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Abstract

:

Brucellosis is one of the most common contagious and communicable zoonotic diseases with high rates of morbidity and lifetime sterility. There has been a momentous increase over the recent years in intra/interspecific infection rates, due to poor management and limited resources, especially in developing countries. Abortion in the last trimester is a predominant sign, followed by reduced milk yield and high temperature in cattle, while in humans it is characterized by undulant fever, general malaise, and arthritis. While the clinical picture of brucellosis in humans and cattle is not clear and often misleading with the classical serological diagnosis, efforts have been made to overcome the limitations of current serological assays through the development of PCR-based diagnosis. Due to its complex nature, brucellosis remains a serious threat to public health and livestock in developing countries. In this review, we summarized the recent literature, significant advancements, and challenges in the treatment and vaccination against brucellosis, with a special focus on developing countries.
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1. Introduction


Brucellosis is thought to have been identified in the late Roman era, named because of its resemblance to the organism Brucellae (later called Brucella) from carbonized cheese. Brucellosis has been associated with military campaigns, predominantly in the Mediterranean region. The disease was first expounded by Sir David Bruce, Hughes, and Zammit while working in Malta; hence the name ‘Malta fever’ is occasionally used for typical fever conditions caused by Brucella and its two most common species B. abortus and B. melitensis. B. abortus was first reported as a causative agent of premature delivery in cattle and intermittent fever in humans [1,2]. Brucellosis stands first in the list of zoonotic bacterial diseases, and 500,000 cases are reported annually in disease-endemic regions [3,4,5,6,7].



Although brucellosis is a widespread livestock infection in the Middle East and North Africa, it has not been studied in detail, except for rough figures about the epidemiology of the infection in these regions [8]. The bacteria infect reproductive tissues, lymph nodes, and the spleen, and therefore cause inflammation, edema, and necrosis. In pregnant animals it causes placental lesions and increases the risks of abortion [9,10]. Brucellosis gains public health importance when the bacteria are transmitted to human via unpasteurized milk, meat, and animal byproducts, from infected animals [11]. Proper diagnosis is one of the key obstacles for the complete eradication of brucellosis. Although several serological tests such as the Rose Bengal tube test, serum agglutination test, and enzyme-linked immunosorbent assay (ELISA) are used for disease diagnosis in cattle; however, these are often found to be misleading [12]. In recent years, PCR-based validation along with serological tests are widely used to ensure proper diagnoses [13]. Apart from the risk to public health, it also raises financial concerns to livestock stakeholders or latent product consumers. Figure 1 is a graphical summarization of brucellosis infection [14,15].



1.1. Brucella: The Causative Agent of Brucellosis


Brucellosis is caused by Brucella, a Gram-negative, aerobic, and facultative intracellular coccobacillus [16]. Based on taxonomic distribution, Brucella is classified as α-proteobacteria, which is further divided into six species, each including several biovars. The species B. melitensis biovars 1–3 have been reported in sheep and goats, and B. abortus biovars 1–6 and 9 in cattle. Similarly, the B. suis biovars 1–3 are known to infect pigs, while B. suis biovar 4 and 5 are more common for infection in reindeer and small rodents. Among other common species, B. canis is found in dogs, B. ovis in sheep, and B. neotomae in desert wood rats. Recently, B. pinnipedialis (in seals) and B. ceti (in whales and dolphins) are newly reported species, infecting marine animals [17].



The genome structure of Brucella is composed of two chromosomes, without plasmids, making it unique in Bacteriaceae. The recent introduction of genome sequence projects and genome information of B. melitensis (Gene Bank NC003317) and (NC003318), B. suis (Gene Bank NC002969), and B. abortus has opened up further gates towards the understanding of the disease pathogenicity and its mode of virulence [18,19]. Classification is usually based on the distinction between pathogenicity and host partiality [20]. B. abortus and B. melitensis are the key bovine brucellosis bacteria, while B. abortus, B. melitensis, B. suis, and B. canis are known for their infectivity in humans. Studies have also reported B. melitensis infection in sheep and goats [21,22].




1.2. Brucellosis Transmission


The infection of Brucella species is commonly mediated by direct contact with the placenta, fetus, fetal fluids, and vaginal discharges or byproducts (e.g., milk, meat, and cheese) from infected animals [23,24]. This explains why the typical route of infection is either direct ingestion or via mucous membranes, broken skin, and in rare cases intact skin [25,26]. Professional health workers are frequent victims of Brucella infection, especially in regions of prevalent disease, and it is documented that nearly 12% of laboratory workers in Spain get brucellosis during fieldwork [27,28]. In addition, in utero transmission, person-to-person transmission, and transmission associated with tissue transplantation have been observed in rare cases [29,30,31]. Aerial bacteria also remain a severe threat of infection, either by inhaling organisms or through the conjunctiva. Brucellosis also spreads via vertical transmission, by infecting new-born calves and lambs in the uterus [32].




1.3. Global Public Health Concerns


Brucellosis has been reported in 86 different countries worldwide and is a serious threat not only to livestock but also to human health globally. Despite its brutal impact on economic loss, it is also associated with high morbidity, both for humans and animals in developing countries [25,33]. North African and Near East countries are listed at the top for infection and cross-infection of brucellosis [34,35]. Brucella melitensis and B. abortus persistence has been confirmed in most Middle Eastern countries, but African and Asian continents are not spared either [36,37]. Brucella abortus and B. suis infection is widespread throughout Central America [38]. In Europe, human brucellosis is thought to be associated with travellers and immigrants from the Middle East or the private import of dairy products from endemic areas [37,39,40,41].



Brucella infection is widespread in several South Asian/Asian countries including Pakistan, India, China, and Sri Lanka, in humans as well as in animals [42,43,44,45]. In 1950, Brucella was for the first time reported in animals in Malaysia, and the government undertook an eradication strategy for bovine, ovine, and caprine brucellosis (National Surveillance Program for Animal Brucellosis) since 1978 [46]. Additionally, a series of studies documented the seropositive cases of brucellosis in humans mainly in veterinary professionals and farmers that had close contact with animals. The prevalence of brucellosis is more common in males (90%) ranging from 20–45 years old in Malaysia [47]. This showed that Brucella infection is highly zoonotic, as males are commonly involved in the handling of livestock and their products in Malaysia. Brucellosis occurrence fluctuates extensively, not only between countries but also within a country.



Though we lack solid evidence, a report suggests that in Iraq and Egypt occupation and socioeconomic status are associated with the rate of Brucella infection [35,48]. This possibly explains the high brucellosis incidence in low- and middle-income countries. To further endorse this, it was not surprising that brucellosis is more common in specific communities even in developed countries, such as Turkish immigrants in Germany or Hispanics in the USA—communities with poor socioeconomic status [49,50]. The studies above are enough to assume that though brucellosis is common in underdeveloped/developing countries or even in communities with poor socioeconomic status, in developed countries due to its infectious nature, the risk circle of Brucella infection might potentially extend to safe havens in the near future [51,52].



Dissecting the occupational hazard of brucellosis, the disease is commonly found in shepherds, people working in the dairy or meat industry, veterinarians, and laboratory professionals. Males are more prone to infection compared to females, being more likely to adopt such occupations. However, in rural areas where women handle livestock, the incidence rate is elevated in females [53,54]. Brucellosis prevalence is common in people of the age group 13–40 years; in northern Saudi Arabia, it decreases in the older aged group [55]. However, vulnerability gets worse in aged groups, and can even lead to destructive localized brucellosis of the spine in cases of acute localized brucellosis [56]. Children are rarely susceptible to brucellosis, except in the regions that lack the proper pasteurization of milk [57]. This leads us to conclude that brucellosis does not associate with gender and age, but rather occupation and exposure to bacterial infection.




1.4. Clinical Picture of Brucellosis in Cattle


Brucellosis is a widespread reproductive disease, commonly causing abortion, death of young ones, stillbirth, retained placenta or birth of weak calves, delayed calving, male infertility, and marked reduction in milk yield [37,58,59,60]. It infects almost all domestic species except cats, which are naturally resistant to Brucella infection [59]. In bulls, the disease is characterized by fever, vesiculitis, orchitis, and epididymitis. In severe cases, it can also be the reason for testicular abscesses, metritis or orchitis that can lead to lifetime infertility. In animals, brucellosis symptoms can be varied from severe acute to sub-acute or chronic, depending upon the organ of infection and the type of animal [60]. When a pregnant animal is infected by Brucella, a visible swelling of the mammary gland to the navel region and bleeding from the vagina is not uncommon, even if the cow does not abort. The enlarged udder size (appearance of the 9th month of a pregnant cow) could be used as an indication for the high stage of the disease, where animals shed bacteria in urine, milk, and vaginal discharges.




1.5. Human Brucellosis


Human brucellosis is known by many different names such as Malta fever, Cyprus or Mediterranean fever, intermittent typhoid, rock fever of Gibraltar, and more commonly, undulant fever [61]. The usual incubation period of one to four weeks can be extended up to several months before complete symptoms appear. Infection among children is generally more benign than in adults, concerning the likelihood and severity of complications and response to treatment [62].



Fever is one of the most common symptoms across patients; intermittent in 60% of patients with acute and chronic brucellosis, while undulant in 40% of patients with subacute brucellosis. Fever is thought to be linked to relative bradycardia and fever of unknown origin (FUO) is a more common initial diagnosis in patients in areas of low endemicity. Nearly 80% of patients suffer from chills, and 20% of patients develop a cough and dyspnea without any active pulmonary involvement. Additionally, pleuritic chest pain may affect patients with underlying empyema [16,63,64].



Brucellosis also increases the risk of spontaneous abortion, premature delivery, miscarriage, and intrauterine infection with fetal death in humans as well, which is accompanied with malaise, fatigue, and arthritis [28,63]. Septicemias with sudden onset followed by high fever, emaciation, restlessness, undulant fever, sexual impotence, insomnia, headache, loss of appetite, and weight loss can also be seen in an infected patient [65]. The detailed symptoms of brucellosis have been documented; however, due to their protean and complex nature, clinical manifestations cannot be relied on for diagnosis [66]. In humans, brucellosis is not confined to the reproductive system, but is also known to cause neurobrucellosis with clinical manifestation of meningitis, encephalitis, stroke, radiculitis, myelitis, peripheral neuropathies, and neuropsychiatric features [67,68]. Studies have also reported sensorineural deafness, spastic paraparesis, followed by brisk tendon reflexes, bilateral ankle clonus, and extensor plantar responses [69].





2. Diagnosis of Brucellosis


2.1. Serological Tests


At the moment, no specific diagnostic test is available to identify Brucella. Therefore, conventional serological examination must be accompanied with more supportive analysis [59,70]. Serological methods are used for the initial screening of human brucellosis, as well as during follow-up treatment. Due to the consistent false negativity of serological tests in early days of infection, serial serological testing is usually recommended, which will not only help in proper diagnosis but also add to monitoring for response to treatment.



During the first week of illness, the changes in immunoglobulin (Ig) M isotype antibodies predominate, followed by an elevated level of IgG in the second week [71]. The titers of both subtypes continuously increase and reaches the peak within four weeks. Generally, a decline in antibody levels can be seen after antibiotic treatment, while relapse is often characterized by a second peak of anti-Brucella IgG and IgA, but not IgM [72]. At present, no standardized reference antigen for serological tests is available, therefore, combinations of several serological tests are recommended.



The investigative antigen of standard serological tests is usually prepared from whole-cell extract, which is majorly constituted of smooth lipopolysaccharides (S-LPS). During natural infection, the humoral immune reaction is characterized by antibody production against S-LPS, and therefore, diagnostic assays identify agglutinating and non-agglutinating antibodies. However, the diagnostic tool based on anti-LPS detection might lose its specificity due to its cross-reactivity with other clinically-relevant bacteria.



The immune-dominant epitope of the Brucella O-polysaccharide shows similarities with many other bacteria, such as Yersinia enterocolitica O:9, Salmonella urbana group N, Vibrio cholerae, Francisella tularensis, Escherichia coli O157, and Stenotrophomonas maltophilia [72,73]. Some Brucella species do not share similarities in S-LPS antigen, due to which the current conventional serological test loses its global application. Canine brucellosis, caused by B. canis, lacks S-LPS antigen, and thus cannot be diagnosed by standard S-LPS-based serological assays [74].



Among the serological methods currently in practice, the serum agglutination test (SAT) is commonly used for the diagnosis of Brucella infection in humans [72]. The updated serum tests (slide, plate, and card agglutination) have replaced the laborious and time consuming methods (i.e., Wright test) that were routinely used for clinical diagnosis of brucellosis. The Rose Bengal test (RBT) is an example of a card test used in endemic countries for the rapid diagnosis and screening of patients in emergency departments [75]. However, it is generally recommended that the RBT must be used in combination with other standard serological tests for more reliable detection and to avoid false positives. In high-risk populations, testing of diluted sera using the RBT might be a reasonable choice to reduce the need for a huge number of assenting tests [76]. The significance of diagnostic titers in follow-up sera from patients with brucellosis can be examined only within the circumstance of a well-matched clinical representation [69]. The lateral flow assay is another tool appropriate for rapid field or bedside testing in low socio-economic endemic areas, where laboratories lack modern facilities. This assay is even considered more accurate and specific than the SAT in chronic and complex cases [77].



Acomparative analysis of three tests (RBT, SAT, and Coombs’ test (CT)) recommended Coombs gel test regarding specificity and sensitivity [78]. Several other serological tests are also used for diagnosis including the standard tube agglutination test (STAT), enzyme-linked immunosorbent assay (ELISA), milk ring test (MRT), and fluorescence polarization assay (FPA) [79]. Among them the SAT remained the most popular and used test for routine diagnostic practice worldwide [49]. Immunoglobulins including immunoglobulin M (IgM), IgG, and IgA measurement by ELISA reflect the better image of clinical disease manifestation. Compared to the SAT, ELISA yields higher sensitivity and specificity, therefore it is widely used in the diagnosis of chronic cases of brucellosis to detect incomplete antibodies [80,81].



Complement fixation test (CFT) is an option developed for the detection of IgG, but mostly used as a confirmatory test because of its cross-reactivity with B. abortus S19 vaccinated cattle [82]. The classical CT helps in the detection of incomplete, non-agglutinating or blocking antibodies, and is considered a suitable test to detect slight changes in anti-Brucella antibody titers during relapse and chronic courses [73].



Despite the fact that several serological assays are available in clinics, none of them meet the standard criteria for a convincing diagnosis. None of the assays are recommended to be used alone in endemic areas, and a verification test is often required [83].



Due to the lack of specificity and sensitivity of serological tests and culture techniques, different molecular methods have been optimized both for the diagnosis of bovine and human brucellosis [84].




2.2. Molecular Diagnosis


Polymerase chain reaction (PCR)-based diagnosis has been adopted in recent decades and is rapidly replacing conventional assays for diagnosis in clinical laboratories. In the same fashion, PCR-based detection of Brucella has also emerged as a novel and much more efficient diagnostic tool. Moreover, it not only detects but also accurately distinguishes between acute, subacute, and chronic infection. The pioneering approach using PCR for Brucella diagnosis was reported in early 1990s [85]. Blood is an easy source of DNA for the diagnosis of Brucella infection. In addition, various other clinical specimens including serum, urine, and cerebrospinal, synovial or pleural fluid and pus can also be used for Brucella detection [86,87]. In recent years, serum is the preferred source of DNA in molecular diagnostic assays, due to its anticoagulant and hemoglobin-free nature.



The detection of Brucella DNA in patients is considered a challenging task because of the lower number of bacteria in infected tissue and the inhibitory effects taking place from surrounding substances [88]. The standard methods used for sample preparation must include a step that reduces matrix inhibitory influences and deliberate bacterial DNA. Additionally, the residual PCR inhibition by complex matrices can also be overcome through the use of proper internal amplification control [89]. The QIAamp™ DNA Mini Kit (Qiagen Inc., Valencia, CA, USA) and the UltraClean™ DNA Blood Spin Kit (MO BIO Laboratories Inc., Carlsbad, CA, USA) are commercially-available kits, ready to be used for Brucella DNA extraction from serum, blood, and other tissue samples [90]. The circulating macrophages engulf and processes bacteria and negatively affect the PCR-based detection. However, the modern PCR method has the ability to detect even the non-viable or phagocytosed microorganisms [91]. Brucella DNA has also been successfully detected in milk samples from an infected animal using PCR-based assay [92].



Various gene and loci have been identified as potential targets for PCR-based amplification [50,93]. For example, IS711 insertion element is a potential target that can be used for the detection of traceable bacteria as its multiple copies are found in the Brucella chromosomes [94]. Moreover, 16S rRNA also serves as a potential target, not only for Brucella but also related microorganisms [95]. The species-specific real-time PCR and conventional Bruce-ladder PCR assays are also considered to be key tools, used for confirmation and delineation of Brucella species [96]. For the diagnosis of human brucellosis, multilocus variable number tandem repeat analysis 16 loci panel (MLVA-16) is considered to be an authentic target [97].



Summarizing the facts, molecular diagnostics have the edge over conventional methods as they are robust and versatile, and due to the non-infectious nature of DNA, therefore safer for laboratory personnel. PCR-based detection is also more reliable and specific when compared to the serum plate agglutination test (SPAT) [98,99]. However, for a PCR-based assay, a specialized machine like a conventional thermocycler or real-time PCR is required along with skilled personnel. Moreover, specific primers for each Brucella species will be required.





3. Treatment of Brucellosis


Though the complex nature of brucellosis makes it harder to treat, long-term treatment with an antibiotic is thought to be beneficial. In most cases, antibiotics in combination are found to be more effective against the infection; however, the state of the disease still does not lose its importance [100,101]. Several conventional antibiotics including tetracycline, trimethoprim-sulfamethoxazole, aminoglycosides, rifampicin, quinolones, chloramphenicol, doxycycline, and streptomycin are commonly used in clinics [102,103]. In several cases, the application of antibiotics in a specific order has given best results. Likewise, a case reported that treatment with doxycycline for six months, followed by streptomycin for three weeks was found very effective against brucellosis in human [104]. Another study reported that the alkaloid columbamine in combination with jatrorrhizine were more effective against brucellosis caused by B. abortus compared to a combination of streptomycin and rifampicin [105]. The World Health Organization recommends that acute brucellosis cases be treated with oral doxycycline and rifampicin (600 mg for six weeks) [106]. However, rifampicin monotherapy is in common practice for treating brucellosis in pregnant women, and a combined therapy of sulphamethoxazole and trimethoprim is recommended for children [107]. In underdeveloped countries, treatment of cattle is not a common practice; however, the infected animals are isolated, culled or slaughtered to prevent the spreading of infection to other herd and at substantial veterinary costs.



In China, a case of subdural empyema complicated by intracerebral abscess due to Brucella infection was effectively treated with antibiotic therapy (ceftriaxone, doxycycline, rifapentine) [108]. In line with this, several reports suggested the combination therapy of doxycycline and rifampicin for six weeks is enough to eradicate Brucella infection, as well as associated complications [46,109,110,111]. This combination of doxycycline and rifampicin has also been proven experimentally [112]. As a result of continued efforts by the scientific community to develop an effective therapeutics, Caryopteris mongolica Bunge (Lamiaceae) has been tested in combination with doxycycline [113,114]. Despite the fact that several therapeutics are in practice which makes the disease manageable, an effective therapeutic is required for the complete treatment of brucellosis.




4. Vaccination against Brucellosis


To overcome the widespread intra- and inter-species infection of brucellosis, potent vaccination would be the best strategy [115]. Currently, several vaccines including S19, RB51, B. melitensis Rev.1, lysate, live vectored vaccine, mucosal vaccine subunit, and DNA vaccines are available for brucellosis [116,117,118]. In cattle, B. abortus strain 19 and RB 51 are the most commonly practiced vaccines [119,120]. S19 is used to vaccinate young female calves (3 to 12 months); however, it is not recommended for pregnant cattle, as it results in abortion [121]. S19 was found more effective in developing long-term immunity, when compared with RB51, in young calves [116,122,123]. However, RB51 does not interfere with serological diagnosis [124,125].



S19 and RB51 are live attenuated vaccines derived from B. abortus [126]. A cocktail lysate of S19 and RB51 was also tested as an immune-therapy to treat the bracelet infected cattle [114]. DNA vaccines have also been tested and show promising results when compared with S19 and RB51; however, several boosters were required to achieve the desired immunity [127,128]. In China, the S2 vaccine is widely in practice; however, it triggers an innate immune response and causes increased inflammation [129]. In conclusion, no effective and relatively safe vaccine is available that provides long-term protection against brucellosis.




5. Control Strategies for Prevention of Brucellosis


An effective approach should be adopted to eradicate and prevent brucellosis in cattle and humans. Diagnosing, curing/eradicating, and prevention are the golden rules often recommended by experts [130,131]. The slaughtering and proper disposal of seropositive animals to decrease the incidence of infection in healthy animals and effective vaccination and hygienic practices would reduce the disease spreading in/from endemic regions [132]. Vaccination is an effective strategy to prevent the spread of brucellosis and is in practice worldwide. However, there is demand for the development of new vaccines that are safer and more effective [9].



To cover the zoonotic aspects of brucellosis, proper education of field farmers, field workers, and the local community in endemic regions is required. The effective pasteurization of milk and other products and disinfection of meat is of key importance before consumption. The regular sterilization of labwares and laboratory tools would also result in a decrease in infection of clinical laboratory personnel [133].



Apart from local efforts, an effective global policy is required for the complete eradication of brucellosis. Proper veterinary legislation must be implemented and policies regarding animal health need to be encouraged. Modern updated knowledge on brucellosis should be delivered to farmers, veterinary professionals, and health educators, especially for rural populations, which will help to prevail over the dispersal of Brucella infection [134,135].




6. Conclusions


Brucellosis is not only a threat to livestock but also a global public health issue. Unfortunately, we lack not only a proper treatment but also a reliable diagnosis. Adequate and timely diagnosis of brucellosis is necessary to control and treat the disease in the best way. Different serological and molecular methods are used for the screening of the disease. However, each test has some drawbacks in one way or another. So here we suggest that due to the zoonotic importance of the Brucella infection, it is necessary to handle the disease in a proper way and a combination of particular tests should be used to screen for brucellosis in both humans and animals. The different cited studies regarding brucellosis in humans and cattle revealed that the combination of both the molecular and serological methods must be practiced for accurate diagnosis. If the infected animals are in chronic infected condition, they should be culled to prevent the disease spreading. The formal education and necessary training of farmers, especially those living in rural areas, would also help to get control over the disease. With rising interest of the scientific community in brucellosis, a significant improvement in diagnosis and treatment is expected. We are also in need of a broad-spectrum vaccine against Brucella for complete eradication of the disease worldwide.







Author Contributions


M.Z.K. and M.Z. wrote this review paper; moreover, M.Z. designed, supervised, and revised the manuscript.




Conflicts of Interest


The authors declare no conflict of interest.




References


	



Cutler, S.J.; Whatmore, A.M.; Commander, N.J. Brucellosis—New aspects of an old disease. J. Appl. Microbiol. 2005, 98, 1270–1281. [Google Scholar] [CrossRef] [PubMed]

	



Christopher, S.; Umapathy, B.; Ravikumar, K. Brucellosis: Review on the recent trends in pathogenicity and laboratory diagnosis. J. Lab. Physicians 2010, 2, 55–60. [Google Scholar] [CrossRef] [PubMed]

	



Johansen, M.V.; Welburn, S.C.; Dorny, P.; Brattig, W.N. Control of neglected zoonotic diseases. Acta Trop. 2017, 165, 1–2. [Google Scholar] [CrossRef] [PubMed]

	



Olsen, S.C.; Palmer, M.V. Advancement of knowledge of Brucella over the past 50 years. Vet. Pathol. 2014, 51, 1076–1089. [Google Scholar] [CrossRef] [PubMed]

	



Byndloss, M.X.; Tsolis, R.M. Brucella spp. Virulence factors and immunity. Annu. Rev. Anim. Biosci. 2016, 4, 111–127. [Google Scholar] [CrossRef] [PubMed]

	



Von Bargen, K.; Gorvel, J.P.; Salcedo, S.P. Internal affairs: Investigating the Brucella intracellular lifestyle. FEMS Microbiol. Rev. 2012, 36, 533–562. [Google Scholar] [CrossRef] [PubMed]

	



Pappas, G.; Papadimitriou, P.; Akritidis, N.; Christou, L.; Tsianos, V.E. The new global map of human brucellosis. Lancet Infect. Dis. 2006, 6, 91–99. [Google Scholar] [CrossRef]

	



Foster, J.T.; Walker, M.F.; Rannals, D.B.; Hussain, H.M.; Drees, P.K.; Tiller, V.R.; Hoffmaster, R.A.; Al-Rawahi, A.; Keim, P.; Saqib, M. African lineage Brucella melitensis isolates from Omani livestock. Front. Microbiol. 2017, 8, 2702. [Google Scholar] [CrossRef] [PubMed]

	



Wernery, U. Camelid brucellosis: A review. Rev. Sci. Tech. 2014, 33, 839–857. [Google Scholar] [CrossRef] [PubMed]

	



Narnaware, S.D.; Dahiya, S.S.; Kumar, S.; Tuteja, C.F.; Nath, K.; Patil, V.N. Pathological and diagnostic investigations of abortions and neonatal mortality associated with natural infection of Brucella abortus in dromedary camels. Comp. Clin. Pathol. 2017, 26, 79–85. [Google Scholar] [CrossRef]

	



Garcell, H.G.; Garcia, G.E.; Pueyo, V.P.; Martin, R.I.; Arias, V.A.; Alfonso Serrano, N.R. Outbreaks of brucellosis related to the consumption of unpasteurized camel milk. J. Infect. Public Health 2016, 9, 523–527. [Google Scholar] [CrossRef] [PubMed]

	



Gwida, M.M.; El-Gohary, H.A.; Melzer, F.; Khan, I.; Rosler, U.; Neubauer, H. Brucellosis in camels. Res. Vet. Sci. 2012, 92, 351–355. [Google Scholar] [CrossRef] [PubMed]

	



Gwida, M.M.; El-Gohary, H.A.; Melzer, F.; Tomaso, H.; Wernery, U.; Wernery, R.; Elschner, C.M.; Eickhoff, M.; Schoner, D.; Khan, I.; et al. Comparison of diagnostic tests for the detection of Brucella spp. in camel sera. BMC Res. Notes 2011, 4, 525. [Google Scholar] [CrossRef] [PubMed]

	



Rushton, J.; Thornton, P.K.; Otte, M.J. Methods of economic impact assessment. Rev. Sci. Tech. 1999, 18, 315–342. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Jo, C. Cost-of-illness studies: Concepts, scopes, and methods. Clin. Mol. Hepatol. 2014, 20, 327–337. [Google Scholar] [CrossRef] [PubMed]

	



Pappas, G.; Bosilkovski, M.; Akritidis, N.; Tsianos, V.E. Brucellosis. N. Engl. J. Med. 2005, 352, 2325–2336. [Google Scholar] [CrossRef] [PubMed]

	



Foster, G.; Osterman, S.B.; Godfroid, J.; Jacques, I.; Cloeckaert, A. Brucella ceti sp. nov. and Brucella pinnipedialis sp. nov. for Brucella strains with cetaceans and seals as their preferred hosts. Int. J. Syst. Evol. Microbiol. 2007, 57, 2688–2693. [Google Scholar] [CrossRef] [PubMed]

	



DelVecchio, V.G.; Kapatral, V.; Redkar, R.J.; Patra, G.; Mujer, C.; Los, T.; Ivanova, N.; Anderson, I.; Bhattacharyya, A.; Lykidis, A.; et al. The genome sequence of the facultative intracellular pathogen Brucella melitensis. Proc. Natl. Acad. Sci. USA 2002, 99, 443–448. [Google Scholar] [CrossRef] [PubMed]

	



Sanchez, D.O.; Zandomeni, O.R.; Cravero, S.; Verdun, E.R.; Pierrou, E.; Faccio, P.; Diaz, G.; Lanzavecchia, S.; Aguero, F.; Frasch, C.A.; Andersson, G.S.; et al. Gene discovery through genomic sequencing of Brucella abortus. Infect. Immun. 2001, 69, 865–868. [Google Scholar] [CrossRef] [PubMed]

	



Moreno, E.; Cloeckaert, A.; Moriyon, I. Brucella evolution and taxonomy. Vet. Microbiol. 2002, 90, 209–227. [Google Scholar] [CrossRef]

	



Niza, M.M.R.E.; Félix, N.; Vilela, C.L.; Peleteiro, M.C.; Ferreira, A.J.A. Cutaneous and ocular adverse reactions in a dog following meloxicam administration. Vet. Dermatol. 2007, 18, 45–49. [Google Scholar] [CrossRef] [PubMed]

	



Liu, F.; Li, M.J.; Zeng, L.F.; Zong, Y.; Leng, X.; Shi, K.; Diao, C.N.; Li, D.; Li, Y.B.; Zhao, Q.; Du, R. Prevalence and risk factors of brucellosis, chlamydiosis, and bluetongue among Sika deer in Jilin Province in China. Vector Borne Zoonotic Dis. 2018, 18, 226–230. [Google Scholar] [CrossRef] [PubMed]

	



Godfroid, J.; Cloeckaert, A.; Liautard, P.J.; Kohler, S.; Fretin, D.; Walravens, K.; Garin-Bastuji, B.; Letesson, J.J. From the discovery of the Malta fever’s agent to the discovery of a marine mammal reservoir, brucellosis has continuously been a re-emerging zoonosis. Vet. Res. 2005, 36, 313–326. [Google Scholar] [CrossRef] [PubMed]

	



Ferrero, M.C.; Hielpos, S.M.; Carvalho, B.N.; Barrionuevo, P.; Corsetti, P.P.; Giambartolomei, H.G.; Oliveira, C.S.; Baldi, C.P. Key role of toll-like receptor 2 in the inflammatory response and major histocompatibility complex class ii downregulation in Brucella abortus-infected alveolar macrophages. Infect. Immun. 2014, 82, 626–639. [Google Scholar] [CrossRef] [PubMed]

	



Tadesse, G. Brucellosis seropositivity in animals and humans in Ethiopia: A meta-analysis. PLoS Negl. Trop. Dis. 2016, 10, e0005006. [Google Scholar] [CrossRef] [PubMed]

	



Poester, F.P.; Samartino, L.E.; Santos, R.L. Pathogenesis and pathobiology of brucellosis in livestock. Rev. Sci. Tech. 2013, 32, 105–115. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Bouza, E.; Sanchez-Carrillo, C.; Hernangomez, S.; Gonzalez, J.M. Laboratory-acquired brucellosis: A Spanish national survey. J. Hosp. Infect. 2005, 61, 80–83. [Google Scholar] [CrossRef] [PubMed]

	



Kose, S.; Serin Senger, S.; Akkoclu, G.; Kuzucu, L.; Ulu, Y.; Ersan, G.; Oguz, F. Clinical manifestations, complications, and treatment of brucellosis: Evaluation of 72 cases. Turk. J. Med. Sci. 2014, 44, 220–223. [Google Scholar] [CrossRef] [PubMed]

	



Giannacopoulos, I.; Eliopoulou, M.I.; Ziambaras, T.; Papanastasiou, D.A. Transplacentally transmitted congenital brucellosis due to Brucella abortus. J. Infect. 2002, 45, 209–210. [Google Scholar] [CrossRef] [PubMed]

	



Kotton, C.N. Zoonoses in solid-organ and hematopoietic stem cell transplant recipients. Clin. Infect. Dis. 2007, 44, 857–866. [Google Scholar] [CrossRef] [PubMed]

	



Tuon, F.F.; Gondolfo, R.B.; Cerchiari, N. Human-to-human transmission of Brucella—A systematic review. Trop. Med. Int. Health 2017, 22, 539–546. [Google Scholar] [CrossRef] [PubMed]

	



Rossetti, C.A.; Arenas-Gamboa, A.M.; Maurizio, E. Caprine brucellosis: A historically neglected disease with significant impact on public health. PLoS Negl. Trop. Dis. 2017, 11, e0005692. [Google Scholar] [CrossRef] [PubMed]

	



Colmenero, J.D.; Reguera, M.J.; Martos, F.; Sanchez-De-Mora, D.; Delgado, M.; Causse, M.; Martin-Farfan, A.; Juarez, C. Complications associated with Brucella melitensis infection: A study of 530 cases. Medicine 1996, 75, 195–211. [Google Scholar] [CrossRef] [PubMed]

	



Aggad, H.; Boukraa, L. Prevalence of bovine and human brucellosis in western Algeria: Comparison of screening tests. East Mediterr. Health J. 2006, 12, 119–128. [Google Scholar] [PubMed]

	



Jennings, G.J.; Hajjeh, A.R.; Girgis, Y.F.; Fadeel, A.M.; Maksoud, A.M.; Wasfy, O.M.; El-Sayed, N.; Srikantiah, P.; Luby, P.S.; Earhart, K.; et al. Brucellosis as a cause of acute febrile illness in Egypt. Trans. R. Soc. Trop. Med. Hyg. 2007, 101, 707–713. [Google Scholar] [CrossRef] [PubMed]

	



Musallam, I.I.; Abo-Shehada, N.M.; Hegazy, M.Y.; Holt, R.H.; Guitian, J.F. Systematic review of brucellosis in the Middle East: Disease frequency in ruminants and humans and risk factors for human infection. Epidemiol. Infect. 2016, 144, 671–685. [Google Scholar] [CrossRef] [PubMed]

	



Garofolo, G.; Fasanella, A.; Di Giannatale, E.; Platone, I.; Sacchini, L.; Persiani, T.; Boskani, T.; Rizzardi, K.; Wahab, T. Cases of human brucellosis in Sweden linked to Middle East and Africa. BMC Res. Notes 2016, 9, 277. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



McDermott, J.; Grace, D.; Zinsstag, J. Economics of brucellosis impact and control in low-income countries. Rev. Sci. Tech. 2013, 32, 249–261. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Moreno, E. Brucellosis in Central America. Vet. Microbiol. 2002, 90, 31–38. [Google Scholar] [CrossRef]

	



Hanot Mambres, D.; Boarbi, S.; Michel, P.; Bouker, N.; Escobar-Calle, L.; Desqueper, D.; Fancello, T.; Van Esbroeck, M.; Godfroid, J.; Fretin, D. Imported human brucellosis in Belgium: Bio- and molecular typing of bacterial isolates, 1996–2015. PLoS ONE 2017, 12, e0174756. [Google Scholar] [CrossRef] [PubMed]

	



Georgi, E.; Walter, C.M.; Pfalzgraf, T.M.; Northoff, H.B.; Holdt, M.L.; Scholz, C.H.; Zoeller, L.; Zange, S.; Antwerpen, H.M. Whole genome sequencing of Brucella melitensis isolated from 57 patients in Germany reveals high diversity in strains from Middle East. PLoS ONE 2017, 12, e0175425. [Google Scholar] [CrossRef] [PubMed]

	



Norman, F.F.; Monge-Maillo, B.; Chamorro-Tojeiro, S.; Perez-Molina, A.J.; Lopez-Velez, R. Imported brucellosis: A case series and literature review. Travel Med. Infect. Dis. 2016, 14, 182–199. [Google Scholar] [CrossRef] [PubMed]

	



Neha, A.K.; Kumar, A.; Ahmed, I. Comparative efficacy of serological diagnostic methods and evaluation of polymerase chain reaction for diagnosis of bovine brucellosis. Iran. J. Vet. Res. 2017, 18, 279–281. [Google Scholar] [PubMed]

	



Tiwari, S.; Kumar, A.; Thavaselvam, D.; Mangalgi, S.; Rathod, V.; Prakash, A.; Barua, A.; Arora, S.; Sathyaseelan, K. Development and comparative evaluation of a plate enzyme-linked immunosorbent assay based on recombinant outer membrane antigens Omp28 and Omp31 for diagnosis of human brucellosis. Clin. Vaccine Immunol. 2013, 20, 1217–1222. [Google Scholar] [CrossRef] [PubMed]

	



Chen, Q.; Lai, S.; Yin, W.; Zhou, H.; Li, Y.; Mu, D.; Li, Z.; Yu, H.; Yang, W. Epidemic characteristics, high-risk townships and space-time clusters of human brucellosis in Shanxi Province of China, 2005–2014. BMC Infect. Dis. 2016, 16, 760. [Google Scholar] [CrossRef] [PubMed]

	



Hartady, T.; Saad, Z.M.; Bejo, K.S.; Salisi, S.M. Clinical human brucellosis in Malaysia: A case report. Asian Pac. J. Trop. Dis. 2014, 4, 150–153. [Google Scholar] [CrossRef]

	



Tay, B.Y.; Ahmad, N.; Hashim, R.; Mohamed Zahidi, A.J.; Thong, L.K.; Koh, P.X.; Mohd Noor, A. Multiple-locus variable-number tandem-repeat analysis (MLVA) genotyping of human Brucella isolates in Malaysia. BMC Infect. Dis. 2015, 15, 220. [Google Scholar] [CrossRef] [PubMed]

	



Garba, B.; Bahaman, R.A.; Khairani-Bejo, S.; Zakaria, Z.; Mutalib, R.A. Retrospective study of leptospirosis in Malaysia. Ecohealth 2017, 14, 389–398. [Google Scholar] [CrossRef] [PubMed]

	



Yacoub, A.A.; Bakr, S.; Hameed, M.A.; Al-Thamery, A.A.; Fartoci, J.M. Seroepidemiology of selected zoonotic infections in Basra region of Iraq. East Mediterr. Health J. 2006, 12, 112–118. [Google Scholar] [PubMed]

	



Al Dahouk, S.; Neubauer, H.; Hensel, A.; Schoneberg, I.; Nockler, K.; Alpers, K.; Merzenich, H.; Stark, K.; Jansen, A. Changing epidemiology of human brucellosis, Germany, 1962–2005. Emerg. Infect. Dis. 2007, 13, 1895–1900. [Google Scholar] [CrossRef] [PubMed]

	



Doyle, T.J.; Bryan, R.T. Infectious disease morbidity in the US region bordering Mexico, 1990–1998. J. Infect. Dis. 2000, 182, 1503–1510. [Google Scholar] [CrossRef] [PubMed]

	



Leiser, O.P.; Corn, L.J.; Schmit, S.B.; Keim, S.P.; Foster, T.J. Feral swine brucellosis in the United States and prospective genomic techniques for disease epidemiology. Vet. Microbiol. 2013, 166, 1–10. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Boschiroli, M.L.; Foulongne, V.; O’Callaghan, D. Brucellosis: A worldwide zoonosis. Curr. Opin. Microbiol. 2001, 4, 58–64. [Google Scholar] [CrossRef]

	



Mantur, B.G.; Biradar, S.M.; Bidri, C.R.; Mulimani, S.M.; Veerappa, P.; Kariholu, P.; Patil, B.S.; Mangalgi, S.S. Protean clinical manifestations and diagnostic challenges of human brucellosis in adults: 16 years’ experience in an endemic area. J. Med. Microbiol. 2006, 55, 897–903. [Google Scholar] [CrossRef] [PubMed]

	



Makita, K.; Fevre, M.E.; Waiswa, C.; Kaboyo, W.; De Clare Bronsvoort, M.B.; Eisler, C.M.; Welburn, C.S. Human brucellosis in urban and peri-urban areas of Kampala, Uganda. Ann. N. Y. Acad. Sci. 2008, 1149, 309–311. [Google Scholar] [CrossRef] [PubMed]

	



Fallatah, S.M.; Oduloju, J.S.; Al-Dusari, N.S.; Fakunle, M.Y. Human brucellosis in Northern Saudi Arabia. Saudi Med. J. 2005, 26, 1562–1566. [Google Scholar] [PubMed]

	



Alp, E.; Doganay, M. Current therapeutic strategy in spinal brucellosis. Int. J. Infect. Dis. 2008, 12, 573–577. [Google Scholar] [CrossRef] [PubMed]

	



Celebi, G.; Külah, C.; Kiliç, S.; Üstündağ, G. Asymptomatic Brucella bacteraemia and isolation of Brucella melitensis biovar 3 from human breast milk. Scand. J. Infect. Dis. 2007, 39, 205–208. [Google Scholar] [CrossRef] [PubMed]

	



Arif, S.; Thomson, C.P.; Hernandez-Jover, M.; McGill, M.D.; Warriach, M.H.; Heller, J. Knowledge, attitudes and practices (KAP) relating to brucellosis in smallholder dairy farmers in two provinces in Pakistan. PLoS ONE 2017, 12, e0173365. [Google Scholar] [CrossRef] [PubMed]

	



Currò, V.; Marineo, S.; Vicari, D.; Galuppo, L.; Galluzzo, P.; Nifosì, D.; Pugliese, M.; Migliazzo, A.; Torina, A.; Caracappa, S. The isolation of Brucella spp. from sheep and goat farms in Sicily. Small Rumin. Res. 2012, 106, S2–S5. [Google Scholar]

	



Buzgan, T.; Karahocagil, K.M.; Irmak, H.; Baran, I.A.; Karsen, H.; Evirgen, O.; Akdeniz, H. Clinical manifestations and complications in 1028 cases of brucellosis: A retrospective evaluation and review of the literature. Int. J. Infect. Dis. 2010, 14, e469–e478. [Google Scholar] [CrossRef] [PubMed]

	



Al Dahouk, S.; Tomaso, H.; Nockler, K.; Neubauer, H.; Frangoulidis, D. Laboratory-based diagnosis of brucellosis—A review of the literature. Part II: Serological tests for brucellosis. Clin. Lab. 2003, 49, 577–589. [Google Scholar] [PubMed]

	



Mili, N.; Auckenthaler, R.; Nicod, L.P. Chronic brucella empyema. Chest 1993, 103, 620–621. [Google Scholar] [CrossRef] [PubMed]

	



Sharda, D.C.; Lubani, M. A study of brucellosis in childhood. Clin. Pediatr. 1986, 25, 492–495. [Google Scholar] [CrossRef] [PubMed]

	



Franco, M.P.; Mulder, M.; Gilman, H.R.; Smits, L.H. Human brucellosis. Lancet Infect. Dis. 2007, 7, 775–786. [Google Scholar] [CrossRef]

	



Guven, T.; Ugurlu, K.; Ergonul, O.; Celikbas, K.A.; Gok, E.S.; Comoglu, S.; Baykam, N.; Dokuzoguz, B. Neurobrucellosis: Clinical and diagnostic features. Clin. Infect. Dis. 2013, 56, 1407–1412. [Google Scholar] [CrossRef] [PubMed]

	



Gunduz, T.; Tekturk, T.P.; Yapici, Z.; Kurtuncu, M.; Somer, A.; Torun, M.S.; Eraksoy, M. Characteristics of isolated spinal cord involvement in neurobrucellosis with no corresponding MRI activity: A case report and review of the literature. J. Neurol. Sci. 2017, 372, 305–306. [Google Scholar] [CrossRef] [PubMed]

	



Dias, S.P.; Sequeira, J.; Almeida, M. Spastic paraparesis and sensorineural hearing loss: Keep brucellosis in mind. J. Neurol. Sci. 2018, 385, 144–145. [Google Scholar] [CrossRef] [PubMed]

	



Ducrotoy, M.J.; Muñoz, M.P.; Conde-Álvarez, R.; Blasco, M.J.; Moriyón, I. A systematic review of current immunological tests for the diagnosis of cattle brucellosis. Prev. Vet. Med. 2018, 151, 57–72. [Google Scholar] [CrossRef] [PubMed]

	



Al Dahouk, S.; Nockler, K. Implications of laboratory diagnosis on brucellosis therapy. Expert Rev. Anti Infect. Ther. 2011, 9, 833–845. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Casanova, A.; Ariza, J.; Rubio, M.; Masuet, C.; Diaz, R. BrucellaCapt versus classical tests in the serological diagnosis and management of human brucellosis. Clin. Vaccine Immunol. 2009, 16, 844–851. [Google Scholar] [CrossRef] [PubMed]

	



Lucero, N.E.; Escobar, I.G.; Ayala, M.S.; Jacob, N. Diagnosis of human brucellosis caused by Brucella canis. J. Med. Microbiol. 2005, 54, 457–461. [Google Scholar] [CrossRef] [PubMed]

	



Ruiz-Mesa, J.D.; Sanchez-Gonzalez, J.; Reguera, M.J.; Martin, L.; Lopez-Palmero, S.; Colmenero, D.J. Rose Bengal test: Diagnostic yield and use for the rapid diagnosis of human brucellosis in emergency departments in endemic areas. Clin. Microbiol. Infect. 2005, 11, 221–225. [Google Scholar] [CrossRef] [PubMed]

	



Harding-Esch, E.M.; Holland, J.M.; Schemann, F.J.; Molina, S.; Sarr, I.; Andreasen, A.A.; Roberts, C.; Sillah, A.; Sarr, B.; Harding, F.E.; et al. Diagnostic accuracy of a prototype point-of-care test for ocular Chlamydia trachomatis under field conditions in The Gambia and Senegal. PLoS Negl. Trop. Dis. 2011, 5, e1234. [Google Scholar] [CrossRef] [PubMed]

	



Zeytinoglu, A.; Turhan, A.; Altuglu, I.; Bilgic, A.; Abdoel, H.T.; Smits, L.M. Comparison of Brucella immunoglobulin M and G flow assays with serum agglutination and 2-mercaptoethanol tests in the diagnosis of brucellosis. Clin. Chem. Lab. Med. 2006, 44, 180–184. [Google Scholar] [CrossRef] [PubMed]

	



Roushan, M.R.H.; Amiri, S.J.S.; Laly, A.; Mostafazadeh, A.; Bijani, A. Follow-up standard agglutination and 2-mercaptoethanol tests in 175 clinically cured cases of human brucellosis. Int. J. Infect. Dis. 2010, 14, e250–e253. [Google Scholar] [CrossRef] [PubMed]

	



Hanci, H.; Igan, H.; Uyanik, M.H. Evaluation of a new and rapid serologic test for detecting brucellosis: Brucella Coombs gel test. Pak. J. Biol. Sci. 2017, 20, 108–112. [Google Scholar] [CrossRef] [PubMed]

	



Memish, Z.A.; Balkhy, H.H. Brucellosis and international travel. J. Travel Med. 2004, 11, 49–55. [Google Scholar] [CrossRef] [PubMed]

	



Bastos, C.R.; Mathias, A.L.; Jusi, G.M.M.; Santos, D.F.R.; Silva, D.P.C.G.; André, R.M.; Machado, Z.R.; Bürger, P.K. Evaluation of dot-blot test for serological diagnosis of bovine brucellosis. Braz. J. Microbiol. 2018. [Google Scholar] [CrossRef] [PubMed]

	



Arif, S.; Heller, J.; Hernandez-Jover, M.; McGill, M.D.; Thomson, C.P. Evaluation of three serological tests for diagnosis of bovine brucellosis in smallholder farms in Pakistan by estimating sensitivity and specificity using Bayesian latent class analysis. Prev. Vet. Med. 2018, 149, 21–28. [Google Scholar] [CrossRef] [PubMed]

	



Mohseni, K.; Mirnejad, R.; Piranfar, V.; Mirkalantari, S. A comparative evaluation of ELISA, PCR, and serum agglutination tests for diagnosis of Brucella using human serum. Iran J. Pathol. 2017, 12, 371–376. [Google Scholar] [PubMed]

	



Bricker, B.J. PCR as a diagnostic tool for brucellosis. Vet. Microbiol. 2002, 90, 435–446. [Google Scholar] [CrossRef]

	



Ferreira, A.C.; Cardoso, R.; Travassos Dias, I.; Mariano, I.; Belo, A.; Rolao Preto, I.; Manteigas, A.; Pina Fonseca, A.; Correa De Sa, I.M. Evaluation of a modified Rose Bengal test and an indirect enzyme-linked immunosorbent assay for the diagnosis of Brucella melitensis infection in sheep. Vet. Res. 2003, 34, 297–305. [Google Scholar] [CrossRef] [PubMed]

	



Queipo-Ortuno, M.I.; Colmenero, D.J.; Bermudez, P.; Bravo, J.M.; Morata, P. Rapid differential diagnosis between extrapulmonary tuberculosis and focal complications of brucellosis using a multiplex real-time PCR assay. PLoS ONE 2009, 4, e4526. [Google Scholar] [CrossRef]

	



Zerva, L.; Bourantas, K.; Mitka, S.; Kansouzidou, A.; Legakis, J.N. Serum is the preferred clinical specimen for diagnosis of human brucellosis by PCR. J. Clin. Microbiol. 2001, 39, 1661–1664. [Google Scholar] [CrossRef] [PubMed]

	



Wang, Y.; Wang, Z.; Zhang, Y.; Bai, L.; Zhao, Y.; Liu, C.; Ma, A.; Yu, H. Polymerase chain reaction-based assays for the diagnosis of human brucellosis. Ann. Clin. Microbiol. Antimicrob. 2014, 13, 31. [Google Scholar] [CrossRef] [PubMed]

	



Queipo-Ortuno, M.I.; De Dios Colmenero, J.; Macias, M.; Bravo, J.M.; Morata, P. Preparation of bacterial DNA template by boiling and effect of immunoglobulin G as an inhibitor in real-time PCR for serum samples from patients with brucellosis. Clin. Vaccine Immunol. 2008, 15, 293–296. [Google Scholar] [CrossRef] [PubMed]

	



Al Dahouk, S.; Nockler, K.; Scholz, C.H.; Pfeffer, M.; Neubauer, H.; Tomaso, H. Evaluation of genus-specific and species-specific real-time PCR assays for the identification of Brucella spp. Clin. Chem. Lab. Med. 2007, 45, 1464–1470. [Google Scholar] [CrossRef] [PubMed]

	



Vrioni, G.; Pappas, G.; Priavali, E.; Gartzonika, C.; Levidiotou, S. An eternal microbe: Brucella DNA load persists for years after clinical cure. Clin. Infect. Dis. 2008, 46, e131–e136. [Google Scholar] [CrossRef] [PubMed]

	



Bounaadja, L.; Albert, D.; Chenais, B.; Henault, S.; Zygmunt, S.M.; Poliak, S.; Garin-Bastuji, B. Real-time PCR for identification of Brucella spp.: A comparative study of IS711, bcsp31 and per target genes. Vet. Microbiol. 2009, 137, 156–164. [Google Scholar] [CrossRef] [PubMed]

	



Hamdy, M.E.; Amin, A.S. Detection of Brucella species in the milk of infected cattle, sheep, goats and camels by PCR. Vet. J. 2002, 163, 299–305. [Google Scholar] [CrossRef] [PubMed]

	



Navarro, E.; Casao, M.A.; Solera, J. Diagnosis of human brucellosis using PCR. Expert Rev Mol. Diagn. 2004, 4, 115–123. [Google Scholar] [CrossRef] [PubMed]

	



Romero, C.; Lopez-Goni, I. Improved method for purification of bacterial DNA from bovine milk for detection of Brucella spp. by PCR. Appl. Environ. Microbiol. 1999, 65, 3735–3737. [Google Scholar] [PubMed]

	



Gee, J.E.; De, K.B.; Levett, N.P.; Whitney, M.A.; Novak, T.R.; Popovic, T. Use of 16S rRNA gene sequencing for rapid confirmatory identification of Brucella isolates. J. Clin. Microbiol. 2004, 42, 3649–3654. [Google Scholar] [CrossRef] [PubMed]

	



Lopez-Goni, I.; Garcia-Yoldi, D.; Marin, M.C.; de Miguel, J.M.; Barquero-Calvo, E.; Guzman-Verri, C.; Albert, D.; Garin-Bastuji, B. New Bruce-ladder multiplex PCR assay for the biovar typing of Brucella suis and the discrimination of Brucella suis and Brucella canis. Vet. Microbiol. 2011, 154, 152–155. [Google Scholar] [CrossRef] [PubMed]

	



Jiang, H.; Fan, M.; Chen, J.; Mi, J.; Yu, R.; Zhao, H.; Piao, D.; Ke, C.; Deng, X.; Tian, G.; et al. MLVA genotyping of Chinese human Brucella melitensis biovar 1, 2 and 3 isolates. BMC Microbiol. 2011, 11, 256. [Google Scholar] [CrossRef] [PubMed]

	



Navarro, E.; Segura, C.J.; Castano, J.M.; Solera, J. Use of real-time quantitative polymerase chain reaction to monitor the evolution of Brucella melitensis DNA load during therapy and post-therapy follow-up in patients with brucellosis. Clin. Infect. Dis. 2006, 42, 1266–1273. [Google Scholar] [CrossRef] [PubMed]

	



Castano, M.J.; Solera, J. Chronic brucellosis and persistence of Brucella melitensis DNA. J. Clin. Microbiol. 2009, 47, 2084–2089. [Google Scholar] [CrossRef] [PubMed]

	



Fosgate, G.T.; Adesiyun, A.A.; Hird, W.D.; Johnson, O.W.; Hietala, K.S.; Schurig, G.G.; Ryan, J. Comparison of serologic tests for detection of Brucella infections in cattle and water buffalo (Bubalus bubalis). Am. J. Vet. Res. 2002, 63, 1598–1605. [Google Scholar] [CrossRef] [PubMed]

	



Falagas, M.E.; Bliziotis, I.A. Quinolones for treatment of human brucellosis: Critical review of the evidence from microbiological and clinical studies. Antimicrob. Agents Chemother. 2006, 50, 22–33. [Google Scholar] [CrossRef] [PubMed]

	



Moon, M.S. Tuberculosis of spine: Current views in diagnosis and management. Asian Spine J. 2014, 8, 97–111. [Google Scholar] [CrossRef] [PubMed]

	



Saltoglu, N.; Tasova, Y.; Inal, S.A.; Seki, T.; Aksu, S.H. Efficacy of rifampicin plus doxycycline versus rifampicin plus quinolone in the treatment of brucellosis. Saudi Med. J. 2002, 23, 921–924. [Google Scholar] [PubMed]

	



Geyik, M.F.; Gur, A.; Nas, K.; Cevik, R.; Sarac, J.; Dikici, B.; Ayaz, C. Musculoskeletal involvement of brucellosis in different age groups: A study of 195 cases. Swiss Med. Wkly. 2002, 132, 98–105. [Google Scholar] [PubMed]

	



Yousefi-Nooraie, R.; Mortaz-Hejri, S.; Mehrani, M.; Sadeghipour, P. Antibiotics for treating human brucellosis. Cochrane Database Syst. Rev. 2012, 10, Cd007179. [Google Scholar] [CrossRef] [PubMed]

	



Azimi, G.; Hakakian, A.; Ghanadian, M.; Joumaa, A.; Alamian, S. Bioassay-directed isolation of quaternary benzylisoquinolines from Berberis integerrima with bactericidal activity against Brucella abortus. Res. Pharm. Sci. 2018, 13, 149–158. [Google Scholar] [PubMed]

	



Ersoy, Y.; Sonmez, E.; Tevfik, R.M.; But, D.A. Comparison of three different combination therapies in the treatment of human brucellosis. Trop. Doct. 2005, 35, 210–212. [Google Scholar] [CrossRef] [PubMed]

	



Karabay, O.; Sencan, I.; Kayas, D.; Sahin, I. Ofloxacin plus rifampicin versus doxycycline plus rifampicin in the treatment of brucellosis: A randomized clinical trial [ISRCTN11871179]. BMC Infect. Dis. 2004, 4, 18. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Zhang, J.; Chen, Z.; Xie, L.; Zhao, C.; Zhao, H.; Fu, C.; Chen, G.; Hao, Z.; Wang, L.; Li, W. Treatment of a subdural empyema complicated by intracerebral abscess due to Brucella infection. Braz. J. Med. Biol. Res. 2017, 50, e5712. [Google Scholar] [CrossRef] [PubMed]

	



Solis Garcia del Pozo, J.; Solera, J. Systematic review and meta-analysis of randomized clinical trials in the treatment of human brucellosis. PLoS ONE 2012, 7, e32090. [Google Scholar] [CrossRef] [PubMed]

	



Meng, F.; Pan, X.; Tong, W. Rifampicin versus streptomycin for brucellosis treatment in humans: A meta-analysis of randomized controlled trials. PLoS ONE 2018, 13, e0191993. [Google Scholar] [CrossRef] [PubMed]

	



Kaya, S.; Elaldi, N.; Deveci, O.; Eskazan, E.A.; Bekcibasi, M.; Hosoglu, S. Cytopenia in adult brucellosis patients. Indian J. Med. Res. 2018, 147, 73–80. [Google Scholar] [CrossRef] [PubMed]

	



Yang, H.X.; Feng, J.J.; Zhang, X.Q.; Hao, E.R.; Yao, X.S.; Zhao, R.; Piao, R.D.; Cui, Y.B.; Jiang, H. A case report of spontaneous abortion caused by Brucella melitensis biovar 3. Infect. Dis. Poverty 2018, 7, 31. [Google Scholar] [CrossRef] [PubMed]

	



Tsevelmaa, N.; Narangerel, B.; Odgerel, O.; Dariimaa, D.; Batkhuu, J. Anti-Brucella activity of Caryopteris mongolica Bunge root extract against Brucella melitensis infection in mice. BMC Complement. Altern. Med. 2018, 18, 144. [Google Scholar]

	



Saxena, H.M.; Raj, S. A novel immunotherapy of Brucellosis in cows monitored non-invasively through a specific biomarker. PLoS Negl. Trop. Dis. 2018, 12, e0006393. [Google Scholar] [CrossRef] [PubMed]

	



Aznar, M.N.; Arregui, M.; Humblet, F.M.; Samartino, E.L.; Saegerman, C. Methodology for the assessment of brucellosis management practices and its vaccination campaign: Example in two Argentine districts. BMC Vet. Res. 2017, 13, 281. [Google Scholar] [CrossRef] [PubMed]

	



Dorneles, E.M.; Lima, K.G.; Teixeira-Carvalho, A.; Araujo, S.M.; Martins-Filho, A.O.; Sriranganathan, N.; Al Qublan, H.; Heinemann, B.M.; Lage, P.A. Immune response of calves vaccinated with Brucella abortus S19 or RB51 and revaccinated with RB51. PLoS ONE 2015, 10, e0136696. [Google Scholar] [CrossRef] [PubMed]

	



Avila-Calderon, E.D.; Lopez-Merino, A.; Sriranganathan, N.; Boyle, M.S.; Contreras-Rodriguez, A. A history of the development of Brucella vaccines. Biomed. Res. Int. 2013, 2013, 743509. [Google Scholar] [CrossRef] [PubMed]

	



Lalsiamthara, J.; Lee, J.H. Development and trial of vaccines against Brucella. J. Vet. Sci. 2017, 18 (Suppl. S1), 281–290. [Google Scholar] [CrossRef] [PubMed]

	



Frolich, K.; Thiede, S.; Kozikowski, T.; Jakob, W. A review of mutual transmission of important infectious diseases between livestock and wildlife in Europe. Ann. N. Y. Acad. Sci. 2002, 969, 4–13. [Google Scholar] [CrossRef] [PubMed]

	



Martins, H.; Garin-Bastuji, B.; Lima, F.; Flor, L.; Pina Fonseca, A.; Boinas, F. Eradication of bovine brucellosis in the Azores, Portugal—Outcome of a 5-year programme (2002–2007) based on test-and-slaughter and RB51 vaccination. Prev. Vet. Med. 2009, 90, 80–89. [Google Scholar] [CrossRef] [PubMed]

	



Godfroid, J.; Scholz, C.H.; Barbier, T.; Nicolas, C.; Wattiau, P.; Fretin, D.; Whatmore, M.A.; Cloeckaert, A.; Blasco, M.J.; Moriyon, I.; et al. Brucellosis at the animal/ecosystem/human interface at the beginning of the 21st century. Prev. Vet. Med. 2011, 102, 118–131. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Miranda, K.L.; Dorneles, M.E.; Pauletti, B.R.; Poester, P.F.; Lage, P.A. Brucella abortus S19 and RB51 vaccine immunogenicity test: Evaluation of three mice (BALB/c, Swiss and CD-1) and two challenge strains (544 and 2308). Vaccine 2015, 33, 507–511. [Google Scholar] [CrossRef] [PubMed]

	



Singh, R.; Basera, S.S.; Tewari, K.; Yadav, S.; Joshi, S.; Singh, B.; Mukherjee, F. Safety and immunogenicity of Brucella abortus strain RB51 vaccine in crossbred cattle calves in India. Indian J. Exp. Biol. 2012, 50, 239–242. [Google Scholar] [PubMed]

	



Barbosa, A.A.; Figueiredo, S.C.A.; Palhao, P.M.; Viana, M.H.J.; Fernandes, C.A.C. Safety of vaccination against brucellosis with the rough strain in pregnant cattle. Trop. Anim. Health Prod. 2017, 49, 1779–1781. [Google Scholar] [CrossRef] [PubMed]

	



Sanz, C.; Saez, L.; Alvarez, J.; Cortes, M.; Pereira, G.; Reyes, A.; Rubio, F.; Martin, J.; Garcia, N.; Dominguez, L.; et al. Mass vaccination as a complementary tool in the control of a severe outbreak of bovine brucellosis due to Brucella abortus in Extremadura, Spain. Prev. Vet. Med. 2010, 97, 119–125. [Google Scholar] [CrossRef] [PubMed]

	



Moriyon, I.; Grillo, J.M.; Monreal, D.; Gonzalez, D.; Marin, C.; Lopez-Goni, I.; Mainar-Jaime, C.R.; Moreno, E.; Blasco, M.J. Rough vaccines in animal brucellosis: Structural and genetic basis and present status. Vet. Res. 2004, 35, 1–38. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Gomez, L.; Alvarez, F.; Betancur, D.; Onate, A. Brucellosis vaccines based on the open reading frames from genomic island 3 of Brucella abortus. Vaccine 2018, 36, 2928–2936. [Google Scholar] [CrossRef] [PubMed]

	



Yang, X.; Skyberg, A.J.; Cao, L.; Clapp, B.; Thornburg, T.; Pascual, W.D. Progress in Brucella vaccine development. Front. Biol. 2013, 8, 60–77. [Google Scholar] [CrossRef] [PubMed]

	



Jiang, H.; Dong, H.; Peng, X.; Feng, Y.; Zhu, L.; Niu, K.; Peng, Y.; Fan, H.; Ding, J. Transcriptome analysis of gene expression profiling of infected macrophages between Brucella suis 1330 and live attenuated vaccine strain S2 displays mechanistic implication for regulation of virulence. Microb. Pathog. 2018, 119, 241–247. [Google Scholar] [CrossRef] [PubMed]

	



Dorneles, E.M.; Sriranganathan, N.; Lage, A.P. Recent advances in Brucella abortus vaccines. Vet. Res. 2015, 46, 76. [Google Scholar] [CrossRef] [PubMed]

	



Hotez, P.J.; Savioli, L.; Fenwick, A. Neglected tropical diseases of the Middle East and North Africa: Review of their prevalence, distribution, and opportunities for control. PLoS Negl. Trop. Dis. 2012, 6, e1475. [Google Scholar] [CrossRef] [PubMed]

	



Li, T.; Tong, Z.; Huang, M.; Tang, L.; Zhang, H.; Chen, C. Brucella melitensis M5-90Δbp26 as a potential live vaccine that allows for the distinction between natural infection and immunization. Can. J. Microbiol. 2017, 63, 719–729. [Google Scholar] [CrossRef] [PubMed]

	



Roy, S.; McElwain, T.F.; Wan, Y. A network control theory approach to modeling and optimal control of zoonoses: Case study of brucellosis transmission in sub-Saharan Africa. PLoS Negl. Trop. Dis. 2011, 5, e1259. [Google Scholar] [CrossRef] [PubMed]

	



Donev, D. Brucellosis control and eradication in the south eastern European countries: Current status and perspective strategies. Maced. J. Med. Sci. 2010, 3, 220. [Google Scholar] [CrossRef]

	



Franc, K.A.; Krecek, C.R.; Hasler, N.B.; Arenas-Gamboa, M.A. Brucellosis remains a neglected disease in the developing world: A call for interdisciplinary action. BMC Public Health 2018, 18, 125. [Google Scholar] [CrossRef] [PubMed]








[image: Tropicalmed 03 00065 g001 550] 





Figure 1. Summarizing the impact of Brucella infection in humans as well in cattle. 
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