Supplementary Figure S1. Comparison of protein sequences of JAKs between golden pompano, large yellow
croaker, zebrafish and human, and their Gene accession numbers are listed in Figure 5. The protein domains are
predicted by Simple Modular Architecture Research Tool (SMART) (http://smart.emble-heidelberg.de). The FERM
domain is marked in green. The STYKc domain of human is marked in red and the Tyrkc domain is marked in bule.
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