Table S3. Chikungunya and Mayaro viruses distribution throughout the years.

	Virus/year
	2014
	2015
	2016
	2017
	2018
	TOTAL
	

	Tested samples
	92
	59
	10
	147
	46
	354
	

	Negative samples
	62
	35
	6
	131
	42
	276
	

	Arbovirus positive samples*
	30
	24
	4
	16
	4
	78
	

	MAYV
	13
	10
	4
	6
	0
	33
	

	CHIK
	0
	0
	0
	0
	1
	1
	



*Results for ZIKV, DENV, and SLEV, which are discussed elsewhere (Vieira et al. 2019; Kubiszeski et al. 2020; Moraes et al. 2020).
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