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Figure S5. Gene co-expression clusters of roots (A) and leaves (B) under
nitrogen limitation conditions (4 mM N). In each box, the central mark
indicates the median, and the bottom and top edges of the box indicate
the 25th and 75th percentiles, respectively. Whisker indicates standard
deviation of the expression data of all genes belongs to the cluster. Plants
grown under 8 mM N were used as controls.



