAGGGTTATGC gPCR

SlActin-R AGTTAAATCACGACCAGCAAGAT gPCR




ATGAACATCCTTGAGAATCCCAGGTTCTCCAAATCGATCAATCTGCGAACTCAGCTCTTCAGCAAATCATCTTCA
M NILENPRTFSI KT STINTLIRTA QLTFSIKSSS
GTTAAAATGGTTAGCGTCGATGATTTTGGCGCTAAGGGAAATGGAGCTGCCGATGACACACAGGCATTTCAAAAG
vVKMVSVDDFGAKG GNGAADTDTAGQATFQK
GCGTGGAAGGCAGCTTGTAGTTCCAATGGGGCACATGTTCTTCTCGTGCCAAAGAAGAACTATCTTGTTAAGCCA
AWK AACSSNGAHVYLLVPEKI KNYTLVKTFP
ATCACATTTTCAGGGCCATGCAAATCTAAGCTTACAATGCAGATATATGGAAGCATAGAAGCATCTGATGACAGA
I TFSGPCKSKTLTMQIYGSTEASTDTDR
TCAGTCTACAGCAAAGACCTTTATCACTGGATCATCTTTGACAACGTTCGAAATCTGTTAGTTCAAGGTCCTGGA
S vysSKDLYHWTITFDNVRNLILVQGPG
ACCATCAATGGCAACGGTCAAATCTGGTGGCAAAACTCTTGCAAAAATAAACATACTAAGCCTTGTGGTACGCTA
T I NGNGQIWWQNST CI KNI KU HTI KZ®PTCSGTL
GCACCTACGGCTGTGACGTTCTACCAATGCAATAACTTGGTGGTGAAGAATCTTAAGTTCAAAGACTCCCAGCAA
AP TAVTFYQCNNLVVKNTLIE KTEFEFIEKDSAQNAQ
ATGCACGTCAGCTTCGAAGATTGCACGAACGTTCAAGCTTTATATCTTACAGTAACTGCGCCGGAGACTAGTCCC
MHVSFED CTNVQALYTLTVTAPETS STP
AACACCGATGGCATTCATGTTTCAAATACCCAGAACATCACAATCTCACACAGCATTATCGGAACAGGTGGCGAC
NTDGTIHVSNTQNTITITTTITSHSTTIOGTG GSGD
TGTATTTCTATCGTAAGTGGATCCCAAAATGTGCAAGCCTCCAGTATTACCTGTGGACCAGGCCATGGAATCAGT
c 1 sI1vsGSQNVQASSTTCGPGHGT S
ATCGGTAGCTTGGGGGAAGGAGGGTCTGAAGACCGTGTTTCAAAAGTAACGGTGAACGGAGCTAAGATTTCGGGA
I ¢ s LGEGGSEDRVYVYSKVTVNGATI KTSG
ACCATGAACGGAGTCAGGATCAAGACATGGCAAGGAGGCTCAGGAATGGCAAGCAACATTGTGTTTCAGAACATT
TMNGVRTITIIKTWQGGSGGMASNTIUVFQNI
GAAATGAATGATGTGACTAACCCCATAATCATAGACCAAAACTATTGTGACACTAGTGACAAACGGAAATGCAAA
EMNDVTNPTITITITTIDAQNYCDTSDIKTR REKCK
CAACAGAGTAAGGCAGTGAAAGTGCAGAATGTGTTGTACAAAAACATCAGAGGAACGAGCGCTTCGAAATATGCC
Q Q S KAV KVQNVLYKNTIIRGTZ SASTI KTYA
ATAGCATTTGATTGCAGCAAGAGCATTCCATGTCAGGGAATTGTGCTGCAAAATGTTCAACTCAACAAAAGAGCA
IANFDCSIKSTPCQGTVLQNVQLNI KTRA
AAATGCAGCAATGCTAATCTGGCTTACAAAGGAAATGTCTCCTCCCCTCGATGTGCTTGA
K CCSNANLAYKOGNVSSPRZCA *

Figure S1. Nucleotide and deduced amino acid sequences of RiPG2 gene.
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Figure S2. Hydrophilicity prediction of RiPG2 protein.



