
Table S3. Effects of salicylic acid (SA) and trans-cinnamic acid (TCA) on the frequencies of mouldy germinating grains (a), root length (b) and 

germination rate (c) of barley tw mutants and the WT. (d) P values of differences between sterilized and unsterilized grains under different experimental 

conditions 

(a) Mouldy grains (%); n=10 (100 grains) 

Genotype 

With grain sterilization  Without grain sterilization 

0 
SA 

0.25 mM 

SA 

1.0 mM 

TCA 

0.25 mM 

TCA 

1.0 mM 

 
0 

SA 

0.25 mM 

SA 

1.0 mM 

TCA 

0.25 mM 

TCA 

1.0 mM 

WT 7 ± 2 7 ± 2 6 ± 2 6 ± 2 4 ± 2  26 ± 2 24 ± 3 17 ± 2a 18 ± 2a 15 ± 2b 

tw 8 ± 1 7 ± 2 6 ± 2 5 ± 2 3 ± 2a  28 ± 2 26 ± 2 23 ± 2 22 ± 2a 16 ± 2b 

tw1 6 ± 2 6 ± 2 5 ± 2 5 ± 2 4 ± 2  23 ± 2 20 ± 2 18 ± 2 16 ± 3 14 ± 2b 

tw2 22 ± 23 22 ± 23 19 ± 23 20 ± 23 17 ± 32  40 ± 32 37 ± 32 32 ± 23a 34 ± 23 29 ± 22b 

 

(b) Root length (cm); n=30 

Genotype 

With grain sterilization  Without grain sterilization 

0 
SA  

0.25 mM 

SA 

1.0 mM 

TCA 

0.25 mM 

TCA 

1.0 mM 
 0 

SA 

0.25 mM 

SA 

1.0 mM 

TCA 

0.25 mM 

TCA 

1.0 mM 

WT 5.8 ± 0.2 6.2 ± 0.2 6.2 ± 0.1 5.9 ± 0.2 5.4 ± 0.1  5.6 ± 0.2 5.3 ± 0.2 4.9 ± 0.2a 5.2 ± 0.2 5.1 ± 0.2 

tw 4.9 ± 0.23 4.5 ± 0.23 4.7 ± 0.23 4.9 ± 0.13 5.0 ± 0.2  4.6 ± 0.12 4.9 ± 0.1 4.7 ± 0.1 4.8 ± 0.1 4.6 ± 0.21 

tw1 5.0 ± 0.12 5.4 ± 0.21 4.9 ± 0.13 5.3 ± 0.11 5.3 ± 0.2  5.1 ± 0.1 4.9 ± 0.2 4.8 ± 0.2 4.8 ± 0.2 5.2 ± 0.2 

tw2 4.9 ± 0.13 4.7 ± 0.23 4.3 ± 0.23a 4.3 ± 0.23a 4.4 ± 0.23  4.2 ± 0.23 4.1 ± 0.23 3.7 ± 0.23a 4.1 ± 0.23 4.4 ± 0.11 

 

(c) Germination rate (%); n=10 (100 grains) 

Genotype 

With grain sterilization  Without grain sterilization 

0 
SA 

0.25 mM 

SA 

1.0 mM 

TCA 

0.25 mM 

TCA 

1.0 mM 

 
0 

SA 

0.25 mM 

SA 

1.0 mM 

TCA 

0.25 mM 

TCA 

1.0 mM 

WT 93 ± 2 92 ± 1 91 ± 2 93 ± 2 92 ± 1  89 ± 3 88 ± 3 90 ± 3 88 ± 3 87 ± 3 

tw 84 ± 21 84 ± 3 85 ± 2 86 ± 3 87 ± 2  82 ± 2 84 ± 2 87 ± 2 85 ± 3 86 ± 3 

tw1 87 ± 2 88 ± 3 87 ± 3 90 ± 2 91 ± 2  83 ± 4 86 ± 3 89 ± 3 90 ± 3 89 ± 3 

tw2 82 ± 4 82 ± 41 80 ± 22 81 ± 31 79 ± 33  78 ± 31 79 ± 21 76 ± 31 77 ± 31 77 ± 4 

 

 

 

 

 

 



 

(d) P values. Statistically significant P values (< 0.05) are presented in bold 

Genotype 0 
SA 

0.25 mM 

SA 

1.0 mM 

TCA 

0.25 mM 

TCA 

1.0 mM 

 Mouldy germinating grains 

WT 0.0001 0.0006 0.0019 0.0020 0.0018 

tw 0.0001 0.0002 0.0002 0.0002 0.0006 

tw1 0.0002 0.0005 0.0013 0.0052 0.0017 

tw2 0.0004 0.0014 0.0017 0.0005 0.0064 

 Root length 

WT 0.4535 0.0010 4E-06 0.0063 0.3033 

tw 0.3989 0.0965 0.9160 0.8086 0.1253 

tw1 0.6071 0.0360 0.8858 0.0380 0.5394 

tw2 0.0097 0.0315 0.0071 0.4633 0.8569 

 Germination rate 

WT 0.4644 0.2176 1.0000 0.2612 0.2197 

tw 0.7365 0.8694 0.4305 1.0000 0.7094 

tw1 0.5144 0.6870 0.6036 1.0000 0.5376 

tw2 0.4097 0.7163 0.3915 0.4144 0.7230 
1,2,3Comparison with the respective concentration of WT: 1P<0.05; 2P<0.01; 3P<0.001. a,b,cComparison with the respective control (0): aP<0.05; 

bP<0.01; cP<0.001. Grain reproduction in 2016, MGG assay in 2020 

 


