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Figure S1. Nucleotide pairwise percent identity of the sequenced coat protein gene between the
Sicilian GLRaV-1 isolates using SDTv1.2 program. The percentage to the identity score between two
sequences is indicated by each colored key.
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Figure S2. Nucleotide pairwise percent identity of the sequenced coat protein gene between the
Sicilian GLRaV-3 isolates using the SDTv1.2 program. The percentage to the identity score between
two sequences is indicated by each colored key.
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Figure S3. Nucleotide pairwise percent identity of the sequenced coat protein gene between the
Sicilian GLRaV-1 isolates and reference isolates using the SDTv1.2 program. The percentage to the
identity score between two sequences is indicated by each colored key.
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Figure S4. Nucleotide pairwise percent identity of the sequenced coat protein gene between the
Sicilian GLRaV-3 isolates and reference isolates using the SDTv1.2 program. The percentage to the
identity score between two sequences is indicated by each colored key.



