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Figure S1. Types of microsatellites or simple sequence repeats: perfect microsatellite (a), imperfect
microsatellite (b), and compound microsatellite (c).
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Figure S2. Pie chart showing the percentage of primer regions designed in this study (a) and bar
chart of the primer loci number on Siamese fighter fish chromosomes (b).
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Figure S3. Gene ontology (GO) functional classification of genes containing perfect (a), imperfect
(b), and compound (c) microsatellites.
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Figure S4. Scatter plots showing the correlation (R) between chromosome size and numbers of
perfect (a), imperfect (b), and compound (c) microsatellites.
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Figure S5. Scatter plots showing correlation (R) between chromosome size and lengths of perfect
(a), imperfect (b), and compound (c) microsatellites.
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Figure S6. Scatter plots showing correlation (R) between the total number of microsatellites and the
relative abundances of perfect (a), imperfect (b), and compound (c) microsatellites.



Fishes 2022, 7, 251

7 of 7

(a)

(c)

Relative density (bp/Mb)

Relative density {bp/Mb)

18000

17000

16000

15000

14000

4500

3500

3000

. . R=0.0045, p = 0.98 (b)

15 20 25 30 35
Chromosome size (Mb)

. R=0.067,p=0.77

15 20 25 30 35
Chromosome size (Mb)

Relative density (bp/Mb)

52000

50000

48000

46000

. 7 . R=-0,052, p=0.82

20 75 30 35
Chromosome size (Mb)

Figure S7. Scatter plots showing the correlation (R) between chromosome size and relative densities
of perfect (a), imperfect (b), and compound (c) microsatellites.



