Supplementary materials

Table S1: Micronutrient analyses of the soil samples collected from three different districts of Tamil Nadu

Soil Sample | Copper (ppm) Manganese (ppm) | Zinc (ppm) Iron (ppm) Calcium (ppm) | Magnesium
No (ppm)

1 0.54+£0.01 0.71+£0.01 1.64 +0.08 8.45 £ 0.04 5.21+£0.19 0.64 £ 0.03
2 0.32£0.03 0.86 £ 0.04 2.18 £ 0.09 11.26 £ 0.21 4.87+£0.12 1.12 +0.06
3 0.68 £ 0.02 1.42 +0.03 1.76 £ 0.02 15.18 £ 0.41 5.68 £ 0.29 0.87 £ 0.02
4 0.37+£0.01 0.68 + 0.03 0.94 +0.03 12.64 £ 0.13 8.72+0.04 1.24+0.01
5 0.56 +0.03 0.57 £ 0.02 1.12 +£ 0.04 10.96 £ 0.12 4.38+0.12 1.06 £ 0.01
6 0.25+0.01 1.62 + 0.06 0.85+0.04 8.59+0.28 5.64+0.19 0.98 + 0.02
7 1.16 + 0.05 0.39 £ 0.02 1.16 + 0.03 16.47 £ 0.28 10.13+£0.21 0.86 £ 0.04
8 0.71+£0.01 0.55+0.02 2.06 + 0.03 15.44 +£0.21 9.05+ 0.06 1.14 +£0.05
9 0.62 £0.02 0.92£0.01 1.87 £ 0.07 12.95 + 0.37 11.47 £ 0.37 0.77 £ 0.03
10 0.29£0.01 1.18 +0.04 1.19+0.01 17.38 £ 0.69 6.28 £ 0.12 1.28 +0.01
11 1.15+0.02 1.86 + 0.03 2.52+£0.01 15.47 £ 0.46 7.94 +£0.22 1.09 + 0.05
12 2.14 +£0.09 0.89 +0.04 1.46 £0.01 18.62 + 0.4 12.86 + 0.16 0.96 + 0.03
13 1.96 + 0.06 2.15 £ 0.06 2.13+£0.01 17.54 £ 0.52 10.34 £ 0.02 1.64 +0.02

Values in each column are mean of three replications = SE (standard error)
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Figure S1: Rarefaction analysis of soil samples from three different types of rice planting

systems.



Figure S2: Heat map based on the relative abundance of bacterial genera of different
types of rice planting systems.
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Figure S3: Hierarchical clustering/Dendrogram showing the phylogenetic relationship of three
different types of rice planting systems.
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m Acidimicrobiia ®m Acidithiobacillia = Acidobacteriia Actinobacteria ® Alphaprotecbacteria  ® Anaerolineae ® Ardenticatenia = Bacill
W Bacteroidia W Betaproteobacteria @ Blastocatellia B Candidatus Babeliae W Candidatus Brocadiae ® Chitinophagia ® Chlamydiia Chloroflexia
B Clostridia B Coriobacteriia W Cytophagia B Dehalococcoidia B Deinococci B Deltaprotecbacteria B Epsilonprotecbacteria B Erysipelotrichia
= Fimbriimonadia Flavobacteriia Fusobacteriia ‘Gammaproteobacteria m Gemmatimonadetes Ignavibacteria m Kredonobacteria m Limnochordia
= Mollicutes m Negativicutes m Nitriliruptoria m Nitrospira = Oligoflexia = Opitutae Phycisphaerae Planctomycetia
® Rubrobacteria ™ Saprospiria ™ Spartobacteria m Sphingobacteriia ® Spirochaetia ® Tepidiformia ® Thermoleophilia ™ Thermomicrobia
= Tissierellia Verrucomicrobiae Vicinamibacteria

Figure S4: Taxonomic composition and relative abundance of bacterial classes of three
different types of rice planting systems.
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m Acholeplasmatales m Acidiferrobacterales w Acidimicrobiales Acidithiobacillales u Acidobacteriales
= Acidothermales m Actinomycetales m Aeromonadales m Anaerolineales m Ardenticatenales
» Bacillales W Bacteriovoracales ® Bacteroidales ® Bacteroidetes Order . Incertae sedis 8 Bdellovibrionales
Bifidobacteriales w Brachyspirales w Bradymonadales ® Bryobacterales w Burkholderiales
= Campylobacterales ® Candidatus Babeliales ® Candidatus Brocadiales ® Caulobacterales ® Cellvibrionales
Chitinophagales Chlamydiales Chloroflexales Chromatiales Chroococcales
W Clostridiales W Corynebacteriales W Cytophagales W Deinococcales
m Desulfobacterales ® Desulfovibrionales » Desulfuromonadales Eggerthellales Egicoccales
® Enterobacterales m Erysipelotrichales m Euzebyales u Fimbriimonadales ® Flavobacteriales
® Frankiales ® Fusobacteriales B Gemmatales = Gemmatimonadales Glycomycetales
Holosporales Ignavibacteriales Isosphaerales liangellales m Ktedonobacterales
® Lactobacillales » Legionellales Limnochordales ¥ Marinilabiliales ¥ Methylococcales
m Micrococcales m Micromonosporales m Mycoplasmatales m Myxococcales m Nakamurellales
m Neisseriales m Nevskiales = Nitrosomonadales = Nitrospirales Nostocales

Figure S5: Taxonomic composition and relative abundance of bacterial levels of three different
types of rice planting systems.
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B Acaryochloridaceae W Acetobacteraceae B Acholeplasmataceae Acidiferrobacteraceae ® Acidimicrobiaceae
m Aridithiobacillaceae & Acidobacteriaceae ® Acidothermaceae | Actinomycetaceae ® Aerococcaceae
m Aeromonadaceae ® Akkermansiaceae u Alcaligenaceae = Alicyclobacillaceae = Amoebophilaceae
aceae B Anaer B Anaeromyxobacteraceae B Aphanizomenonaceae B Aphanothecaceae
m Archangiaceae m Ardenticatenaceae m Atopobiaceae ® Aurantimonadaceae m Bacillaceae
Bactercidaceae Baekduiaceae Bartonellaceae Bdellovibrionaceae Beijerinckiaceae
m Bifidobacteriaceae ® Blatiabacteriaceae ® Bogoriellaceae ® Brachyspiraceae m Bradyrhizobiaceae
m Brevibacteriaceae ® Brucellaceae = Burkholderiaceae Caedimonadaceae Calotrichaceae
= Campylobacteraceae ® Candidatus Babeliaceae ® Candidatus Brocadiaceae ® Candidatus Paracaedibacteraceae W Carnobacteriaceae
W Caulobacteraceae u Cellulomonadaceas ® Celvibrionaceae u Chelatococcaceae Chitinophagaceae
Chlamydiaceae Chloroflexaceae Christensenellaceae Chromatiaceae ® Chromobacteriaceae
m Chroococcaceae u Clostridiaceae Clostridiales Family XIIl. Incertae Sedis ® Clostridiales Family XVI. Incertae Sedis @ Comamonadaceae
m Conexibacteraceae m Coriobacteriaceae m Corynebacteriaceae m Coxiellaceae m Cyclobacteriaceae
® Cytophagaceae ® Deinococcaceae ® Dermabacteraceae ® Dermocarpellaceae Desulfobacteraceae

Figure S6: Taxonomic composition and relative abundance of bacterial family of three
different types of rice planting systems.
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m Acaryochloris m Acetobacter m Acholeplasma Achromobacter m Acidibrevibacterium m Acidimicrobium

® Acidiphilium ® Acidisarcina m Acidithiobacillus m Acidobacterium & Acidothermus. m Acidovorax

® Acinetobacter = Actinomadura = Actinomyces Actinoplanes = Actinosynnema = Aeribacillus

W Aerococcus B Aeromicrobium ® Aeromonas u Agromyces m Ahniella W Akkermansia

u Alkalilimnicola Altererythrobacter Amphibacillus Amycolatopsis Anabaena Anaerohalosphaera

W Anaeromyxobacter B Anaerostipes W Aneurinibacillus W Arachidicoccus W Archangium B Arcobacter

= Arenimonas = Arthrospira Asticcacaulis Aurantimicrobium = Aureimonas = Azoarcus

m Azaspira m Azospirillum m Bacillus m Bactercides m Baekduia m Bartonella

= Bdellovibrio Bifidobacterium Blastochloris Blattabacterium Blautia Bosea

m Brachyspira u Brevefilum ® Brevibacillus Brevibacterium ® Brevundimonas u Burkholderia

| Bythopirellula W Calothrix m Candidatus Amoebophilus m Candidatus Atelocyanobacterium @ Candidatus Babela ® Candidatus Cardinium

® Candidatus Endolissoclinum ¥ Candidatus Hodgkinia ® Candidatus Koribacter Candidatus Kuenenia ® Candidatus Nucleicultrix ¥ Candidatus Paracaedibacter

& Candidatus Phaeomarinobacter W Candidatus Promineofilum m Candidatus Protochlamydia ® Candidatus Puniceispirillum m Candidatus Saccharimonas ® Candidatus Solibacter

® Candidatus Symbiobacter Candidatus Xiphinematobacter Capnocytophaga Castellaniella Cellulomonas Cellvibrio

m Chelativorans m Chelatococcus m Chitinophaga u Chlamydia m Chiloracidobacterium m Chioroflexus

Figure S7: Taxonomic composition and relative abundance of bacterial genera of three
different types of rice planting systems.
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Figure S8: Venn diagram depicting the distribution of Amplicon sequence variants of
the bacterial community of aerobic, conventional and SRI soil samples.



