
Sample HC II Value Interpretation VisionArray 

Results 

S26  <1 Neg 42 

S27 <1 Neg 55 

S28  <1 Neg 42 

S29  <1 Neg Neg 

S30 <1 Neg 16+42 

S31  <1 Neg 6+11+53 

S32 <1 Neg Neg 

S33 <1 Neg Neg 

S34 <1 Neg Neg 

S35 <1 Neg Neg 

S36 <1 Neg Neg 

S37 <1 Neg Neg 

S38 <1 Neg Neg 

S39  352 Pos 16 

S40 225 Pos 35 

S41 1028 Pos 51 

S42  338 Pos 56 

S43 2338 Pos 56 

S44 2870 Pos 16+39 

S45 1.11 Pos 16+52+53 

S46 1.69 Pos 16+54+56+66 

S47  782 Pos 16+61 

S48  2.5 Pos 18+16 

S49 394.85 Pos 42+40+44+54 

S50  7.8 Pos 6+31 

Supplementary Table S1. Results of samples analyzed by HC II and VisionArray. Neg: Negative; Pos: 

Positive 

 

  



 

Supplementary Figure S1. Example of HPV positive sample (S16 Table 1) after NGS sequencing and 

alignment on PaVe database (https://pave.niaid.nih.gov/).  

https://pave.niaid.nih.gov/


 

Supplementary Figure S2. Example of HPV positive (A, S16 Table 1) and negative (B, S3 Table 1) 

specimens obtained by VisionArray® . Blu dots in the three corners are the Hybridization Grid control signals; 

blu dots pointed by the arrows are the HLA DNA control signals; red dots are the HPV positive signals. 


