
Supplementary File S1. Sequences used in phylogenetic tree. 
>AtHB8 
MGGGSNNSHNMDNGKYVRYTPEQVEALERLYNDCPKPSSMRRQQLIRECPIL
SNIEPKQIKVWFQNRRCREKQRKEASRLQAVNRKLTAMNKLLMEENDRLQK
QVSHLVYENSYFRQHPQNQGNLATTDTSCESVVTSGQHHLTPQHQPRDASPA
GLLSIADETLTEFISKATGTAVEWVQMPGMKPGPDSIGIVAISHGCTGIAARAC
GLVGLDPTRVAEILKDKPCWLRDCRSLDIVNVLSTANGGTLELIYMQLYAPT
TLAPARDFWMLRYTSVMEDGSLVICERSLNNTQNGPSMPPSPHFVRAEILPSG
YLIRPCEGGGSILHIVDHFDLEPWSVPEVLRSLYESSTLLAQRTTMAALRYLR
QISQEISQPNVTGWGRRPAALRALSQRLSKGFNEAVNGFSDEGWSILESDGID
DVTLLVNSSPTKMMMTSSLPFANGYTSMPSAVLCAKASMLLQNVPPSILLRF
LREHRQEWADNSIDAYSAAAIKAGPCSLPIPRPGSFGGQVILPLAHTIENEEFM
EVIKLESLGHYQEDMMMPADIFLLQMCSGVDENAVESCAELIFAPIDASFSDD
APIIPSGFRIIPLDSKSEGLSPNRTLDLASALDVGSRTAGDSCGSRGNSKSVMTI
AFQLAFEMHMQENVASMARQYVRSVIASVQRVALALSPSSHQLSGLRPPPAS
PEAHTLARWISHSYRCYLGVDLLKPHGTDLLKSLWHHPDAVMCCSLKALSP
VFTFANQAGLDMLETTLVALQDITLDKIFDNNNGKKTLSSEFPQIMQQGFMC
MDGGICMSSMGRAVTYEKAVGWKVLNDDEDPHCICFMFLNWSFI 
>AtHB15 
MAMSCKDGKLGCLDNGKYVRYTPEQVEALERLYHDCPKPSSIRRQQLIRECP
ILSNIEPKQIKVWFQNRRCREKQRKEASRLQAVNRKLTAMNKLLMEENDRLQ
KQVSQLVHENSYFRQHTPNPSLPAKDTSCESVVTSGQHQLASQNPQRDASPA
GLLSIAEETLAEFLSKATGTAVEWVQMPGMKPGPDSIGIIAISHGCTGVAARA
CGLVGLEPTRVAEIVKDRPSWFRECRAVEVMNVLPTANGGTVELLYMQLYA
PTTLAPPRDFWLLRYTSVLEDGSLVVCERSLKSTQNGPSMPLVQNFVRAEML
SSGYLIRPCDGGGSIIHIVDHMDLEACSVPEVLRPLYESPKVLAQKTTMAALR
QLKQIAQEVTQTNSSVNGWGRRPAALRALSQRLSRGFNEAVNGFTDEGWSVI
GDSMDDVTITVNSSPDKLMGLNLTFANGFAPVSNVVLCAKASMLLQNVPPAI
LLRFLREHRSEWADNNIDAYLAAAVKVGPCSARVGGFGGQVILPLAHTIEHE
EFMEVIKLEGLGHSPEDAIVPRDIFLLQLCSGMDENAVGTCAELIFAPIDASFA
DDAPLLPSGFRIIPLDSAKQEVSSPNRTLDLASALEIGSAGTKASTDQSGNSTC
ARSVMTIAFEFGIESHMQEHVASMARQYVRGIISSVQRVALALSPSHISSQVGL
RTPLGTPEAQTLARWICQSYRGYMGVELLKSNSDGNESILKNLWHHTDAIICC
SMKALPVFTFANQAGLDMLETTLVALQDISLEKIFDDNGRKTLCSEFPQIMQQ
GFACLQGGICLSSMGRPVSYERAVAWKVLNEEENAHCICFVFINWSFV 
>NtHB8sy 
MMAVTSACKDSKMGMDNGKYVRYTPEQVEALERLYHECPKPSSLRRQQLIR
ECPILSNIEPKQIKVWFQNRRCREKQRKESSRLQAVNRKLTAMNKLLMEEND
RLQKQVSQLVYENSFFRQQTQTAALTTTDNNSCESVVTSGQQNLSAQRPPRD
ASPAGLLSLAEETLTEFLSKATGTAVEWVQMPGMKPGPDSIGITAISHSCSGV
ASRACGLVGLEPTRVAEILKDRPSWFRDCRAVDVLNVMSTGSGGTIELLYMQ
LYAPTTLAPARDFWLMRYTSVMEDGSLVVCERSLNNTQNGPSMPPVQNFVR
AELLPSGYLIRPCEGGGSIIHIVDHMDLEPWSVPEVLRPLYESSTVLSQRTTMA
ALRHLRQISQEISHPTVTGWGRRPAALRALGQRLSKGFNEAVNGFTDEGWSM



LESDGIDDVTLLVNSSPSKLMGANISYANGFPSMSSAVLCAKASMLLQNVPP
AILLRFLREHRSEWADSGIDAYSAAAVKAGPCSIPVTRTGCFGGQIILPLAHTIE
HEEFMEVIRLESIGHYQDDMIMPGDIFLLQLCSGVDENAVGTCAELVFAPIDA
SFADDAPLLPSGFRIIPLDSKADASSPNRTLDLASTLEVGPAGSRPNGDYSKN 
SSSTKSVMTIAFQFAFEIHLQENIAAMARQYVRSIISSVQRVALALSPSRLGSLP
GLRSPPGTPEAQTLARWICQSYRFFLGVELLKSVSGGSESVLKEIWHHSDALM
CCSLKALPVFTFANEAGLDMLETTLVSLQDITLEKIFDDNGRKALFSELPQIM
QQGFACLQGGICLSSMGRPISYERAIAWKVLNEEEDPHCICFMFVNWSFV 
>NtHB8to 
MMAVTSACKDSKMGMDNGKYVRYTPEQVEALERLYHECPKPSSLRRQQLIR
ECPILSNIEPKQIKVWFQNRRCREKQRKESSRLQAVNRKLTAMNKLLMEEND
RLQKQVSQLVYENGFFRQQTQTAALTTTDNNSCESVVTSGQQNVSAQRPPRD
ASPAGLLSLAEETLTEFLSKATGTAVEWVQMPGMKPGPDSIGIIAISHSCSGVA
SRACGLVGLEPTRVAEILKDRSSWFRDCRAVDVLNVMSTGSGGTIELLYMQL
YAPTTLAPARDFWLMRYTSVTEDGSLVVCERSLNNTQNGPSMPPVQNFVRA
ELLPSGYLIRPCEGGGSIIHIVDHMDLEPWSVPEVLRPLYESSTVLSQRTTMAA
LRHLRQISQEISHPTVTGWGRRPAALRALGQRLSKGFNEAVNGFTDEGWSML
ESDGIDDVTLLVNSSPSKLMGANISYANGFPSMSSAVLCAKASMLLQNVPPVI
LLRFLREHRSEWADSGIDAYSAAAVKAGPCSIPVTRTGSFGGQIILPLSHTIEHE
EFMEVIRLESIGHYQDDMIMPGDIFLLQLCSGVDENAVGTCAELVFAPIDASF
ADDAPLLPSGFRIIPLDSKADASSPNRTLDLASTLEVGPAGSRPNGDYSKNSGS
TKSVMTIAFQFAFEIHLQENIAAMARQYVRSIISSVQRVALALSPSRLGSLPGL
RSPPGTPEAQTLARWICQSYRFFLGVELLKSVGGGSESILKEIWHHSDALMCC
SLKALPVFTFANEAGLDMLETTLVSLQDITLEKIFDDNGRKTLFSELPQIMQQ
GFACLQGGICLSSMGRPISYERAVAWKVLNEEEDPHCLCFMFINWSFV 
>NtHB15sy1 
MASCKDGKTSSVMDNGKYVRYTPEQVEALERLYHDCPKPSSMRRQQLIREC
PILSHIEPKQIKVWFQNRRCREKQRKEASRLQAVNRKLTAMNKLLMEENDRL
QKQVSQLVYENGYFRRQTHSTTLATKDTSCESVVTSGQHHLTSQHPPRDASP
AGLLSIAEETLAEFLSKATGTAVEWVQMPGMKPGPDSIGIIAISHGCTGVAAR
ACGLVGLEPTRVAEILKDRPSWFRDCRAVDVLNVLPTANGGTIELLYMQLYA
PTTLAPARDFWLLRYTTVMDDGSLVVCERSLGNTQNGPSMPPVQNFVRAEIL
PSGYLIRPCEGGGSIIHIVDHMNLEAWSVPEVLRPLYESSAVLAQKTTVAALR
YLRQIAQEVSQTNVSNWGRRPAALRALSQRLSRGFNEALNGLTDEGWSMLG
SDGMDDITILVNSSPDKLMGLNLSFANGFSSLSNAVMCAKASMLLQNVPPAIL
LRFLREHRSEWADNNIDAYSAAAIKVGPCCLPGTRVGNFGGQVILPLAHTVE
HEELLEVIKLEGVGHSPEDAIMPRDMFLLQLCSGMDENAVGTSAELIFAPIDA
SFADDAPLLPSGFRIISLESGKESSSPNRTLDLTSALETGPAENKVGNDLHTNG
GTSRSVMTIAFQFAFESHMQENVASMARQYVRSIISSVQRVALALSPSHLGSH
GGLRLPLGTPEAHTLARWIFQSYRCFLGVELLKSIAEGSESILKSLWHHSDAII
CCSAKAMPVFTFANQAGLDMLETTLVALQDITLEKIFDDHGKKNLCTEFPQI
MQQGFACLQGGICLSSMSRPISYERAVAWKVMNEEDSPHCICFMFVNWSFV 
>NtHB15to1 
MASCKDGKTSSVLDNGKYVRYTPEQVEALERLYHDCPKPTSMRRQQLIRECP



ILSNIEPKQIKVWFQNRRCREKQRKEASRLQAVNRKLTAMNKLLMEENDRLQ
KQVSQLVYENGYFRRQTHSTTLATKDTSCESVVTSSQHHLTSQHPPRDASPA
GLLSIAEETLTEFLSKATGTAVEWVQMPGMKPGPDSIGIIAISHGCTGVAARA
CGLVGLEPTRVAEILKDRPSWFRDCRAVDALNVLPTANGGTIELLYMQLYAP
TTLAPARDFWLLRYTTVMDDGSLVVCERSLGNTQNGPSMPPVQNFVRAEILP
SGYLIRPCEGGGSIIHIVDHMNLEAWSVPEVLRPLYESSAVLAQKTTVAALRY
LRQIAQEVSQTNVTNWGRRPAALRALSQRLSRGFNEALNGLTDEGWSMLGS
DGMDDITILVNSSPDKLMGLNLSFANGFSSLSNAVMCAKASMLLQNVPPAIL
LRFLREHRSEWADNNIDAYSAAAIKVGPCCLPGAQVGNFGGQVILPLAHTVE
HEELLEVIKLEGVGHSPEDTIMPRDMFLLQLCSGMDENAVGTSAELIFAPIDAS
FADDAPLLPSGFRIISLESGKESSSPNRTLDLTSALETGPAENKVGNDLHTNGG
TSRSVMTIAFQFAFESHMQENVASMARQYVRSIISSVQRVALALSPSHLGSHG
GLRLPLGTPEAHTLARWICQSYRCFLGVELLKSIAEGSDSILKSLWHHSDAIIC
CSAKALPVFTFANQAGLDMLETTLVALQDITLEKIFDDHGKKNLCTEFPQIMQ
QGFACLQGGICLSSMSRPISYERAVAWKVMNEEDSPHCICFMFVNWSFV 
>NtHB15sy2 
MSMSCKDGKSVDDNGKYVRYTPEQVEALERLYHECPKPSSMRRQQLIRECPI
LSHIEPRQIKVWFQNRRCREKQRKESSRLQGVNRKLSAMNKLLMEENDRLQ
KQVSQLVYENGYFRKQTQTTKIASKDTSCESVVTSGQHHLTPQHPPRDASPA
GLLSIAEETLTEFLSKATGTAVEWVQMPGMKPGPDSIGIIAISHGCTGMAARA
CGLVGLDPTRVAEILKDRPSWYRDCRAVEVLNLPTANGGTIELLYMQLYAPT
TLAPPRDFWLLRYSTVMDDGSLVVCERSLGNTQNGPSMPPVPNFVRAEMLPS
GYLIRPCEGGGSIVHIVDHMDLEAWSVPEVLRPLYESSAVLAQKTSMAALRQ
LRQITLEASQPNVTNWGRRPAALRALSKKLSRGFNEALNGFSSEGWSMRDND
GMDDVTILVNSSPDKLMGLNLSFADEFTSLSNAVLCAKASMLLQSVTPAVLL
RFLREHRSEWVDNDIDAYAAAAVKVGPCSLPGARVCNFGGQVILPLAHTAE
HEELLEVIKLEGVCHSPEDVIMPRDMFLLQMCSGMDENAVGTCAELIFAPIDA
SFADDAPLLPSGFRIIPLDSAKEASSPNRTLDLTSALEIGPAESKVANDFKSTGV
TSKSIMTVAFQFAFESHMQENVASMARKYVRSFISSVQRVALALSPSHFGSLG
GLRLHLGTPEAHTLARWICQSYRHYLGVELLKMSGEGSESVLESLWQHSDAII
CCSAKALPVFTFANQAGLDMLETTLVALQDISLEKIFDEHGRKNLCSEFPQIM
QQGFACLRGGICLSSMGRPVSYEKAVAWKVLNEEDNAHCISFMFVNWSFV 
>NtHB15to2 
MSMSCKDGKSVDDNGKYVRYTPEQVEALERLYHECPKPSSMRRQQLIRECPI
LSHIEPRQIKVWFQNRRCREKQRKESSRLQGVNRKLSAMNKLLMEENDRLQ
KQVSQLVYENGYFRKQTQTTKIASKDTSCESVVTSGQHHLAPQHPPRDASPA
GLLSIAEETLTEFLSKATGTAVEWVQMPGMKPGPDSIGIIAISHGCTGMAARA
CGLVGLDPTRVAEILKDRPSWYRDCRAVEVLNMLPTANGGTIELLYMQLYA
PTTLAPPRDFWLLRYSTVMDDGSLVVCERSLGNTQNGPSMPPVQNFVRAEM
LPSGYLIRPCEGGGSIVHIVDHMDLEAWSVPEVLRPLYESSAVLAQKTSMAAL
RQLRQITLEASQPNVTNWGRRPAALRALSKKLSRGFNEALNGFSSEGWSMLD
NDGMDDVTILVNSSPDKLMGLNLSFADEFTSLSNAVLCAKASMLLQSVTPAV
LLRFLREHRSEWVDSDIDAYAAAAVKVGPCSLPGARVCNFGGQVILPLAHTA
EHEELLEVIKLEGVCHSPEDVIMPRDMFLLQMCSGMDENAVGTCAELIFAPID



ASFADDAPLLPSGFRIIPLDSAKEASSPNRTLDLTSALEIGPAESKVVNDKSTG
VTSKSIMTIAFQFAFESHMQENVASMARKYVRSFISSVQRVALALSPSHFGSL
GGLRLPLGTPEAHTLARWICQSYRHYLGVELPKLSGEGSESVLESLWQHSDAI
ICCSAKALPVFTFANQAGLDMLETTLVALQDISLEKIFDEHGRKNLCSEFPQIM
QQGFACLRGGICLSSMGRPVSYEKAVAWKVVNEEDNAHCISFMFVNWSFI 
>PtrHB8 
MDNGKYVRYTPEQVEALERLYHECPKPSSMRRQQLIRECPILSHIEPKQIKVW
FQNRRCREKQRKEASRLQAVNRKLTAMNKLLMEENDRLQKQVSQLVYENS
YFRQQTQNATNLATTDTSCESVVTSGQHHLTPQHPPRDASPAGLLSIAEETLA
QFLSKATGTAVEWVQMPGMKPGPDSIGIVAISHGCTGVAARACGLVGLEPTR
VAEILKDRPSWFRDCRAVDVVNALSTGSGGTIELLYMQLYAPTTLAPARDFW
LLRYTSVLEDGSLVVCERSLNNTQNGPSMPPTQHFVRAEMLPSGYLIRPCEGG
GSIIHVVDHMDLEPWSVPEVLRPLYESSTLLAQKTTMAALRHLRQVSQEVSQ
PNVTGWGRRPAALRALSQRLSKGFNEAVNGFADEGWSMLESDGIDDVTVLV
NSSPAKMMGVNFSYANGFPSMSNAVLCAKASMLLQNVPPAILLRFLREHRSE
WADSGIDAYAAAAVKAGPCSLPMSRAGNFGGQVILPLAHTIEHEEASTSFME
VIKLENMGYREDMLMPGDVFLLQLCSGVDENAVGTCAELIFAPIDASFSDDA
PIIPSGFRIIPLDSGMDASSPNRTLDLASALEVGPAGNRASGDLSGRSGCTKSV
MTIAFQFAFEMHLQENVASMARQYVRSIIASVQRVALALSPSHFGSHAGFRPP
PGTPEAHTLARWICESYRCYLGVELLKNEGSESILKTLWHHSDALMCCSLKT
LPVFTFANQAGLDMLETTLVALQDITLEKIFDDNGRKTLYSEFPQIMQQGFMC
LQGGICLSSMGRPVSYERAVAWKVLNEEESAHCICFMFINWSFV 
>PtrHB6 
MEMSCKDGKQPIMDNGKYVRYTPEQVEALERLYHDCPKPSSIRRQQLIRECPI
LSNIEPKQIKVWFQNRRCREKQRKEASRLQAVNRKLSAMNKLLMEENDRLQ
KQVSQLVYENGYFRQHTHNTPLATKDTSCESVVTSGQHHLTPQHPPRDASPA
GLLSIAEETLTEFLSKATGTAVEWVQMPGMKPGPDSSGIVAISHGCAGVGAR
ACGLVGLEPTRVAEILKDRPSWFRDCRAVDVLNVLPTANGGTIELLYMQLYA
PTTLAPGRDFWLLRYTSVLEDGSLVVCERSLKNTQNGPSMPPVQHFVRAEML
PSGYLVRPCEGGGSIIHIVDHMDLEPWSVPEVLRPLYESSTVLAQKTTMVALR
QLRQIAQEASQSNVTNWGRRPAALRALSQRLSRGFNEALNGFSDEGWSMIGN
DGMDDVTILVNSSPDKLMGSNLSFTNGFPAVSSAVLCAKASMLLQNVPPAIL
LRFLREHRSEWADNNIDAYAAAAVKVGPFSLQGSRVGSFGGQVILPLAHTIE
HEEFLEVIKLEGVGHSPEDPIMPRDVFLLQLCCGMDENAVGTCAELIFAPIDAT
FADDAPLLPSGFRIIPLDSGKEASSPNRTLDLAAALEVGPAGNRASSDHSANSG
CTRSVMTIAFEFAFESHMQEHVASMTRQYIRSIISSVQRVALALSPHLGSQAGL
RSPLGTPEAQTLARWICQSYRSYLGVELLKSNGEGSESILKTLWHHSDAIMCC
SLKALPIFTFANQAGLDMLETTLVALQDITLEKIFDDHGRKTLCSEFSQIMQQG
FTCLQGGICLSSMGRPVSYERAVAWKVLNEEENAHCICFMFINWSFV 
 
 
 
 
 



>AtNST1 
MMSKSMSISVNGQSQVPPGFRFHPTEEELLQYYLRKKVNSIEIDLDVIRDVDL
NKLEPWDIQEMCKIGTTPQNDWYFFSHKDKKYPTGTRTNRATAAGFWKATG
RDKIIYSNGRRIGMRKTLVFYKGRAPHGQKSDWIMHEYRLDDNIISPEDVTVH
EVVSIIGEASQDEGWVVCRIFKKKNLHKTLNSPVGGASLSGGGDTPKTTSSQI
FNEDTLDQFLELMGRSCKEELNLDPFMKLPNLESPNSQAINNCHVSSPDTNHN
IHVSNVVDTSFVTSWAALDRLVASQLNGPTSYSITAVNESHVGHDHLALPSV
RSPYPSLNRSASYHAGLTQEYTPEMELWNTTTSSLSSSPGPFCHVSNGSG 
>AtNST2 
MNISVNGQSQVPPGFRFHPTEEELLKYYLRKKISNIKIDLDVIPDIDLNKLEPW
DIQEMCKIGTTPQNDWYFYSHKDKKYPTGTRTNRATTVGFWKATGRDKTIY
TNGDRIGMRKTLVFYKGRAPHGQKSDWIMHEYRLDESVLISSCGDHDVNVE
TCDVIGSDEGWVVCRVFKKNNLCKNMISSSPASSVKTPSFNEETIEQLLEVMG
QSCKGEIVLDPFLKLPNLECHNNTTITSYQWLIDDQVNNCHVSKVMDPSFITS
WAALDRLVASQLNGPNSYSIPAVNETSQSPYHGLNRSGCNTGLTPDYYIPEID
LWNEADFARTTCHLLNGSG 
>AtNST3 
MADNKVNLSINGQSKVPPGFRFHPTEEELLHYYLRKKVNSQKIDLDVIREVDL
NKLEPWDIQEECRIGSTPQNDWYFFSHKDKKYPTGTRTNRATVAGFWKATG
RDKIICSCVRRIGLRKTLVFYKGRAPHGQKSDWIMHEYRLDDTPMSNGYADV
VTEDPMSYNEEGWVVCRVFRKKNYQKIDDCPKITLSSLPDDTEEEKGPTFHN
TQNVTGLDHVLLYMDRTGSNICMPESQTTTQHQDDVLFMQLPSLETPKSESP
VDQSFLTPSKLDFSPVQEKITERPVCSNWASLDRLVAWQLNNGHHNPCHRKS
FDEEEENGDTMMQRWDLHWNNDDNVDLWSSFTESSSSLDPLLHLSV 
>NtNST3sy 
MSKDMNLSVNGQSQVPPGFRFHPTEEELLHYYLRKKVACEKIDLDVIRDVDL
NKLEPWDIQEKCRIGGSTPQNDWYFFSHKDKKYPTGTRTNRATAAGFWKAT
GRDKVIHSNCKRIGMRKTLVFYKGRAPHGQKSDWIMHEYRLDDNTNPQEAV
NASESSSPEEGWVVCRVFKKKNYHKALESPHQSSSAVSIMNSRTLIQKPNND
GVLDQILMYMGRSSCKQQDHENKHNINLVNNINNIHLDDHHMQINSNSFINS
SGSRFLHLPGLENHHSPTTNMDDDVSSLQLIQQDCSFGHENMLTETEPSSGAG
PSDWVALDRLVASQLNGHVETSNNLYFPLHNNGLQLRTNGRPNDEDDAFSQ
SQAAHDDDVEFWSYARSSSSSPSDPLCHLSV 
>NtNST3to 
MSKDMNLSVNGQSQVPPGFRFHPTEEELLHYYLRKKVACEKFDLDVIRDVDL
NKLEPWDIQEKCRIGGSTPQNDWYFFSHKDKKYPTGTRTNRATAAGFWKAT
GRDKVIHSNCKRIGMSKTLVFYKGRAPHGQKSDWIMHEYRLDDNTTNPQDA
VNASESSSPEEGWVVCRVFKKKNYHKALESPHQSSSAVSIMNSRTLIQKPNN
DGVLDQILMYMGRSSCKQQDHESKHNINLVNNINNIHLDDHHMQINSNSSFI
NTNSGTRFLHLPGLENHHSPTNNMDDDVSSLQLIQQDCSFGHENMLTETEPCS
GAGPSDWVALDRLVASQLNGHVETSNNKLYFPLHNNGLQLRTNGRPNDEDD
AFSQSQAAHDDDVEFWSYARSSSSSPSDPLCHLSV 
>PtrWND1A 
MPEDMVNLSINGQSQVPPGFRFHPTEEELLHYYLRKKVAYERIDLDVIREVDL



NKLEPWDIQEKCKIGSTPQNDWYFFSHKDKKYPTGTRTNRATAAGFWKATG
RDKIIYSGFKRIGLRKTLVFYKGRAPHGQKSDWIMHEYRLDDSTHETNVSNPI
GEAIPEEGWVVCRVFRKKNYQKTLESPKGSSSSLDSKAHQILGSGNEGVLDQI 
LMYMGRTCKMENETFSNMNISNNSNSSSLRFLSNNCISEGLHERFMHLPRLES
PTLPSIPIRSPSFDQDRSFISCYHQSYDEMLTENEPSSPNQVGNGIFDMTSSSMT
DHDSKSGQLNDWVTLDRLVASQLNGHEVETSKQLSCFSTDPNASFGLSPDDG
MQLSHKQHSHGSSSSNIQANSSHVYSNENDLWSLTKSSSPSSSSDPLCHLSV 
>PtrWND1B 
MPEDMMNLSINGQSQVPPGFRFHPTEEELLHYYLRKKVANEKIDLDVIREVD
LNKLEPWDIQEKCKIGSTPQNDWYFFSHKDKKYPTGTRTNRATAAGFWKAT
GRDKIIYSGFKRIGLRKTLVFYRGRAPHGQKSDWIMHEYRLDDSTNDTNVSN
PIGEAIPEEGWVVCRVFRKKNYQKTLESPKSSSCSLDSKAHQILGSGNDGVLD
QILLYMGRTCKMENETFSNMNISNNNSSLRFLSDNSISDGLHERFMHLPRLDS
PPLPSIPLSSPSFDQDRSFKSCYHQSYDEMLTENEPSSSNQIGNGTFDMISSSVIH
GSKSGQLNDWVTLDRLVASQLNGHEAETSKHLSCFTTGPNASFGLSPDDDM
QLSHLQNSHRSSSNIQANTSHVYTNENDLWGFTKSSSPSSSSDPLCHLSV 


