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2. Materials and Methods 

2.1.3 Measurement of length and thickness of new formation shells of oysters 

 

Figure S1. The length and thickness of new formation oyster shells.  

(A) Length (labeled with red arrows) of Newly formed oyster shells after perforation stimulation 

and acidification treatment; (B) Thickness (labeled with yellow arrows) of Newly formed oyster 

shells after perforation stimulation and acidification treatment.  

3. Results 

3.1 The sequence characteristics and phylogenetic relationship of MgCMP1 



 

Figure S2. The sequence characteristics of MgCMP1.  

(A) The nucleotide and deduced amino acid sequence of MgCMP1. The VWA domains are 

marked with a red font. (B) The structure of MgCMP1 predicted by SMART. (C) Phylogenetic 

analysis of MgCMP1 with other CMPs from different species. The MgCMP1 is marked with a 

triangle. (D) Multiple sequence alignment of MgCMP1 with CMPs from other species, including 

Homo sapiens (NP_002370.1), Mus musculus (NP_034899.2), Danio rerio (NP_001093210.1), 

Cyanistes caeruleus (XP_023796800.1), Fulmarus glacialis (XP_009573578.1), Patella vulgata 

(XP_050403925.1), Mercenaria mercenaria (XP_045215666.1), Magallana gigas 

(XP_011457035.2), Gigantopelta aegis (XP_041375252.1), Crassostrea virginica 

(XP_022329001.1). MgCMP1 is marked with a red font.  

 


