Table S1. List of primers used in this study.

Primer name

Sequence (5°-3%)

fullARADI-F
fullARADI-R
full-ARAD2-F
full-.ARAD2-R

5°CDS primer A

3°CDS primer A

ARADI1-F1393 RACE-GSP
ARADI-R226_RACE-GSP
ARADI1-1383F_RACE
ARAD2-F1363_RACE-GSP
ARAD2-R199 RACE-GSP
ARAD2-1F

rARADI1-F1303
rARADI1-R1403
rARAD2-F910

ARAD2-2R

r18S IRNA-F345

r18S rRNA-R410

atgtcagaaaagggcctaataa
tcaatttgtcttaacaagaagetg
atggcctcgaagaacaacace
tcaggtacaatggcatcgaagts

(t)ysvn

aagcagtggtatcaacgcagagtac(t)s,
gattacgccaagettgetgtggatatgatttggcaggcagt
gattacgccaagettcagecgeagaagagaagaaagggge
geetggtgatgetgtggata
gattacgccaagetttggtattgggcctatctcacctgatgg
gattacgccaagetttgggeattggtgggttgtataggag
ggagggectggticgagaaaa
atcgatcgagacaagtggag
atatccacagcatcaccagg
gaaacgtccgacccttettta

ttttctcgaaccagecectee

ccgetggeaccttatgagaa

tttcagecttgcgaccatact

v=a,g orc



Table S2. Subcellular localization analysis of CSARAD1 and CsARAD?2.

CsARADI1
Predicted localizations: Golgi apparatus

Localization  Cytoplasm  Nucleus Extracellular el Mitochondrion Plastid hndqplasmlc Lysosome/ Golgi Peroxisome
membrane reticulum Vacuole apparatus

Probability 0.1355 0.0859 0.2002 0.2071 0.0659 0.0354 0.5128 0.2726 0.9276 0.0403

CsARAD2

Predicted localizations: Golgi apparatus

Localization  Cytoplasm  Nuclcus Extraccllular el Mitochondrion Plastid End[.)p flasmic Lysosoms Golgt Pcroxisome
membranc reticulum Vacuole apparatus

Probability 0.1653 0.1097 0.1592 0.1643 0.0629 0.0661 0.7714 0.3345 0.8539 0.0285
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Figure S1. Cloning strategy and primers positions on Cs4RADI and CsARAD?2.
Specific primers were designed on the open reading frame of CsARADI and

CsARAD2. AUG: start codon. UGA: stop codon. CDS: coding sequence. UTR:
untranslated regions.
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Figure S2. The correspondence table of the nucleotide sequence and deduced
amino acid sequence of tea tree CSARAD1 and CsARAD2.

(A) The coding sequence of CSARADI contained 1503 nucleotide sequences, and 500
amino acid sequences were translated. (B) The coding sequence of CSARAD2
contained 1443 nucleotide sequences, and 480 amino acid sequences were translated.
The translation initiation codon is ATG, the translation stop codon is TGA, and the
asterisk (*) represents the stop codon. The red box indicated the conserved sequence
of GT47 family.
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Figure S3. The meteorological data of Nantou during 2019 and 2020.
(A) The average monthly temperature of Nantou in 2019 and 2020. (B) The monthly
relative humidity of Nantou in 2019 and 2020. (C) The monthly accumulated

precipitation of Nantou in 2019 and 2020.



