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Figure S1. Neighbor-joining dendrogram based on IBS distances of 56 individuals of advanced
backcrosses (BC2 and BC3) individuals with introgressions from S. elaeagnifolium and the
recurrent parent (S. melongena).



CGA-Area
0.2 G;Leaf
P-LgafPrick
F-Width
L] =WVt
cen N:Loat F-CaLength
- P-StPrick F-PedLgngth
G L4
B F-CalPrick N-Friit F-pength
2 lrp-Rrea F-Weight
o~
3]
a
.
TPC P-.Dnam
-0.2
Yield
2 C-Fruit e
.
SPAD
K NUé
TP Pattern P-Height |
P-Biomass
0.4 .
F-Number
0.2 0.1 0.0 0.1 0.2 0.3
PC1-41%
A A
A
25 A A
e A
A A
A A
A : A
AL
°
A A
A
4 .
A
| A
0.0 A
2
)3 L]
P A A A
< & 7
o & a
[3)
o
A
A A %
25 A A
A
[ ]
A
A
5.0
-8 -4 0 4
PC1-41%
1.0
W BC2
A 5C3 ' o0
® Recurrent parent 0.8
X Wild parent 0.7

Figure S2. PCA loading plot (A) and score plot (B) evaluated in the present study based on the
two first principal components of PCA. First and second components account for 40.1% and
14.7% of the total variation, respectively. The accessions are represented by different symbols
according to the generation (BC2, BC3 and recurrent parent) and gradient of color according to
homozygous proportion from recurrent parent (1: dark purple to 0: yellow). The full name of
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each trait abbreviation can be found in Table 1.



