Tropical Medicine and
Infectious Disease

Tree scale: 0.001 ¢

MN908947.3

hCoV-19/Bangladesh/G-31/2020|EP! ISL 600559/2020-03-26
hCoV-19/Bangladesh/G-23/2020|EPI ISL 600549|2020-03-21
c13|MN908947.3 <=1 Case number 4

~ hCoV-19/Bangladesh/BCSIR-NILMRC-052/2020|EPI ISL 466627|2020-06-01

— hCoV-19/Bangladesh/BCSIR-NILMRC-254/2020|EP! ISL 512774[2020-07-07

— hCoV-19/Bangladesh/CHRF-0060/2020|EP! ISL 625473]2020-07-31

5 hCoV-19/Bangladesh/BCSIR-NILMRC-315/2020[EP! ISL 498788/2020-05-31

I hCoV-19/Bangladesh/BCSIR-NILMRC 427/2020{EP| ISL 603249|2020-10-05

hCoV-19/Bangladesh/CHRF-0001/2020|EP! ISL 437912|2020-04-18

- hCoV-19/Bangladesh/BCSIR-NILMRC-116/2020|EPI ISL 475759|2020-06-07

- hCoV-19/Bangladesh/CU-CTG-76/2020|EP! ISL 735502|2020-08-26

E hCoV-19/Bangladesh/CU-CTG-38/2020|EPI ISL 735498|2020-12-04

hCoV-19/Bangladesh/BCSIR-NILMRC 392/2020|EP! ISL 603221|2020-10-14

hCoV-19/env/Bangladesh/JUS T-M7-34/2020|EPI ISL 583543]|2020-09-22

I— hCoV-19/Bangladesh/CU-CTG-57/2020|EPI ISL 735500|2020-12-02

L hCoV-19/Bangladesh/GRMDRC-5/2020|EPI ISL 775214/2020-11-14
c8|MN908947.3
-c6|MN908947.3 <3 Case number 2

— hCoV-19/Bangladesh/NIB-01/2020|EP! ISL 447904]2020-05-11

— hCoV-19/enviBangladesh/JUST-M8-35/2020|EPI ISL 583551|2020-09-24

hCoV-19/Bangladesh/250/2020|EP! ISL 600435|2020-04-10

hCoV-19/Bangladesh/CHRF-0059/2020|EPI ISL 625472|2020-08-04

L hCoV-19/Bangladesh/CU-CTG-18/2020|EPI ISL 735495|2020-11-15

Figure S1. Phylogenetic tree based on the SARS-CoV-2 genome, demonstrated homology between
the icddr,b SARS-CoV-2 genomes (case number 2 and 4) and other reported SARS-CoV-2 genomes
from Bangladesh retrieved from the GISAID database.
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