Table S1. The germination of the seven E. crus-galli populations treated by salinity stress for 48 hours.

NaCl
concentration CH OR HS SM HK DC QS
(mM)
0 67 73 69 71 66 62 72 68 78 76 67 71 59 76 76 75 65 69 66 77 68
20 47 45 42 49 53 46 52 49 44 53 47 51 56 48 52 54 47 60 56 49 62
50 26 31 23 34 24 28 25 34 31 34 28 27 37 34 23 34 29 36 35 41 29
150 11 9 13 9 15 7 13 15 15 15 11 16 16 11 18 17 11 18 18 12 10
200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Table S2. The germination of the seven E. crus-galli populations treated by salinity stress for 72 hours.
NaCl
concentration CH OR HS SM HK DC QS
(mM)
0 87 85 86 87 88 89 89 78 84 82 90 88 79 84 88 78 94 87 91 89 86
20 68 75 71 67 72 73 76 67 77 78 83 67 74 78 79 76 77 80 86 67 74
50 51 35 46 40 53 41 38 47 54 45 53 46 46 ST 43 47 58 S50 65 42 38
150 17 20 16 17 20 13 15 18 21 17 20 15 21 19 17 19 22 17 23 39 28
200 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0




Table S3. The germination of the seven E. crus-galli populations treated by salinity stress for 96 hours.

NaCl
concentration CH OR HS SM HK DC QS
(mM)
0 8 98 97 100 &9 94 89 95 97 96 89 94 97 89 98 96 98 92 90 95 100
20 87 84 &9 79 85 87 94 85 89 91 89 92 87 91 98 93 92 97 91 97 92
50 45 53 57 48 51 53 64 52 48 64 57 50 61 55 60 61 54 63 52 65 60
150 21 14 19 17 22 20 22 25 32 31 22 35 35 40 27 37 40 42 53 43 42
200 4 2 0 0 0 0 6 5 5 8 11 7 5 9 10 12 10 9 8 4 10
Table S4. The shoot length of seven E. crus-galli populations treated by salinity stress for 4 days.
NaCl Shoot length
concentration (cm)
(mM) CH OR HS SM HK DC Qs
0 275 296 287 291 285 324 3.02 275 269 276 332 258 328 3.11 258 321 287 297 267 340 292
20 225 246 237 207 270 285 235 3.01 248 274 251 297 267 258 3.01 287 3.01 254 342 355 268
50 1.75 152 181 145 123 137 187 152 18 1.7 252 149 198 231 175 204 174 261 167 161 258
150 0.63 047 051 025 020 019 064 05 078 075 061 073 074 079 068 078 0.65 081 032 037 045
200 0 0 0.00 0.00 0.00 0 0 0 0 0 0 0 0 0 0 0 0 0.00 0.00 0.00




Table S5. The shoot length of seven E. crus-galli populations treated by salinity stress for 7 days.

NaCl Shoot length
concentration (cm)
(mM) CH OR HS SM HK DC QS
0 630 575 584 540 6.12 624 567 579 621 564 6.15 579 643 587 6.15 594 528 644 606 584 6.12
20 5.64 732 628 7.04 687 620 654 689 673 594 756 678 742 625 687 695 593 784 635 757 7.89
50 376 397 3.68 3.61 441 352 374 425 391 385 4.64 378 425 394 455 332 496 475 4.06 411 445
150 125 104 175 127 108 136 128 147 151 1.14 1.67 169 128 167 189 135 197 212 135 204 147
200 0.12 034 021 0.00 000 0.00 053 084 062 079 058 094 085 0.64 092 097 076 1.02 1.05 072 0.54

Table S6. The root length of seven E. crus-galli populations treated by salinity stress for 4 days.

NaCl Root length
concentration (cm)
(mM) CH OR HS SM HK DC Qs
0 2,64 237 255 251 227 243 254 282 236 287 226 249 234 250 271 258 229 271 251 269 247
20 1.61 159 207 231 198 241 195 162 1.78 185 1.69 208 1.80 201 1.89 174 224 185 264 278 230
50 120 087 144 126 1.15 133 126 136 1.19 107 1.71 127 182 129 1.07 125 1.05 194 153 1.07 241
150 034 054 027 015 021 027 045 057 036 054 029 061 051 049 052 056 047 064 032 020 0.14

200 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00




Table S7. The root length of seven E. crus-galli populations treated by salinity stress for 7 days.

Root length
NaCl oot lengt
. m
concentration (cm)
(mM) CH OR HS SM HK DC Qs
0 513 457 469 446 501 489 520 439 457 436 524 451 502 487 464 514 439 487 456 524 457
20 502 531 548 4.64 526 451 539 544 517 558 499 567 551 497 593 594 528 547 564 438 527
50 275 292 338 215 274 248 324 3.07 329 265 374 352 3.04 375 341 356 3.08 392 268 3.01 341
150 126 1.57 1.09 123 087 1.01 122 146 145 128 156 142 157 1.19 167 155 133 189 154 132 124
200 0.17 039 021 0.00 0.00 000 029 041 022 042 030 027 022 048 042 041 035 052 074 032 047
Table S8. The fresh weight of seven E. crus-galli populations treated by salinity stress for 7 days.
NaCl Fresh weight
concentration (8
(mM) CH OR HS SM HK DC Qs
0 432 3.01 374 145 128 137 375 4.02 349 371 357 3.69 349 367 371 378 359 414 152 119 1.28
20 236 387 374 104 124 131 274 385 357 395 317 328 374 297 398 412 334 367 134 142 1.07
50 254 167 253 087 069 075 281 223 197 208 321 219 221 292 25 204 267 312 078 0.87 091
150 132 098 0.78 0.09 017 012 13 085 146 21 08 115 147 125 139 12 178 123 05 024 0.35
200 024 0.19 0.11 0 0 0 024 0.19 0.18 023 041 019 03 041 027 034 025 057 012 009 0.13




Table S9. The GST activity of E. crus-galli under 50mM NaCl treatment at different times.

Fresh weight
Days (g)
CH QR HS SM HK DC Qs
0 127.1 1350 140.8 139.0 1495 163.5 1574 1652 1652 177.6 1675 1763 1954 1842 195.0 256.1 267.7 2240 269.2 2919 294.0
1 156.5 1632 1653 1668 1604 171.8 172.6 1758 207.8 1955 2122 1983 2113 2113 2254 2819 281.1 2858 3314 3364 3329
3 2489 2418 2158 2405 2488 2602 2537 264.8 2624 291.0 2703 2950 3043 318.0 299.2 344.0 347.7 311.1 3753 360.1 3884
5 1846 1724 170.8 1744 197.4 195.0 1845 2049 207.5 2212 203.7 2156 2254 2802 2295 257.0 2842 3184 331.1 338.0 3199
7 109.0 1304 1475 1343 128.1 136.6 158.8 1435 137.6 1679 1563 169.6 1827 202.7 197.1 2181 2234 2216 3199 281.6 307.7
14 143.6 1297 131.0 132.0 1578 131.1 131.1 1423 1415 1780 1699 1643 1812 1927 190.8 1969 207.6 2352 264.1 2757 294.6
Table S10. The GST activity of E. crus-galli without NaCl at different times.
Fresh weight
Days (8)
CKCH CKQR CKHS CKSM CKHK CKDC CKQS
0 1324 1313 1405 139.1 1451 1528 167.8 167.8 162.6 186.8 1952 2073 2262 230.6 2398 250.1 2464 281.7 303.8 287.0 2857
1 142.1  127.0 1247 121.1 1426 136.7 1674 140.8 178.6 2245 2329 1814 227.6 2233 209.1 2299 2733 2399 282.0 290.5 2743
3 109.8 1133 131.1 127.6 151.2 1287 171.1 1703 1825 1958 213.6 2027 230.1 2505 2333 262.0 263.5 2248 2803 307.7 2744
5 145.8 107.8 121.7 1259 143.7 1557 170.8 185.0 174.0 1842 2073 1943 227.6 239.1 228.0 2773 251.7 2640 2825 289.6 2689
7 139.8 1326 121.8 127.0 140.0 1463 177.6 1524 162.6 1857 180.0 195.6 227.0 208.1 2255 246.8 2141 251.8 2744 2589 274.1
14 134.6 1309 1428 1322 152.0 147.0 1614 1699 1547 1915 193.8 1888 2353 2103 2029 2274 2852 218.7 283.1 2913 240.6




Table S11. The Gene Ontology (GO) analysis of the DEGs between QR and QS E. crus-galli populations without NaCl. GO analysis was performed at
level 2 for the three main categories.

Ontology Term_name Up_Count Up_Percent Down_Count Down_Percent
cellular_component  extracellular region 33 10.12 21 9.68
cellular_component  cell 0 0 3 1.38
cellular_component  nucleoid 3 0.92 1 0.46
cellular_component = membrane 77 23.62 25 11.52
cellular_component  cell junction 9 2.76 10 4.61
cellular_component = membrane-enclosed lumen 5 1.53 7 3.23
cellular_component = macromolecular complex 37 11.35 4 1.84
cellular_component  organelle 131 40.18 62 28.57
cellular_component  extracellular region part 6 1.84 0 0
cellular_component  organelle part 82 25.15 30 13.82
cellular_component =~ membrane part 65 19.94 30 13.82
cellular_component  cell part 205 62.88 96 44.24
cellular_component  supramolecular complex 2 0.61 1 0.46
biological_process cell killing 0 1 0.46
biological_process immune system process 4 1.23 4 1.84
biological_process metabolic process 134 41.1 82 37.79
biological_process cell proliferation 1 0.31 0 0
biological_process cellular process 164 50.31 81 37.33
biological_process reproductive process 7 2.15 5 2.3
biological_process multicellular organismal process 13 3.99 4 1.84
biological_process developmental process 20 6.13 8 3.69
biological_process growth 0.61 0 0
biological_process rhythmic process 4 1.23 0 0
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Table S12. The Gene Ontology (GO) analysis of the DEGs between QR and QS E. crus-galli populations treated with 50 mM NaCl. GO analysis was
performed at level 2 for the three main categories.
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