Figure S1. Multiple sequence alignment of HIR1, HIR2, HIR3, HIR4, EDS1
and PAD4 genes of Coffea spp. Alignments were carried out using T-coffee
server (http://tcoffee.crg.cat). Nucleotide and amino acid differences are
encircled by orange boxes, the first ATG by a yellow box and the STOP codon
by a blue box. Genes appear in the following order:

HIRT;

HIR2;

HIR3;

HIR4;

EDST;

PADA4.

SN~

Figure S2. A. Motifs identified by the MEME algorithm (https://meme-
suite.org/meme/) using complete amino acids sequences of 25 HIR genes
from Coffea spp. and Arabidopsis thaliana. Motifs are numbered according
with their position in the protein sequences. B. Distribution of the conserved
motifs identified in MEME algorithm in a scheme representing a generic HIR
protein. Different motifs are indicated by different collors and numbered 1 to 7
corresponding to the numbers in the table above.

Figure S3. Phylogenetic analysis of putative Coffea spp. EDS1 and PAD4 with
AtEDS1 and AtPAD4 and orthologs from a select group of species.
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B - Coffea HIR1 Protein sequences

- MZ043762 MGDALLCTAWDOS TKFRECKIADY LESCCHOY PUCVGED SC¥1 SLRVOR LD TKCET KTKOAY P ey ] Y RaLa RKASDRYYRT SATKROTOAYY WFROKADTAKAERRLRKAM; RTYATLTVDTERLVGYRRA
HDT MZ043761 & QLEETYL SLRVQELDIKCETRTROHVEVIVVAA [QY RALA EKASDAY YRL SNTKEQIQAYVE DVVRASVPELE LOKVF EQKHS I AKAVE EX, SYEIVQTLIVDIEEDVQVERA
—XP7027O97330 S OLEGYLSLRVQULDIKCETRETRONY, A LQYRALL ERASDAYYRL SATKEQIQRYVE DVVRASYPXLELDRVF EQXNCIRKAWEEELEXAMS IYGYE IVQTLIVDIEEDVOVERS

C XP_027097331 MGDAILC QY NIOSETVATKEHFGKPADYLE PCCHOV IMCYGED AZE YL SLRVOR LD TKCET KTKOHVFY I AR L QY RALA BKABDAY YR SYTKHO 1DA SOVRASY PK LS LK FROKN | AKAYERKLEEARMBHYGYE VO L IVD T EPEVGYKRA
ac XP_027097332 MGQALGCIQVDOSTVAIKENFGEFNDVLE 2GCHCYPUCYGE QLEGYL SLRVQELDIKCETRTEDNVIVIVVAA [QY RALE ERASDAYYRL SATKEQI QR Y VEDVVRASY PKLE LDKVFEQKNEIAKAVE EXA GYEIVQTLIVDIEEDVQVERA

_XP7027097333 MCOALOCTAVDOSTYATKENFCKPNDVLE SCCHCYPUCYOEDTOOYT SLRVOK LD TKCET KT KONV IV IV AN FOY RALA RKASDAYYRL SATKRQTOAYVF CVVRASYPXLALLEVFROKNT

XP_ 027098149 MGQALGCIQVINSTVAIKENFGKFHDYLE 2 HC VP Q LSLAVQELDIKCETKTRDHVEVINVAS LQYRALA EKASDAYYRLENTKEQIQAYVE DVVRASY PE LS LUKV EQK
Ca_ | xp 027098150 MGQATGCIQVDOSTY
_XP702 7098151 MOOATACTAVIOSTY? ;'H(FNF(‘KI"I’)"

AKMERRLERKAMSHYCYRTVOTLTIVDTERLVGVERA
1AKAVEEELERAMEN TLIVDIEPDVOVKRA
QY RELLEFASDAYYRLSATKEQIQEYVEDVVRASYPKLELDKVFEQXNEIAKAVEEELEXAMS ¥ Y GYE IVQTLIVDIEEDVOVERA
ALARKASDAYYRL SATKRQTORYVE CVVRA WFROKNDTAKAVERELEKAMEEYCYETVOTLTIVDTERDVGVERA

- 12043762 HNELABASALREARSEKAERDX]LOIKRAEGEAZAX Y LACLGIARORQAEIVDGLRDSVLGFASKVEGT SSKIVHDNVIVNT QY TDTHRE T RDIASQIRDGLLOGRIDEV
HDT MZ043761 MNEIMARSRLREANSERARAIXILOIKRARGEATM \ROROAIVLGLRDSYLGTASKVEGT SSKIVHDMVIVT Q¥ "DTHER T £ RDTARGTREGLLOCRTDEY
—XP7027O97330 MHELNAASS LHE AASKKAKA I | LD KRAKGEAHALKY LACLG LAROROA I VEGL RNSVLGHABKVIPGT S5KIVHDN CQYFDIHKE LGASSXSEEVELPHGPGAVADIASQIRDGLLOGRIDEY
c XKP_027097331 MNEINAASRLREANSERAERIKILQIKRAEGEAZEXYLACLGIARQRQRIVDGLRDSVLGFASKVEGT SSKOVHONVINT QY TDTHREL VFL GAVRDIASGIRDGLLOGRIDEV

Ao | XP1027097332 MNRTUAASRTAF AASREARADLT .07 KRARGRATIALY TAGT GTARGROATVEAT RDSUTLGPAENVRAT SGKOY OV KK | GABEABEEVE | PHGHGAYAD |ASG T RIGLLOGA 1Dk
XP 027097333 HHELNSASALEEARSEKAEADA]LOIKRAEGESEAXY LACLG LAROROAIVDGLRDSYLGEASKVEGT S5KIVHDNVLVT QY TDTHKE L 3 ADIASQIRDGLLOGRIDEY
XP_027098149 * AOXTLOIKRAEGEASR XY LAGLGIARQR QA IVDGL RDSYLGTASKVEGT SSKIVHDMVINT Q¥ "D THER IGASSXS 8 8VE TFIGPGAVRDINGG TRDGLLOGRIDEY
Ca XP7027098150 )7 ARADKTLOTKRA CICI\!. VRORO, RUSVLOPASKVEC! TOYSDIMKK I GASSABEEVE T FHGPGAVRD I ASC REGLLOGH 1Dk Y

e _XP7027098151 HNE inﬂbihﬁfﬁmszxﬁzﬂ"’(lLQAKRAB(-EA..A“(Y..A LGLARQROAIVOGLRDSVLGPASKVEGT SSKIVHDNVIVT QY TDTHEEL FL YRDT IRDGLLOGRIDEV
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MZ043763 GGLTETCAGAGTCAGRRATTCTC TG AR T TG TACTCGAATTTTTC GGG TTTTCETTAGRATCT TTTT TARTCTEATG TG CTGCATARAT TTC T T TAA TTTCGGCTTATCGTGEEC TEACAGTTCTTGACATTCTTC TACCATTTTCTGAACTTTTTARS
MZ043764 GGCTE ARATTCTCTGTAAT TG TACTCGAATTTTTC GGG T T TTCGTTAGRATCTTTTT TAATC TCCATAAAT TTCTTTAATTTCCCCTTATCGTGECCTGACAGTTCTTGACATTCTTCTACCATT TTCTGAACT TTT AN
MZ043765 GGCTGTCAGAGTGAGRRATTCTCTE T TGTACTCGAATTTTTC GGG TTTTCGTTAGRATCTTTTT TAATCTGATGTG CTGCATAAATTTC! AATTTCGGCTTATCGIGEEC TGACAGTTCTTGACATTCTTC TACCATTTTCTGAACTTTTTAAA
MZ043766 GGCTGTCAGAGTGAGARATTCTCTGTANT TG TACTCCAAT TTTTC IGGG TTTTCGT TAGAANT CT TTTT ICTGATGTGCTGCATARATTTC A TTTCGGCTTATCGTGEEC TEACAGTTCTTGACATTCTTC TACCATTTTCTGRACTTTT AR

027270571 TAGTTTGC e e TTAATATG TTRGTTGGCTTGTT T
1 027267973 CCTRGTTTECGTTGET, TTAATATGTT:
[ 027267974 ===mmmmmm, ARATTCTCTGTAAT TG TACTCGAATTTTTC OGGG T T T TCGT TAGAATCTTTTTTAATC TGCATGANTTTCTTTAATTTCGGCTTATCGTGCGCTGACAGTTCTTGACATTCTTC TI\CCA‘TTTTCTGMC'I‘I‘IT“}D\D\
rrr rr o2 oxox roxkt % ww oraARE & «

MZ043763 GATTCCATTITTCCCTGCTGTCG” ccmcmTrcwc»\'r'rcmmcncm AALGEGTAACCTGT TTTCC TG TG TGCARGT GEACCAATCCACTGTTGC TATGRAGGE .?i}.“G'Z‘T'N‘?« TTGAGCCAGGATGCCATTGTATGCCTT
Mz043764 GATTCCATTTTTCCCTGCTGTCG EATTCTTGATTCTCT % T GEGTAACCTGT T T TGC TG TG TGCAAGT GEACCEATCCACTGTTGC TATGAAGE. STAAGTTTC, GTGCTTGAGCCAGGATGCCATTGTATGCCTT
MZ043765 GATTCCATTTTTCCCTGCTGTCGTGEARGARTTCTTGATTCTCTGEAGAAMATGEGTARCCTGT TTTGC TG TG TCCARGT CEACCARTCCACTGTTGC TAT SCARGTTTCAGGATCTGCTTGAGCC ACEATECCATTETATGCCTT
Mz043766 GATTCCATTTTTCCCTGCTGTCL AGERTTCTTGATTCTCT A TGRGTARCCTGT TT TGO TG TG TGCARGT CGRCCAATCCACTGTTGL GG THAGTTTICA GTGCTTGAGCCAGGATGCCATTGTATGCCTT

| 027270571 TCTGCTATTTCGTCCTTTTT-T ----TTGTTTGATTCTCT TGEGTARCCTGT TTTGC IETGTGCARGT GEACCARTCCACTGTTGC TATGARGE: TAAGTTTCAGGATCTCCTTGAGCCAGEATECCATTGTATGCCTT
| 027267973 TCTGCTATTITGTCCTTTTTTT TTGTTTGATTCTCTGGAGCAHATGEGTAACCTGT TTTGC TG TG IGCARGT CEACCAATCCACTGTTCC TATGAR CARGTTTCAGGATGTGCTTGAGCCACEATGCCATTGTATGCCTT
| 027267974 GATTCCATTTTTCCCTGCTGTCG AGEETTCTTGATTCTCTGEAGRAHA TG EGTAACCTGT TTTGC TETETGCAAGTGEACCARTCCACTGTTGE %GG SCAAGTTIC GTGCTTGAGCCAGEATGCCATTGTATGCCTT
. v rrer rar o« -  amn Prrprrans AARR TR R ANAA NNy ’u~~~~t~ AAAA Ay AAARANAA Ty

MZ043763 GGTTTCTAGGGAGTCANG TCCCCEEACATCTCTCTCTCAGGCTCCAGCAACTGGATGTGCCC TE TEAGACARAGACTANG GACAATGT T T T TG TCALTGTCGTCGCATC AATTCAGTACCGTGCTATT STEGARAR AAR, 'GCTTTCTATAGGCT
MZ043764 GETTTC CAAGTGEECCGGACATCTCTCTC TGAGECTCCAGCAACTGGATGTGC GO TG TEAGACARAGAC TARGGACAAT GTTT TIE TCAR TG TCGTCGCATC AR TTCAGTACCGTGECATT! ,‘_' ARRRGGCA GCTTTCTATAGECT
MZ043765 GETTTCTAGCGAGT CAAG TGECCEEACATCTCTCTCTCACCCTCCAGCARCTGGNT G"'GCGC PETGAGACARAGACTAAG GACANT GTTTTICTCAATGTCGTCGCATCANTTCAG TACCGTGE T AT TS "i.G:\IJJnGCCI\MATG:\TG(‘T‘I‘IC’Z‘A WGOCT
MZ043766 GETTTC CAAGTGECCGEACATCTCTCTCTGAGECTCCAGCAACTGGATGX AAAGACTAAGGACAATGTTT T IGTCALTGTCGTCGCATCARTTCAGTACCGTGECATT AAAGGCRAR GCTTTCTATAGECT

1 027270571 GGTTTCT CARGTEECCEEACATCTCTCTCTGAGECTCCAGCARCTGGATGTGC GO TG TEAGACARAGAC TARGGACAATGTTTTTGTCAATGTCGTCGCATC. CATT EEE) ABATGATGCTTTCTATAGECT
027267973 GGTTTC CARGTCCCCGGACATCTCTCTCTEAGECTCCAGCARCTGGATGTGCGC TG TGAGACARAGAC TANG GACAATGTTT TICTCARTGTCGTCGCATC. TATT ARACGCRAR 'GCTTTCTATAGGCT
027267974 GGETTTCTAGGGAGTCARGTEECCGEACATCTCTCTC TGAGECTCCAGCAACTGEATGTGC GCTETEAGACARAGAC TARGGACAATGTTT T TG TCARTGTCGTCGCATCARTTCAGTACCGTG L CGCAR GCTTTCTATAGECT
B T S LU LT LD DR DREEDRI PP PP DD I DY B SRR PP P PP PP DR DR

12043763 CAGCARCACTAGGACCCAGATTCAGGCCTATGTATTT GATAAGAGC GTTCCCARACTCAATC T TGATGATGCT TTTCAGCARARGARTGARATTGC CARAGC TG TTGAAGRAGAACTTG, TATGTCTGCTTATGEATATGARATT
MZ043764 CAGCARCACTAGGACCCAGATTCAGECCTATETATTTGATGTGAT ARGAGCAAGTETTCCCARACTCARTC T TGATGATGCT TTTGAGCARRAGRATGARATTGC CARAGL TG TTGARGAAGRACTTGAGARGGCTATGTC TGO TTATGEATATGARATT
12043765 CAGCARCACTAGGACCCAGAT TCAGECCTATG TATTTGATGTGAT ARGACCARGTGTTCCCAAACTCARTC T TG TGATGCT TTTCAGCARRRGAATGARATTCCCARAGC TG TTGAAGAAGAAC TIGAGARGGC TATGTCTGC TTATCGATATGRRATT

MZ043766 CAGCARCACTAGGACCCAGATTCAGECC TATGTATTTGATGTGAT ARGAGCARGTGTTCCCARACTC ﬁT”TGBTGATGCTmnMGMTGmmCBEFGC1‘GTTGMGMG&.\C’Z‘GAGABGGCTBTGTCTGC"‘
027270571 CAGCAACACTAGGACCCAGAT TCAGCCCTATG TATTTGATGTGAT ANGACCAAG TG TTCCCARMC TCARTIC T TGATGATGCT T T TG AGCARARGAATGAMITGCCAIRGC TG TTGAAGAAG AN I TATGTCTGCTT
027267973 CAGCAACACTAGGRCCCAGATTCAG TATG' TT 'GATAAGAGCAAGTGTTCCC AAA("r\"aﬂ"‘('"TGBTGBTGC'I’.'Z'Z‘GI&GCWGMTG.\KA’Z‘KSCCAAAGCTGTTGBAGAAGAAC'.‘:‘GRGMGGCTATGTCTGC'Z':A’Z‘GGAI‘ATGM’I‘T
027267974 CAGCAACACTAGGACCCAGAT TCAGECC TATG TATTTGATGTGAT ARGAGCARGTGTTCCCAAACTC AR TC T TGATGATGC T TTTGAGCAAAAGAATGAAATTGC CAAAGC TG TTGAAGAAGRACTIGAGRAGGCTATGTCTGC TTATGEATATGARATT

AANEEEERRRRARARAAAA AN AN RSSO TR R AR AR AAAANA R AN AN Y S w v RRRRANRAAAA R A AN ARAANAA ARARANAN RRRAARANNAS ARRRAAN AARAAAN

MZ043763 GTTCAGRCACTGATTETTGACATTGA GRTGAGCATETGRAGS ACGARATCAATGCAGCTGL TAGETTGAGEETEEC TECTAATGAGAAGGC TEAGECAGAGARRAT CCTACARATT AR GCCGAGCTGAAGGT GRGGC TCAGGCCRARAT
MZ043764 GTTCAGACACTGATTGTTGACATTGAGCCA AGCRTGTGAR ATGAACGRARTCAATGCAGCTCCTAGETTGAGGG TGGC TECTAATGAGAAGGC TCACC CAGAGARAAT CCTACA AT TARGC GAGCTGAAGG T GAGGC TGAGGCCARMAT

MZ043765 GTTCAGACACTEATTGTTGACATTGAGCCAGATGAGCATGTGA, ARTGARCGARATCAATGCAGCTGC TAGETTGAGEETGECTGCTAATGAGAAGGC TCAGECAGARGARRATCCTACS BAGCGAGCTGAAGGTGAGGCTGAGGCCARAT
MZ043766 GITCAGACACTGAT TG TTGACATTGAGCCAGATGAGCATGTGARGAGAGCANI GANC GRAATCAATGCAGCTGCTAGS T T GAGEETEEC TEC TAATGAGARGEC TEACE CAGAGABBATCCTACARATTALCC GAGCTGAAGCT GAGEU TEAGGCCARAT

| 027270571 GTTCAGACACTEATTGTTGACATTGAGCCAGATGAGCATGTGA ATGARCGRARTCRATGCAGCTGC TAGETTGACCETCEC TGC TAATGAGAAGGCTCACCCAGAGARRATCCTACAMA T TARGCGAGCTGAAGGTGAGGC TEAGGCCARRT
027267973 GTTCAGACACTEATTETTGACATTGAG GATGAGCATGTGAAGAGAGCA ACGARATCAATGCAGC TEC TAGETTGAGEETGEC TGC TAATGAGAAGGC TCAGECAGAGARRATCCTACARATTAAGCGAGC TGAAGGT GAGGC TGAGGCCARAT
027267974 GTTCAGACACTGATTETTGACATTGAGCCAGATGAGCATGTGAN ATCAACGRAATCAATGCAGCTCCTAGETTGAGCCTCGC TECTAATGAGANGGC TCACC CAGAGAAMATCCTAC NI TARGCCGAGC TGANGGTGAGGC TCAGGCCARAT
P P PO PO AARARAN rann ArAAAR Kann

MZ043763 ACCTCT TATGGGTATTGCCCGCCAGCGTCAGGCTATTGTTGATGGTT AGCGTGC TCTCAGTGAATGTTCCTGEARC ARCAGCCARRGATGTCATGGACATGETTCTTGTTACTCARTAC TIC GRTACCATGARAGARATIGE
Mz043764 ACCTCT TATGGGTATTGCCCC AGCGTCAGGCTATTGTTGATGGTT AGCGTGCT CHECTTCTCAGTGAATGTTCCTGGRACA LR(:LLmthbT(,nT(;(:ACRT(:(:TTLTTGTT&LT(,A:\TR(,’I’I‘LGATALLRTGAMGAAA"(&

MZ043765 ACCTCT ATT CCGC GCGTCAGGCTATTGTTGATGG T AGH AGCGTGCTICEGCTTCTCAGTG AR TCCTGGAACA AGCC TGGACAT ITCTTGTTACTCAATACTTCGATACCATGAAAGAAATTGG
12043766 ACCTCTCEEE TATEGETATTGCCCGLCAGCGTCAGGCTATTGTTGATGETT: AGCGTGCTC TCTC AATGTTCCTGGRRACARCAGCCARAGATGTCATGGACATEETTCTTGTTACTCARTACTTCGATACCATGAARGARATTGE
027270571 ACCTCTCOOETATCGCTATTGCCCGCCACCETCAGGCTATTGTTGATGG TTICAGAGACAGCGTGCT COCCTTCTCAGTG AETCTTCCTGGANC AMCAGCCARAGATGTCATGGACATCC TTCTTGTTACTCANTAC TIC G TACCATGARAGAMATTCS
| 027267973 ACCTCTCGEETATEEETATTGCCCGCCAGCGTCAGGCTATTGTTGATGETT AGCGTGCTT TCTCAGTGAATGTTCCTGGARCARCAGCCAR TGGACATGETTCTTGTTACTCARTACTICGETACCATGARAGARATTICE
1 027267974 ACCTCT TATGGGTATTGCCCGUCAGCETCAGGCTATTGTTGATGETT BGCGTGCT TGECTTCTCAGTGAATGTTCCT CARCAGCCARAGATGTCATGEACATGETTCTTGTTACTCARTAC TICGATACCATGARAGARATIGE
AANERERRREAAAAAAAAA NN S S ST uTuAARAAANA KA AR KA ARG w AR AR ARARAAANANA SN FuvuhARAAANA ARARAARNKA NSRS RTRTARARARAKAKN AARARAN ARRAAAA KA KA KR AR TRET

MZ043763 CGCTECCTCCARGTCGTCTGCTGTG T T TATTCCCCATGGACCTGGTGCTETTC ACCCAGATTCG TACTTCAGGCTTCT! TDTCATC! GCARAAACTAGTTACACCRCCTGT
MZ043764 CGCTGCCTCCARGTCGTCTGCTGTGT TTCCCCATGGACCTGETGC TG TTCGTGATGTGGCARCCCAGATTCETGATGGACTACTTCAGGCTTCT, GTTCATC GCAAAARCTAGTTACACCACCTGT
Mz043765 CGCTGCCTCCARGTCGTCTGCTGTGTTTATTCCCCATGGACCTGGTGC ITCGTGATGTGGCANCCCAGATTCGTGATGGACTAC TTCAGGCTTCT SCAGAGCACCT GATCCTCACAAGTTCATCTTGRAAGCARAAACTAGT TACACCRCCTGT
MZ043766 CGCTGCCTCCARGTCGTCTGCTGTGTTTATTCCCCATGGACCTGGTGCTETTCG! ARCCCAGATTCE TACTTCAGGCTTCTSCAGAGCA ﬁ GATCCTCACARGTTCATCTTGRAGCARAAACTAGTTACACCACCTGT
027270571 CGLTGLCTCCARGTCGTCTGCTGTGTTTA TTCCCCATGGACCTCE TG TETTCGTGATCTGGCARCCCAGATTCETGATGGACTAC TTCAGGCTTCTC AAGTTCATC{IEARGCARARACTACT TACACCACCTET
| 027267973 CGCTGCCT LGTCGTCTGCTGTGTTITATTCCCCATGGACCTGGTGCTGTTC ACCC, TTCG’ TACTTCAGGCTTCTSCAGAGCACCT A GATCCTCACAMGTTICATCTTGRAGCARAAACTAGT TACACCECCTGT
| 027267974 CGCTGCCTCCAAGTCCTCTGCTGTGTTTATTCCCCATGGACCTGETGC TG TTCGTEATGTGGCARCCCAGATTCETGATGGACTAC TTCAGGCTTCT SCAGRGCACTT ﬁw GATCCTCACANGTTCATCTTGAAGCABARACTAGT TA

AR R R AR AAAAAAAAAA A NSNS d b u A AR AAAARA A AN AN N W v v v hh A A AAAAAA AN A AR SN NN U ud s A AAAAAAA N wwwnwhhddAAAAAAA u LA AAAAAAAANA AN

12043763 TTARTATCARGTTTTAGAT TT TGTTCAGE TTTGACCTCTGGAGACTCTDAR TT TTCAGAGCATCTCAG TG TTE TGARGC T TGATGACT TCAAT TTT AGC AR TTTTATGGGATGAT TGTCCT
MZ043764 TTANTATCARGTTTTAGATTTTGTTCAGE TTTGACCTCTGGAGACTCTTARTT T TCAGAGCATCTCAGTECC PTG TGAAGC TTGATGACTTCARTTTTAGC AR TTTTATGGGATGAT TGTCLT.

MZz043765 TTAATATC: TTTAGATTTTGTT GTTTGRCCTC CCTTRATTTTCAGAGCATCTCAGTGEC TTGTGRAGCTTGATGACTTTGATTTTAGCAATTT GATTGTCCTCATGGCTGTGTTTCCTCGCGTTTTGTGGCTCTGTTTA
MZ043766 TTANTATCARGTTTTAGATTTTGTTCAGE TTTGACCTCTGEAGACTCTTARTTTTCAGAGCATCTCAGTEEC TTE TGAAGC T TGATGACT TTGATTTTAGC AA TTTTATGGGATGAT TETCCTCATGECTGTGTTTCCTCEGLETTT TG TGECTCTGTTTA
027270571 TTAATATCARGTTTTAGATTTTGTTCAGE TTTGACCTCTGGAGACTC T AR T T TTCAGAGCATC TCAGTEEC TTGTGRAGC T TGATGACTTCAATTTTAGC AR TT TTATGGGATGAT TGTCCTCATGGC TGTGTTTCCTCGCGT T T TG TGGCTCTGTTTA

027267973 TT. TCAAGTTTTAGATTTTGTTCAGE TTTGACCTCTGGAGAC TC T T AATTTTCAGAGCATCTCAG TG TTCTGAAGC TTGATGACTTTGATTTTAGC AATTT GATTGTCCTCATGECTGTGTTTCCTCGCGTTTTETGGCTCTGTTTA

:02 7267974 TTARTATCAAGTTTTAGATTTTGTTCAGE TTTGACCTCTGCAGACTCTTAATT T TCAGAGCATCTCAG TGGC T TG TGAAGC T TGATGACT TTGAT TTTAGC AR TT TTATGGGATGAT TETCCTCATEGC TGTGTTTCCTCELETTTTE TGGCTCTGTTTA
rxxn ArrE rxx ARRRZTARRRAAAAL & ARAAAAAL
Mz043763
Mz043764

MZ043765 TGCATGTGTTGETTGTCARAT:
MZ043766 TGCATGTGTTGOGTTETCAMAT = w o o

[ 027270571 TGCAT PGTCAARATCTTATGGTGAATARAARCAGGTCTACATGAGATGTC CATARRRAC

027267973 TGCATGTGTTEETTGTCAA
027267974 TGCATGEGEEGGTIGTCAR R o ow oo om0 0 0 0 o 0 o 0 o e

B - Coffea HIR2 Protein sequences

HDT

Ca.[C
Ca.

HDT
Ca.[C

XP_|

-
XP

L_XP

_XP
XP

Ca,

L_XP.

:0 27123775 MGNLFCCYQVDQSTVAMFERFGRF QLVLEEGCOC K EWELGS QVAGI

:O 27123775 MNEINAAARLRVAMIEES

MZ043763 pEHLFCCYOYIOSTY SAKERE GKE QUVLE PGUHUR PRELES DVABE LS LELOOLOVRCETKTKONVEVAVYAS LUYRAL Y HKANDAPY RLENTRTQ QAWK I | RASUIKLHLIDAFEDKRE | AKAVEEE WOTL LY LB ITEHY KRS
MZ043764 MONLPCCFOVDOSTVAMKERFGEFORVLERCCICN PRI GR OV SLRLOOLOVRCETKTEINYT VHVYASTOYRA ]V SXRNDLFYRLSNTRTQ IQAY VFLV IRASVPRLNLDDAFEQREE IR KA VEEE:! MSLYGYEIVQTLIVDT.
MZ043765 NENLFCCYQVDOSTVAMKERF GKF QDVLEEGUBC K PWELGE UVAGELS LALOQULOYRCETKTKDAVF VAVVAS IQYRALY SKAHDAPY RLSNTRTU LUAY VY IY LRASYEKLHLDDARE DKL E L AKAVEESLISANSAYGY S LYQTL LY LEPDEHVKRA
MZ043766 MORTLPOCYATTOSTYAMKRERFOEFQLAT RFCCACN PRI OEOVACK LA TR LODLIYRORTKTK INYTYNYYAS TAYRA | A DKANDAFY RLSNTRTQ IQAY VF LV IRASVERLNLLDAFE OKEE TAKAVEESLSXAMS LY GY S TVQTLIVDT RRA

027126372 MGNLFCCYQYDOSTVAMKERFGRFDVLEEGCHC K PRELGE OVAGKE LS LRLOOLOVRCETK TR AYVF VAVVAS IQYRATA EXANDAFY RLSHTRTQ LUAY VF LV LRASYEKLNLODAFE OKNE 1 AKAVEEELEXANSAYGYEIVQTL LVD LEPDEHVKRA

027123774 MGHLPCCVQY IOSTHAAKKRFGKE QLK CCHEN PAE CEDVATH LELA LDDLOVRCHTKTK 1NV FYNYYAS | QYRS | ¢ TKANDATY RLANTRTOTOAY VLY TRASYRRT HT.LONCT OKEFTAKAYRRT TTOTLTYDTREDRAVERA

LSLRLOQOLOVRCETRTREIAVF vAVVAS IQYRALY SXRNDAF Y RLENTRTQIQAY VF LV IRASVEFRLNLDDAFE QKKETAKAVEEELE! SYEIVQTLIVDIEPDEHVERA

A A AAAAAAAAAAALA LA A s s rsrssrrrrrroetebohshbhhARIARARARRARAAAAAAASASAAL S sas] AAAAAAAAAAAAAAAAASAS A S asstussannonrronbdobbhohbshbhhARAARRAAAAAARARAAAARASA LS

12043763 HHEIHARARLRY AANEKAEAKK LT KRAEGE AE AKY LEGNGTARURUAT ¥DGLADSY LGFSVAVPGTTAKDVADAVLY T Q¥ F DTHKE
RROROATUNCLANSTLOPSYAVRCTTAKLYALMUT U7 GYF LK
TRRQROEIVDGLIDSVLGFS
MZ043766 "Nb.lNAAAKI-KV.-\A“I(KHI(»-I(K\ 10O KRAFCE &k AKY L5 1ARDRDA VDL GEEVNY PG AKIVALAY | W GYFRTMEE TOANEKSSAVTTRIG F '\TC!TR'
027126372 yNEINAAARLRVAAIERAEAER ILQIKRAEGEAEAKYLEGNGILRQRQLIVDGLRDSYLGFS' VAVPGT TARDYVUD VLV QYF DTAKE ZGAASKS SAVE T PHGR uavmvmun:m.huass
027123774 pus1HAASRLRYAANEKAKAKK LLQLKRAEGE 2k AKY LEENGLARDENA | VDELADSY LGES 5 YR TARE TCRAGKES TPHOPCAVRDYATO TRICLLAAS,
AEFILOIKRAEGENENKYLEGNGIARORQLTVDGLRDSVLGFSYNVPGTTARD VAL VL YT Q¥F DTHKE I KSSAVTI ROVETQIRDGLLOAS

rEEEARES AEREAEAD RS AR AR ARARAAAANA AL




A - Coffea HIR3 mRNA predicted sequences

HDT MZz043767 TTTGAG

CACACCOARAIIG] PTRARARACC AAAMACCANCCCOE T TEAACOCOCTCOACTCCAC TOATANTTCA? COTTGCCCETON CARTTC, CATTCATTTCNTCE

Ca_ *.027254652 1CCCATTT 2L ELTERERLAGGGGAAGGAAAAAGEARGCCCC TETERRGECH TGCAS TEATAATTCAACGCCARGTACAGARCCCT TOUCEU TEAGAR TTCAGRTCACACAATTC, AACCCATTCATTTICTICE

€ M 027248117 ARASGCAAGCCTT | ACTGCAC TEATARATCAACCCAACTACACAACCATTCACACTC AC AR P IOACATCACACAATTCACACCACCEATTENT T TOT TN

a. SxgEgEEve wwwn RAARARERRRRARR RRRAXRAREE P L L T rra——.

HDT 12043767 TCTCGEGCGTGET CGCETACTETATCTTTTGCGGETGCGTGEGLTAGET GTAGECETCETCERRARATEE STTTCTGRARCTGGCGCARCCAGETUTCCAC TICTTCRATCCTTTCGCCGECGAATGCCTCGCCGERAATTAT

Ca XM_027254652 QTQGCCCCTCOTN A CECO AACCEN AL TR TATC T TCCCCCTCOCT COCCCACCCO A AL AT CTCCAARMN T POTCAAACTCCCCCARCOAGET CICC AL M P IC AL T CCCCCCCAANTCCCTCOCCOC A A T

c € XM 027248117 TCTCGGGCGTAGT GCETACTGTETCTTTTGCGGETGCGTGEGCCAGECCARC G TAGECGTCETGERARAATEEGECCGETTTCTGAARCTGGCGUARCCAGETCTCCACTT LAALAAH.L.Aul.uu.uut.un.\TGCCTCGCCGG ATTAT
ac

=)
HDT MZ043767CTCCACTAGANTCAGT U I IUEACETCALAL TCEAGACCARAAUCARGGAC AN GV I N I CAAA TECATTGCTCGATIC TATATCGAG TER TCEGATC ARATGC TGAT GATGC AT TC TATGAG TICCARR R TCCCAGGGRACAGAT TCARGCATAT

ANTCACTCTC TCOACCTCRARATCCACACC,

CCMNCCACIMN T T TECARATOCATTOCTECAT e A CC AT MEATCGCATCAAATGCTCAT GA GO N T C T T AT 1IN EAARA PCCCACCCAACAGAT TCARGCA

XM 027254652 CTCCACTA
Cae XM 027248117 CTCCACTAGAATCAGT T I T GACETCARRRTCGRAGACCAARACCAAGGAC AR DG N TTTC TCCARR TGCAT TECTCGAT . TE AT GG TGE TCGER TCARATGC TGATGAT GCAT TC TATGAG T TG C AL L L TCCCAGGGRACAGAT TCAAGCATAT

Ca.

HDT MZ043767 GTATTTGATGTGGTTCGAGE TCATGTTCC TALLLTGLATT ATGAGCTTTTTGAGCAGIAGEGTRRTGTAGC TCAGGC TG TAT TGGAAGAAC T TGAGAAGE T AN TCGEERGCATLTGGR! ARCATTGAACAGATACTGATGETGERCATTATTCCTG
C a, XM 027254652 GIATTTGALGLGEL CEAGT A MG I TCCTAAAATCASTTTCCAT GAGCT L' L GACU ACAAREE IGATG IAGCTCAGGC TG AT TCGAAGARCT L GAGAACE IAA INCEAGUA TATGEA' BACATTGARCAGHLAULEA A MASACAT IATTCCTG
e XM 027248117 GTATTTGATGTGGTOCEAGE TCATETTCCTARALTGRATTTRGATGAGCTTT TTEACC RGN GGG TR T TAGCTCAGGC TATATTRCARGANCTT I TCCGRGCRTATOGH ARCATTOAACAGATACTCATCCTEEACATTATTCCTE

Ca. hr v .

HDT MZ043767ATCCH TCCCCAARCC TR TNAA TOANATAAATCCACCTCARACCCAACACC CCC Al T I AL AALC ‘.AI’ZAA\.\"A(‘?\C-‘?\C-‘Tf("l‘(‘ﬂ.’\f!\'l"l‘\!\‘ AN ('C:\('.‘-:\('C’T('-\"Y‘C"\’M\('l‘?\“‘l"l“‘ TTTAOGAGCAGTTAG! T C\J\J\f‘(‘n\(“ &
Ca XM 027254652 ATCCCTCTGTGCGCARRGC TATGAL TGEGATELLTGCAGC TCAAAGGCAACAGC TGEC TAGTGTGTAC) b Xelnd TCCTGCAGATTARAAAGGCAGAAGU TEATG TEARGCARLGTATT TGGGGTTGCARAG

€ XM 027248117 STCCCTCIGTGUECARACE A A4 IGAGATAAATCCAGCTCAAAGEUAACAGU GUC A1 115 15 AUAAGLLAGABGCAC AL AR ATECTCCACATTAAAAACCCACARCCTC A OO T AAT CAAAG TAT T TACCACCACT TCGCOT TOCARMCCAC A
Ca, "

T
T

HD T MZ043767 ACAGGCARTTACAGACE T CEARAGRACATCCTGAAT TTCTCTCACARAR UG AR CACU TCAGC TAAGGAAGTGATGGATC TGATCATGGTCACCCAG AT T TIGA TACAL TCARGGACC TTGGGAATTCTTCCARGARCACTACAGTTTTCATA
Ca XM_027254652 ACACCCANTTACACACCCCT T COACACRACATCETCAATTTATCTCACAMNTCOMNCCCACC TCACCTARCCRACTCA G, SATCAT GG CACCCAC A CAATCAAGCACCTICCCART T CCAAC AR AL IALAD CaTa
€ XM 027248117 ACAGGCAATTACAGACGEC TTCOGCAGAGARCRT TE TGAATTTCTCTCACARRATCGARGECACC TCAGCTARGEE TGATCATGGTCACCCAGTATTIIGATACEETCALGGRCCT TCTTCCANGIACACTRCAGTTTTCLTR

Ca.

—
HDT MZ043767 CCCCATGECCCTGEIUATE T TC GEGATAT TEETEAGCAGATACGCAATGGCC TGATEEAGEL CTCCAGTECAL TGCTGE TTATTGGTTTTTCGEAT 2 BGERT TTATTGGTTTGATAATCAC CACRTTRCAT
ca XM702 7254652 QQCCATCCCCCT GO CaT T ICOOLATA PIGGTCACCACATACCCAN CCCCT O AT CC ACOCE PRCARTLCACAGATATC PLCTCAR PAC T T ATT GO T T COC 2 ¢! AT TCAGGAGTTATICC! CATAATCACA CACACA M PAlAT
€ XM 027248117 CCCCATGECCCTGETCATETTCGGRRTR RGATACGCAATGECCTGATGEAGEC CTCCEGTGCRC) TGC TTATTGETTTTTCGGAT ARRGGRT TATTGGTTTGATANTCACATCAGECATTACET
Ca. "
kil
HDT MZ043767 GATTCTACGTCTTTCTC! ‘v..w\wr'r\vm:r'rc'r'r'r'r'r CCCTARCANTATCCTCTAS TATC TCACTOTTTC, .A’I"I‘.v\l".f.&ALLLuA TCTTTTATTAGEATICAGEGTCTTTTCCCGARCCTCGAGGCATTTTC CCACTTTTAI.A TGCTTRRATGCG
Ca_ XM 027254652 GGTTGTACGTCTTTOTC TATTGTARATGETCTTTTTTGGCT AAGAATATGETETAC TATC TCAC TETTTGAT TAGGAT CCC i 'CCCGARCCTCGAGGCAT T TGCCACCAT I AL PG P AAATGOG
c € XM 027248117 GATTATACGTTTTTETCO T AT P T PARATEETCT I TGCT AMGAN ATCETC A TR TE TEAC TG T TCATTACCATCCCGTTCT T T AT TAGEA TTICAGEGTC TT T TCCCGRACCTCRAGGEATTT TGCCACGAGTT T TACTTGCTTAEATGES
ac raraaan s
HDT MZ043767 CTATTCTCTGITCT - -~ -T
~h

Ca XM 027254652 CTATTCTCTCTTCTTCC
€ %M 027248117 CTATTCTCTGITCITCCATGERACCTTTTTCE

Ca. -

B - Coffea HIR3 Protein sequences
HDT MZ043767 A

XP_027110453 »

VRMECS LLYRY LGSHAREAK Y E LUK CHED IDAY VP IVVRAHY I KANLIE LEEQKEDVADAY LS ELERVMGAYGE kD DLLPDPEVR
TVQMIICSILYRVI YELQN PREQIQLYVFIVYRANVPELPELFE QKGDVEAQLVLEELEXVMGAYGFNZEQIMVDIIPDPSVR
GRANVGYYEKNGRE LKL AQICLHEEFR 2 HAGHCLAG L LETRLSSL KL E K TKDRY PVONECE |LYRY TCSHALEAFYETON PREDTOAY S PIVYRARYEKANT EFLFFOKCODYVADAYLARLRKYMCGAYCY I RO MIDTTPNRAYR
ARARAANS ARRRRAAARAS ARRARRAAALS arraas aran : *

HDT MZ043767 RavaF™

CAMOROOLASYYKORARKTT OTEEAF ADARAKYT.CH OROATTRAT RENTTRPEHKTRCTSALXTYMOL THY T OYFR T TKDTLOHS SXNTTYF TPHCPGHVRE TGFOTRES I.N""\SSJ\DTFI\“

C XP_027110453 KauiE IKARQRQOLAS VY KGEAEK ILOIKKAEADAEAKYLG AKOROALTDGLRENILNESHKIEGTSAXEVHMOL IV Q¥ FDTIKDLERESKNTTVF IPHGPGHVRE ZGEQIRNG:

C € XP 027103918 KAMNF TKAROROULASTYKGRARKTLOTREAFADARAKYL TTNFSHKTRGTS AL TV H L THT G Y PR T T KD LS SXNT T T TRIGPGNVRE TGFOTRES
c : pove P popes
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HDT s MZ043768

C [TXM_027220426 - ATTEATCEAT GHTCTETTOER NGOGATAMAAT - - - - CTACTITAGEE
Ao L 027220425 AA-T--TTAAAAATARARTRAAR TAAARTGT TCA- - - - - CCACTTAGCR

XM_027297648 1GG-—TTTEETTCG-GTEGTAAG-C3

Ce | x0272907640

c Lx1_027297650 GITTCTTATE-ACTCTT-GTTOGACGREGATTIICAGCTGAGRT T TAA GO TAGAT TA TG TGCCCTTRAA T TTARCGAR TP T TA TTACTGTART P GTACTATGC TCAR GACOGTTCTGTTCGATCCGATARRAT -~ - -~ CTACTTRGCC
Q@ ——Cc07_g03000

HDT e Mz043768 o

[XM_027220426 TCTGRARECAR- == = mmmmmmm m = e
Cac | XM 027220425 TTTGERCT-G- - - - ~
XM 027297648 3CGGAGCTAR T GARCARGTAC
Ce | 027297645 -rr608C

L1 027297650 TeTGRACCAR.
Cg —cc07_g03000

HDT — MZ043768 - GUICICEE NGCCCETET PAGASCATATAGH 1L y ] At A A
- CTTCIG: TTGTTATGCTGTGCA! 4 FATC, ACAGTTGCCATCARNC R CGAT GaS R
c [XM_027220426 __pTTACCACTCOATA C CA2 ARTCCACH TCAARGAGACAT T IGGT ARG T T TCATGATGTACT TEACCCTGEATGCCATTICCTTCCETEE TETCTTGGARGTCRA .a"
ac _XM7027220425 ——GOTOTCLTTC CTTAC GHA TR GEAAT T TG T TADCCTATGOACAAE TTEAT CARTCCACACTTGCC A TC AMAGAGACATT AGTTTCATCGATCTA CRCCOTGEATGCCATITCCTTCCGTCE TE OO TTGCAAGTC RN
£l
A

ACCANAAACCCANIGONCCARARRAC TCACCCTCCTCRS

3] «
CTTATCCRGCRA
CGECES

3 A CTATTCGCCGOCA-RA
TCCTCCGTTTECTIGITTC ECCACCGCAGCRGRAATT!
A GRCGRCCGAGTAR (SRR
AGAGTCTAAGC TGASTGGAGATTCARMGTTET, AEAAGTCCTGRACETICTTGCTGTGA- TAGCARGAGCATG TEATCATTTTACATEARTAC
ACGACGGRCGACCEAGTAN - - TA"‘GGCCGCC‘A HATC. TTEITAGC

'CGCAGCAGAAATTT

STGTATCCCTARGAATCCAACTAG - ~-GRATAGTG-~

~GTCCAGATATATTTCCATTTATCCAGCARATCCTCCGTTTECTIGTTTC

AGLCT GOATGEEA 1 Ce e

5 I GEANG

ACAT T GG ARG IR AT G

naeead

XM 027297648 TaATGATCAT T ACAGAC TEEARCATATAGHA T EGEAAT TTET T2 TGO TOTGCACARE TTGAT CARTCCAC AGT TECC A TCAAGAGACAT T GG TARGT TTEATGATGTACT TEACCCTGEATGOCA T TTCCTTCOGTRE TE T TTOGAAGTOAR Y

Ce xXM_027297649 TOTCRE CTTACANCATATAGHA ICECCAAT TTCT TADCCTETGOACRRC ToEAT CARTCCACACTTGCCRTCAR LTT AGTTTCATGATGTACTTEACCCTGGATGCCA TTCCTTCCOTEE T TCTTGGARGTCARM!

LXM 027297650 -~TTTACCACTCTATACT TC TEARCATATAGHA TEEGEAATTTET TATGCTGTGCACARETTGAT CARTCCACAGTTGCC A | A GG ARG IR AT G IC GOATGEER 11 e T S I GOANG

Cc —cco7 03000 n TG TTGTTATGCTGTGCACARC TG CARTCCACAGTTGCC A TC ARAGAGACA T T IGGTARG TT TEATGATGTAC T TEAGCCTGGATGCCAT I TCCTTCCGTEE TETC TTGGARGTCARAT
N D O e e Y P Y Py TR

HDT — 142043768 16CTGRRTA T ToATCTC T TACRTTGCAGCARC TEGATGTACGTTE TEAGACC ALLACCARCEAC ARTETC TT TG TGACHGTACT TCCA TCAR TAC AATATCE TCCCCTCCO TR TAAAGECACTEATCC T T TCT ACAGAT TEACEANTACCH Can

C [(XM 0272204264 ceracarar o GOAGEAAL G4 G I A ACCAARACEAAGEACANTEICT 1 I G AGTTGCAT A TACARTATCE TGCCCTGOOTRA TARAGCCAGTRATEC TTTCTACAGAC TEAGCAATACCAGEACCCAR

Ao | XM 027220425 1qeTGaRTAT T ATCTCT TAGETTGCAGCRAC TECATOTGOT TG TEAGACCARAL CCARCEACAATGTCTT IETGACE G AGTTGCATCAA TACAR TATCE TGCCCTAGCTRA TAAAGCCAGTGA TG0 ST TCTACRGAC TEAGCARTACCEGEACCCAR
XM70272 97648 GETaEATA I I A T GOAGCAAL NS G 11 I ACCAAAACCAAGGACANTETET I GAACE AGTTEOATEAN "ACANTATEER NGOCCT G IAAAGCCAGTEA 1L CTACAGAL MEAGCANTACCALL

Ce | 027297649 1GCTGRRTATIAICTCT TACET TGCAGCARC TEGAT GTGOGT TG I AGACC AR CCARCEACAATETCT T ICTGAAC G AGTTGCAT AR T: ACAATATOEGCCCTGECTEATARAGCCARTGATEC T TCTACKGACTCAGCARTACCAGEACCCAR

LM 027297650 TECTEEATA T ITATETCTTACETTECACCALC TCEATETCCCTTE TCACACCARALCCIAECACARTCTC T T IE TG AACCOACT TCCATCAR TACARTATCE ICCCCTCCCTE T GRTCCTTTOT ACAGAC TCACCANTACCACCACCOAN

CC — Cc07_g03000 T6CTGRATAT TN TCTCT TAGET TGOAGCALC TEEATGTGOGTTE TEAGACCARRACCAR GG ACAATGTO T T TETGACE G AGTTGCAT AR TACARTATCE TGCCCTGROTRA TARAGCCAGTGA TEC "I TCTACAGAC TEAGCARTACCAGEACCCAA

Cxraanan ran ana aaa ran ax [ ran PRTE aann aana aaa

P
IECTTTTGAGCAGAAGA AARTTCC AN AGTA TCALCTTCANAACCTATE TCTCCTTATCGGATATCACATACTTCACACACTTATCGTTS
RN NBBTTECARS ”G(‘HGT‘-C-L-\GA’I‘GBAT‘T * A RARGCTATGTCTGCTTATGGATA GATAGTTCAGACACTTATCGTTE
TCCTTTTGAGCAGAR TGARLTTECARAAGC, A T “"TKm\chATG]\"GCT'EKTGGATA:‘C GATAGTTCAGACACTTATCGTTS
I & LCGA AR LA LAAGATGAML T I I I

HDT — 12043768 ATCCARGCCTATGTTTTTEATETCATCAGRGCR .
[TXM 0272204268 e <
Cac | XM 027220425 NTCCARGCCTATGTTTTTGA TeTCATCAGAGCALCGTTCCARAG
XM_027297648 a1 an TG e IANGE

ce XM702 7297649 ATCCARGCCTATGITTTTEA IETCATCAGRGCALC IGTTCCARLG! ACCTGGATGATEC TTT TGAGCAGARGALCGARAT T ARAAGCAGTAGARGATGARC T TCARARAGCTATG TC TGCTTATGGATA TCAGATAGT TCA CTTATCGTTE
|_xM_027297650 ATCCARGCCTATGTTTTTCATED GCRAC TGTTCCAREEE TAAACCTGGATEA TCCTTTTGAGCACAACANC A RETTEC AN 5 PGALCTTEAMA P OTT AT EGE TR DG, ACACTTATOGTTC
CC — Cc07_g03000 ATCCARGCETATGTTTTTGA TETCATCAGAGEANG [ GTTCCARAGE TARACCTGOATEA TEOTTTTGAGCAGARGAATES AT TR0 A AAGCAGTAGAAGATCAACT TEARARACCTATE TE GO TTATCGATA TG AGATAGT TCAGACACTTATCETTE
SEAREARRAR YN CRARARR R CLEAARARRRT FAEAARAR P P cxn * » a1 2 *a rannn
HDT m— MZ043768 nua AL GAGER I I OCGACARAGCAGRAGC TEAGRAGAT TATICARATCARACE TGET
T

AAGGTGATGCAGnGT(‘(‘AAFTrC’TGGCAGGATT,-GGTnT
CLLGTACTTGGCAGGLTTAGGTAT

XM 027220426~m"mcc_;c

Ca 027220425 TGRGCATEIGARACGTECTAT -..nmm‘rmn -cqccrccxaen*:cnsmnscas' AACGAGAAAGCAGRAGE TEAGAAGATTA T CARATCARRCETG
C RURY

b FCANCEAL GAGER I X ACCTGE X (e Rlsls FUAGCAGANGE X I O VALK 1 PO AN IR GaC, VIt I
XM 027297 648 3T AT TERACCAGATGAGCA T TG ARACG TG0 T2 T AN TG AAAT 2% TG0 AGC TGCAAGA TG AGAGT TACACCCARCG AG AR AGCARKARC T AGARGA T TA TTC AAATCARACE TGO TOAARGTEA TC AGAGTCCAA TACTTGGCAGRAT TACOTAT

.,\N[Ga_%TT;._AA CCAGCTGCARGA TICAGAGTTECLCCCAACGAGAAAGCAGREGC TCAGARGA T TATTCAAATCARLCCTCAT GTGETCCAGAGTCCALS TACTTGGCAGGETTACGTAT

Ce | M 027297649 ATATTGRRCCACATGAGCTETCANACGTGCTR

LM 027297650 ATATTGAACCAGATGAGCA TETGARACETEOTATGANTCARAT TAR TECAGCTGOARGA TTGAGAGTTECAGCC ARCCAGAAAGCAGAAGE TEAGRAGAT TATIC ARATCARACE TGLT mss’rmﬂu‘ Ar;hc-rrrmr TACTTGGCAGGAT TAGGTAT
CC — €c07_g03000 ATATTGRECCAGATGRGCETETGARACGTGCTA TGA mmnu- -c.,Gc'rGmsa-.:-:G:,GAG'r'mc.ne.cmcsmmccmscrcnamwm::cﬁ.wrcmcc-:@ rC CREGTACTTGGCAGGETTAGGTAT

A AAAA AR RS A AA AT A AAAA RSN AAAAAAS B T T L A T TR LT LT T S

POTCC T A ATTEETGCAACATCCAARTCTTCT

HDT — 42043768 100racachttecenttenh M CarTGEIc FACACACAGTGTIE “EaCTTCTCAE TEANTCT CACACAETATTTTGATA

TCCCAACCATETT T GEACATEE TCCT

c [X1_027220426 £gemaGhCAGCEECABGCARTICT TCTGAGAGACARTGTTC DoGGGTTCTCAG TCANTGTACCTGE TACT ACTGCC TTTGGACATGETCCTSGT CACRCAGTATTT TGALGGARRTTGETGCAACATCCARATCTTCT

ac ._XM702 7220425 TOCTACACALLCCCACCCAR TG 'COCTCTCACACACACTET T CCOTTCTCAC TS NI CTACCTEC PACT ACTCCCANCCATOET T I NG CCICCTe! {4 SR L4 TrECCoAnCATeCh T CT

XM_027297648 1geTAGACAGCGECAGGLARTIGTGGATGETC AGTETTCTIGGGTTCTCAGICARTGTACCTGEETACTACTGCCA GTTTIGGACATEE TCCT¢GT CACACAG TATTTTGATA(CH TGARRGARAT TG IGCARCATCCARA TCTTCT

Ce XM_027297649 rgeTacacE GGCEATIGT AGTGTTC T TGGGTTCTCEG TCAATGTACCTEE TACTACTGCCA P TCGACETGE TCCTCGT CACLCEGTATTT! TGARA ATTGETCCAACATCCAEATCTTCT
XM 0272976507 CACALCGGOAGGEAL " G GEAT &l L Sl ¢ TCTCAL ASTGTACH GOOA/GGA CGACATEE 10 CACAL o + &

Cc —cc07 903000 TGCTAGRCAGCGECABGCARTTCT! AGACAGTGETTC TTGGGTTCTCAG TCARTGTACCTEE TACTACTGLC! TTIGGACATGEETCCTCG CACKCAG TATTTTGATACCATCA GCAACATCCRARTCTICT

CARAAAARAUE e AAAARIYY NAAAAAARALS e hAARAARAU ST N RAANAANNS AAv e AAAAAARAS v vAANARR S Anaanbvuvriharara] Juun AAAAAAARRTuNEAA

— —
HDT — MZ043768GC%TATTCI-"‘CC\CATGCACCIGGTGCTGT]‘\.CJ‘ \TGT’I‘GCT\AG‘C ;A.iﬂ"l'CG ;H-.K-GA'[’I%CTTCHGC"‘C%GCTCACCAGCMCC&L%CCl"l""('l'i FT"""‘I‘GG’"I’ITGA’I’GATI’C "I'ITCBGTGCC"C"GK’I‘S&GCC}-T" "AC§G’PG

[XM 027220426 ¢ e & o RN IS ascees ol AGOE I " 4

Cac XM 027220425 GCAGTATTCATICCARATEEACCTORTGCTETICETGATETTECTEAGE] SEATGEATTACTTCAAGCT cscctcsccasc.-.;.cc.-.ssccr«'r LA GRGCC ICETTTTGATGA T ICAT TTTCASTGOEICTGATARGCOATIATACAGTG
XM_027297648 ATTCATY SEACCTGGTGOTETTCETGATGTTEC TEACC AGATTCGGER TECAT TACT TCAR S TTCAGCTCACCAGCARCCARACC TEC AT AMN GRGCC T TTTTGATGA T TEATTTTCAGTGCE T TGATARGCOCA TTATACAGTG
ce XM 027297649 GEAGTATTCA T CCACATEEACCTGETEOTET TEGTGATET TEOTEAGCAGHTTOGEGA TEEAT TACT TEARGCTTCAGCTCACCAGCARCCAARCCTEC T AANGAGCC TEETTTTGATEAT TEATTTTCAGTECE TCTGATAAGCCA TTATACAGTE
X1 027297650 GCAGTATTCATIC 3 TEGATTACTTCAACCTC <! IGRGCCTEETTTTGATGETIGATTTTCAGTECEICTGATARGCCATIATACAGTG

C g —cc07_g03000ceact TGN

)

HDT — 12043768 arrrrer GT--GTCTGT TETED ATAGAGCCTETAC T TATGT T TCCCTATCARCT T TE DACATAAATAL TEC DO TTTCCARG TG ICTTTAATACA TAR AAGAAGTA
c XM 027220426 \pqquqerreheiaGTETTIC CETETCTCTCTE ANTACACCOTCTAC TITTATCT T ICCCTATCARCTT I TACAT ARATAR TCE DO T TTCC AR TAISACGAACTE
Qg [ xM1027220425 JrrrpgrencaAGTETTTE IOTGTOTOTRTETE NG -~ — e ATAGAGCCTGTACTToTATGTTICCCTATCARCTTTE TACAT ARATAL TECTCTTTCCALGTE TG TTTAATACA TARASGAAGTA

XM 027297648 arrrTCTTeRcA ST TeOGTGTGTGTGTE TeTGTATGTGTETCD

Ce XM_027297649 a1 e Gt adl GG 16 G GGG 19 G GGG GG GTETETE 1 G A AGAGEE CLAT AR AR L TP TCCARG TG XTI ARTACA TAAAAGAAGTC

c LM 027297650 ATTTTCTTGAGARGTGTTTE I TGIGTGTETGTETCIGTGTCTETE "‘G’IGTGTGTGTL:‘Z‘GAGATGABBCC_-.&’L AGAGCCTGTACT:':MTTTncc:.:.'rcmx TTCTACATAAATALTGC TCTTTCCARGTE ICTTTAATACATAR AAGAAGTC
C ——Cc07_g03000

ATCTACTTGEC T TTTCCATGTATGCTCATTTTGARGTTICTTTAATACARGCCTTC I'A 18]
EETTTCTTTA a

HDT — 112043768 36CATGTCATAGGARARRAA
C [KM_027220426 AGCATGTCAT-COARARAEACAAATCTACTTGEC ST T TTCCATGTATECT:

ac LM 027220425 s P-GEARAAN ST ACIIGE OO AT
XM 027297648 AGCATGTCAT-CEAAMRLALGAAATCTACTGGEC TZTTTCCATGT! CATT .G DT TCTTTARTACARGCCTTC TACTCARAGGACAGRGTCCTCTCTTTTTTTT
Ce XM 027297649 AGCATGTCRT- CCANRALRAC I ANTCTACTCCCC T T TCCATGTATCCCCAT T TAGRAE DT TCT T TAR TR mvpcmg-c,a._q_mmsp,mccqm-cnnnm
X1 027297650 AGCATGTCAT-GEARBAARAEARATCTACTGEE TTCCATGTATCCCCATTTAGARETTTCTTTARTACARGCCTTC 1M, e
Cc —cc07_g03000 a

B - Coffea HIR4 Protein sequences

HDT — 12043768 ~NGNLLCCAQYD(S TVALIXETFGRFDOVL EPGCOF L PUCLG SQIAGYLSLRLQCL DY RCETK TXONVF Y T VAS [OYRAL ADXASCAFY RLSHTTQIQAYVEDY IR TVPFLNLDDAF EQKNE [AXAVEDELERAMSAYGYEIVQTL IVD
[XM_027220426 - MOHLLCCAGYDOS TWATKETFGKPDOVL EPGCHFLPUCIA SO TACYLSLRLOGL DVRCETKTLOHVFY T4 VAS IOYRAL ADXAS CAF YR ST TOIQAY VI DV IRE S PR L LODAF COKNE LA XA VEDELERNASE YCYEIVQTL IV

Cac | XM 027220425
XM_027297648

BUEKLILL DKHELALANKDRLEKAASATEE R LG0T 1Y)
VIR LML KHETAXAVENELEKAMSAYEFRIVOTL IV
Y VASIQYRALA LSATRTYIQAYY \ T PRLNLOCAFZQKNE [AXAVEDELERAMSRYGYEIVQTLIVD
1 VAS IOYRALADXASCAFYRLSATITIQAYY \T"PFLNLDCAFEQKNE [IAXAVEDELERAMSRYGYEIVQILIVD
TV nrn-'n LA DX SCATYRLENTRTQIQAY VLV IRAEVPRLNLDDAT COKNE TAXAVEDELERKNASLYGYEIVQTLIVD

B R KE TR GRPDDYT KPGOHE LG 4501 AL
g ETVALKETFGKFDOVLEPGCHFLPWOLGSQTAGEL.
ce XM 027297649 --—mn=-=—-FGNLLCC STVALKETFGEFOIVLEPGCOFLPUCIGSQIAGELSLALQQLDVRACETKTHDN
LXM 027297650 - ~NGNLLCCR S TVALXETFGEFOOVLEPGCOFLPUCLGSQIREYLSLRALQQLDVRCETK TN
Cc —Cc07 _g03000 =MOHLLCCAGY CUS TVALKETFCKPDOVLEPCCHFLPOCIASQIACYLSLRLOGLDVRCETKTL LN
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ZPHGPEAVROVAEQIRNGLIQASRHEQQPNLL

HDT — 112043768 1EpoEBvKResiE [AKAARLRYAANE KA ER [ 10T KRABGDAE SEY LAGL G TARQROAT VOGLROSVLGFSVIVPGT S ARVLDH7] 1 FOY FOTKKEIGATSKSS.
[XM_027220426 [EPOEDVEREMNEL:ULARLRYEANEESSAERI IQTRRAEGDAE SEYLAGL LA RQROATVDGL ROSVLAFSVIVEGY TARIVLLU7L¥ FO¥ FITHKE [GATSRSSAVE S ROVAEQIINGLIQASLIQOPNLL
Cac | XM 027220425 [RPOENVKRANNE INAANRLRGAINERACAEE T IQTKRARGDAE SKYLAG RORQATVLGLRDSVLAFSVEVEG ¢ OYIOTKKE [CATRESSAVE T FHOPCAVROY Al LLOASAICORALL
XM7027297648 TEPDFHYKRANNK ] NALART RVAANKKASAKK] 1D TKRAKGDAKSKY LAC ROBWGPEVRY I L) WUV K OINER T GATEKSSAVE ITHGPUAVR VARG LI QABAHICAIM
ce XM 027297649 IEPDEHVEKRENHEIH&ARRLRVARNEKSEAEKI IQTKRAEGDAE SKY LAGLGIARYROAT VOGLRDEVLGFSVEVPGT TAKIVLOYY ¥FOTNKELGATSKSSAVE ZPHGPEAVROVAEQIRDGLLOASEHLQPHLL
XM 027297650 IEPDEDVKRENNE[MAEARLRVEANERASAERI IQTRRAEGCAESEYLAGLGIERCROATVDGL RDSVLGFSVEVEG] TAKOVLEUVL Y IQ¥ FOTKKE [GATSRSSAVE D ROVAEQIROGLIQASKACOPNLL

T

Cc —CCO7 903000 IEPDEDVERENNENEEARLRVEANERRZRERIIQIKRAEGDAESEYLAGLGIERQROAIVDGLRISVIGFSVIVEG KIVLLMVL Y QY FOTNRKE IGRTERSSAVE Z. ROVAEQIRNGIIQASROCQPNLL

AAAAG SR AAAAY ¥ AAAAY v AAAAS VA RARS v AAAAY S AAAAY v AAAAU W RAAAUVSAAAAVVARAAG WAAAAUWRA P Y I T Ty T D O T TN AvAAAAGwAAAAS




HDT— Mz043769
Ce——xP_ 027167164
—— XP 027125830
Ca, XP_027123837

Cac XP 027121561
Cc CT04_g16220
HDT— Mz043769

Ce——xP 027167164
—— XP_ 027125830
Ca, XP_ 027123837

Cac XP 027121561
Cc CT04_g16220
HDT— MZ043769

Ce—xP 027167164
—— XP_ 027125830
Ca, XP 027123837
Cac XP 027121561
Cec Cc04_gl16220

HDT— MZ043769
Ce——xP 027167164
—— XP_ 027125830
Ca, XP_027123837

Cac XP 027121561
Cc CT04_g16220
HDT— MZ043769

Ce——xP 027167164
—— XP_027125830
Ca, XP_ 027123837

Cac XP 027121561
Cc Cc04_g16220
HDT— MZ043769

Ce—xP 027167164
—— XP_ 027125830
Ca, XP_ 027123837

Cac XP 027121561
Cc CT04_g16220
HDT— MZ043769

Ce——xP 027167164
—— XP_ 027125830
Ca, XP_ 027123837

Cac XP 027121561
Cc CT04_g16220
HDT— MZ043769

Ce —xP_027167164
— XP 027125830
Ca, XP 027123837
Cac XP 027121561
Cc Cc04_g16220

HDT— MZ043769
Ce—xP 027167164
—— XP 027125830
Ca, XP 027123837
Cac XP 027121561
Cc Cc04_g16220

HDT— MZ043769
Ce——xP 027167164
—— XP_ 027125830
Ca, XP_ 027123837

Cac XP 027121561
Cc CT04_g16220
HDT— MZ043769

Ce—xP_ 027167164
—— XP_027125830
Ca, XP_ 027123837

Cac XP 027121561
Cc CT04_g16220
HDT— Mz043769

Ce——xP 027167164
—— XP_ 027125830
Ca, XP_ 027123837
AL xp 027121561
Cc Cc04_g16220

HDT— MZ043769
Ce——xP 027167164
—— XP_ 027125830
Ca, XP_ 027123837

Cac XP 027121561
Cc Cc04 g16220
HDT— MZ043769

Ce—xP_ 027167164
—— XP 027125830
Ca, XP_ 027123837
Cac XP 027121561
Cc

CT04_g16220

Coffea EDS1 Protein sequences

MVWHEITDCSFRIDLMEALFCYARQNQKPTEERSISSSNSSTASSPAPPROQVI ILDPRKSQNTAIVLKSLAISRKEILDA

LOEGHGLSADDLEKLSKISPTPEEAAKILQOFDGNPTKLADAESFLYHILKSTPSAFIRLNAMLFRSSYDPDILHLKESLQ

TLELSCKELRTRGLEFLKLLEALLKAGNRMNAGIARGNAQGHKLSALOKLEYVKSTDGKI I LLUFVVEQV L RSEGKRCANN

TRNHEISGKGDECWDSKTTKEDVDKEY LMLGLP IVEGLSMELSNVEKARTTEYENTMGMCPALTMRIHDIRQLVSRCGSS

NERSGFVREMKGFLEECEEELKVVREEQARVMOLVRKRTTEYYQAGASIDRGTDPFOLFGIVKDFLAMVDRVC IDTSKKLQ

--MALGDSTGLKERL.TK
—--MALGDSIGLEKEELIK

———— - ———— ==-MALCDS [CLKEELIK
—--MALG! GLEKEELIK

—-MALG! GLEECLIK

KKPWPLIALISAGSLPLSPLALSPKIPVKLONLOSIFVSWREUPRPNNL LEET DOKQKOKQKOKQKMALGD T LGLKEEL LK
F kA k Hokk ok ke

KACNLAMKAILKSPEKAY INEKTTESS TEAVCAFPCTUWAVTDWY SRT2FCATKINIALFPSLKS IO LDELALVNEAFS SR
KACNTAMKAHTKSPRRKAY TWREKTTRSS TEAVCAFPGTHAVTDWY SRMPFGRETKTNTAT.FPSTKSTGMDRETAT.VNRAFSSR
KACNLAMKAHLEKSPERAYIWEKTTRSSTEAVCAFPGTWAVTDWY S| ETKINIALFPSLKSIGMDELALVNEAFSSR
KACNLAMKAIILKSPEKAY IWEKTTES S TEAVCAFPCTWAVTDWY SRTPFCATKINIALFPSLKSIGMDELALVNEAFS SR
KACNLAMKAHLKSPERAYIWEKTTESSTEAVCAFPGTHWAVTDWY SRTPFGATKINIALFPSLKSIGMDELALVNEAFSSR
KACNLA!-IKAHLKSPEKAYIWEKTTﬁTEAVCAFPGTWAVTDWY SRTPFOATKINIALFPSLKSIGIDELALVNEATSSR

AR A AR KT R KRR KL AR T AR TS ***x****x**xy**t*xt_f% FEREEEERKAEAK EAREEEEKEEEAK

FEQLLCNSQLEREVERALSDRKQIVFAGHSSGGPIASLATIWFLERYVRTNNYQKPPYCVTFGSIPLAGDGIFSHALRREN
FEQLLCNSQLEREVEKALSDRKQIVFAGISSCOPIASLATIWFLEKYVRTNNYQKPPYCVTFCSPLACDRIFSIIALRREN
FROTICNSQOTEREVERAT SDRKOTVFAGHSSGGPTAST ATTHUFT. RKYVRTNNYQRKPPYCVTFGSPT .AGgR FSHAT.RREN
FEQLLCNSQLEREVERALSDRKQIVFAGHSSGGPIASLATIWFLERYVRTNNYQRKPPYCVTFGSPLAGDGIFSHALRREN
FEQLLCNSQLEREVEKALSDRKQIVFACHSSCOPIASLATIWILEKYVRTNNYQKPPYCVTFCSPLACDCITSIIALRREN
FRQIILCNSQNEREVEKATSDRKQTVFAGHSSGGP TASTAT THRIREKYVRTNNYQK PPYCVTFGSPTAGHG | FSHATLRREN
R R R R R R KRR R R R R KRR R R R R R R R R R R R R AR R R R R N R R KRR RN R R RNk kN

WARYFTHFVTREDTVPRVMFSPLSSTRACMOOTLLY TSSKSPYFQNES TGNSSGARTSCFMVVMRNASAVASHAACHT.MGC
WARYFIHFVTiY IVI’RVNFSI'LSSIEAjL QILLY TSSKSPYFQNES IGNSSGVTSCFMVVMRNASAVASHARCHLMGC
WARYFIUFVIRYDIVPRVMFSPLSSIEACLOQILLY TSSKEPYFQNES ICNSSCVTSCFMVVMRNASAVASIIAACILMCC
WARYFTHFVTRHDTVPRVMFSPT.SSTRACMOQQTILY TSSKSPYFQNES TGNSSAATSCFMVVMRNASAVASHAACHT MGC
WARYFIHFVTREDIVPRVMFSPLSSIEACMOOILLY TSSKSPYFQNES IGNSSAATSCFMVVMRNASAVASHARCHLMGC
NARYFIUFVT{E?IVPRVMFSPLSSIEAqI‘_l(;QILLYTSSKSE’YFQNESICNSE{;A_A;‘SCFMWMRNASAVAS!!AACUU‘iCC

AAkEERKRTEAKR FRKEEERRTERR KT A L I L Y e

'J.‘NLL.LETVSSC.LELSPYRPL"UTY11"C’I‘ANUKSVJ..LQNPDALLQL.[E{SAQLS&H?[‘LT.'\.AUVVYRSLUDNLSYBI‘HU QDCLE
TNTTLLETVSSFTIRELSPYRPFGTY TRFCTGNGKSVTITONPDATTL.OLLFYSAQT.SSETE R YRSTNDNTLSYENDTL.ODCTE
TNLLLETVSSFIELSPYRPFGTYIFCTGNGRSVILQNPDAILOQL! F{<A0T ETETX YRS NENLSYE DLODCLE
TNLLLETVSSFLELSPYRPFCTYIFCTANCKSVILONPDAILOLLF YSAQLSSELIED IxII‘NYRbl NPNLSYENIILODCLE
THNTTLETVSSFIRILSPYRPFGTY TRCTANGKSVTTQNPDATT.ONLF YSAQT.SG R F‘ AHVVYRSTHDNLSYRNHLOQDCTE
TNLLLETVSSFIELSPYRPFGTYIFCTANGRSVILONPDAILOLLF YSAQLSSEIEIAHVVYRSINDNLSYENHLODCLE

[T PPy t***tti**q****u***1****1******U*****tﬂjt:}-*»x»x*tr-x**t-x- LkEEEAx

. o} [ W e ™
HHN\II‘.LN‘NLVELPLSSHAN HENEALOLNTVLNDLGLSSRARLCLRAAGELERQRIONQVNIDSNRDSIRKGLNEICAYQ
NOWVVILNNLLELPLSSUANTNDEALQLNTVLNDLOLSSRARLCLRANGELERQKIONQVNIDSNRDSIRKGLNEL Q
)FQW HTWNLTETPTL.SSHANTNDEA Q‘-:N’T‘VT.NT)T.GT.SSRART.CT.RAAGF!T.F!RQKTQNQVNTDSNRDSTRKGT.NF!T GYQ
MOV AHLNNLVELPLSSHANT NN EALK UNTVLNDLGLS SRARLCLRAAGELERQKIOQNQVNIDSNRDSIRKGLNEICAYQ
MONVAILNNLVELPLSSIANTNNEALK LNTVLNDLCLSSRARLCLRAACELERQKIONQVNIDSNRDSIRKCLNEICAYQ
MONVAHT.NNLVETPLSSHANTHNNEALK L NTVINDLGT.SSRARTNCTRAAGRT.ERQR TONQVN TDSNRDS TRKGLNETOAYQ

UU&‘#UQ#W$‘#*W\! ::J

TKCEVREVGY YDAFKLOKD I NDFNANVKRLKLAGIWIE || RKMI ‘Klm'll PDGFEARKEW I KLGIMERRENKPLDTANY Y IRH
TRCEVREVGYYDAFKLOKDINDFNANVKRLELAGIWDE IIEMLKRCELPDGFEARKEWIELGTMFRRLVEPLDIANYYRH
TKCEVREKVCYYDAFKLOQKDINDEFNANVKRLELACIWDE L IEMLKRCELPDCFEARKEWIELCTMFRRLVEPLDIANYYRII
TRCRVREVGYYDAFKT.OKDTNDFNANVKRTETAGTWDRETTEMIKRY RT PRDGFEARKEWTRET.GTMFRRTVEPT.DTANYVRHA
TRCEVREVGYYDAFKLOKDINDFNANVKRLELAGIWDEI IEMLKRY ELPDGFEARKEWIELGTMFRRLVEPLDIANYYRH
TKCEVRKVCYYDAFKLOKDINDINANVKRLELACIWDEIIEMLKRY SLPDCFEARKEWIELCTMFRRLVEPLDIANYYRII
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1 DIGPYMVRARPKRY REIQRWLEHAERKMOAGS SSESCHUWAKVEELRAKPFREMKEKVVYS LERIRTILNW IHDDHLSRIDY
HEDTGPYI RPEKRYRFTQORWLEHAERMOAGSSSESCFWAEVEELRAKPFEEMKEKVVSLERRTLN' IHgD LSRDV

LE NEDTGP YN IRARPERYRIFTORWLEEACKMQAGSSSESCIWACVEELRAKPIEEMKEKVVSLERRTLEWIHDCHLE SDV

TENEDTGPYMTRARPRRYRFTORWHLEHARKMQAGSSSESCFWARVERT RAKPFEEMKERVVST ERRTLEWTHDGHT.SSDhV

LENEDTGP YN IRARPRRYRFTORWLEEAERMOAGSSSESCFWAEVEELRAKPFEEMKEKVVSLERRTLEWIHDGHLE SOV
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Coffea PAD4 Protein sequences
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Figure S2

A. Motifs identified by the MEME algorithm using complete amino acids sequences of 25 HIR genes from
Coffea spp. and Arabidopsis thaliana. Motifs are numbered according with their position in the protein
sequences.
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B. Distribution of the conserved motifs identified in MEME algorithm in a scheme representing a generic HIR
protein. Different motifs are indicated by different collors and numbered 1 to 7 that correspond to the numbers in
the table above.
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Figure S3 Phylogenetic analysis of putative Coffea spp. EDS1 and PAD4 with AtEDS1 and AtPAD4
and a orthologs from a select group of species.



