AGCAGTTTGTGTGTATTTACAGAAACAGTAACCATTTGAGATGGAACTAGGCAGAGCTCTGAGTTACTTTGC?
M E L G R A L S Y F A
TCTAGCAACAATTATTCAATATTCCTGCAGTCAGACACTGATTGAGTCGGAGTCAGTGATCATCAAACCTGAM4
L A T I I ¢ Y S C S ¢ T L I E S E S Vv I I K P D
TCAGTCTCATAAACTGACCTGTACAGCCTCTGGATTTAACTTTGGTAACTATTACATGGCCTGGATTAGACA2LG
Q $S H K L T C T A S G F N F G N Y Y M A W I R Q
GGCACCTGGAAAAGGGCTGGAATTTGTTGCAACTATCTCAGAAGGCAGTAGTAGCAAGTATTACTCCAGTGC?88
AP G K G L E F V AT I S E G S S S K Y Y S s A
AGTTAATGGCCGCTTCACCATGTCCAGAGACAACAGTAAGATGCAGGTGTATCTGTACATGACCAGTGTGAG3e0
vV N G R F T M S R DN S KM Q V Y L Y M T S V R
GACAGAAGACACTGCAGTGTATTACTGCACTAGACGGACTGGGGTGTACTTTGACTACTGGGGAAAAGGAACH3?
T E D T A V Y Y C T R R T G V Y F D Y W G K G T
TTCAGTGACCGTGACTTCAGCTGTGCAAAGCGCCCCGAAATCCCTGTTTCCCGTGTGGCAGTGCGGCTCGGC04
s v T v T S A V Q S A P K S L F P V W Q C G s A
CTCGGACGGTTTAGTCACTCTTGGCTGCGTCACGCGCGATTTGGCCTCCGCCGACGGACTGAGCTTCATATG6
s b 66 L VvV T L GG CV T RDIL A S AD G L S F I W
GAAGGATGCGAGCGGGAGCGCGCTGACTGACGTCGTGCAATACCCGGCGGTGCAAGCGACCGGAGGGTACACSS
K b A S G S AL T DV V QY P AV Q A T G G Y T
CTCGGTGAGCCATGTGCGCGTCAAGGCTTCTGACTGGAACGGGAACAAGAAGTTCACGTGCGAAGTCAAAAAT20
S VvV S HV R V KA S D W N G N K K F T C E V K N
TGGCCTAGGATCTAAAGACGCGTCCTTGCAAAAGCCAGTTGAGAGAGAGCTCCATGCATCTCTGCTTCTAAC92
G L G S K b A S L Q K P V E R ETILHAS L L L T
AACTCCAACCCAAACAGAAATAGACAATGGAACAGCTACCTTCGTCTGCTTAGCTACACCATTTTCACCTAASS
T P T Q T E I D N G T A T F V C L A T P F S P K
ATCACACACATTTAAGTGGACTCTTGAAAAGACAGACATCAGTAATAAGGTCAAAGAGAACATAGTAAGCCA3®
S H T F K W T L E K T bD I S N K V K E N I V S 0Q
GAATAAAGGTAACTTCACTGCCATAAGTGTTTTGGAACTCAGCGCCAGTGAATGGACAAGCTCAACTTCTCCL008
N K 6 N F T A I SV L EL S A S E W T S S T S P
AGTTAAGTGCGAATTCCAGCAGAAGAACCATAATGTGTTCAAAGAAGCGAGTTATGCACCAGGTGACACAAALOSO
V K ¢ E F Q 0 K N H NV F K EA A S Y A P G D T K
ACAGCCACAGGTGAAAATAACTGGACCTTCCACCGAGGACATTCTGATCAAAAGAGCCGGCCAGCTCGAGTGLS?
Q P 0V K I T G P s T E DI L I K R A G Q L E C
CAGGGCCGAGGGAGACACGGGTTTCAAGAGCATTAAATGGCTTATTGGAAATAGAGAGATCTCTTCTCTATC224
R A E G DT G F K S I KW L I G N RE I s s L s
AAATCTATCTTCGAAAACGACGGTTTCACTCCAAACCCACATCGGTTTCGAAGAGTGGATCAATGGCACCGAL296
N L $S $S K T T VvV $ L ¢ T H I G F E E W I N G T E
ATTCATCTGTGAGGTGGAACATGAAGCATTCACTCAACAGTATGAAAAAGTAACCTTCAAAAGAGAAAATGGL368
F I ¢C E V E H E A F T Q Q Y E K V T F K R E N G
CAATCCGGAATTCCCCAAGGTTTACTTGCTCGCTCCACCAGAGAGCTCTGGTGAATCAGTGACCCTGACTTGL440
N P E F P K V Y L L AP P E S S G E S V T L T C
CTATGTTAAAGACTTCTACCCTAAGGAGGTGGCTGTGTCTTGGCTTGTTAACGATAAACAAGTGGAAGAAGTS12
Yy v X b F Y P K E V A V S W L V N D K Q V E E V
GGTCGGCTATGAGCAGAACACCACTGCAGTTATCGACAGAAACAACCTCTTTTCAGTGTACAGCCAGCTGAT 84
vV G Y E ¢ N T T AV I DRNNUNTILF S V Y S Q L I
TATCAAAACTGCAGACTGGAACAGTGGCAGTGTGTTCAGCTGCCTGGTTTATCATGAGTCCATCAAGGACTGLeS®
I K T A DWWN S G S V F S C L V Y HE S I K D C
TGTGCGCCCCATATCCAGATCCATCGCTAAAGATTCAAAAACGCCCACCTTAGTGAATCTCACCCTGACCAALT28
vV R P I $ R S I A K D S K T P T L V N L T L T N
TCCCCAATCTTGCTCTTGCTCTACGTATTAGAATTTGTGTTGTCTGCTATTAATGCTTGATTTATTTTAAT T1800
P Q9 S C S c s T Y *
TTTGCCTCATCTTTTATGTCTTTTTTTTTTTATTAATGCAATGTCATTGTCTTGATGTCTGTCTGATGCTTG8"2
TATGTCCTTGGTTTTTGGAACATGTCTAATGCAATAATACACTGAAACAATGACAATAAAAAAATCCTTCAGo44
CATGTACAAAAAAAAAAAAAAAAAAAAAAAAAAAAALISO



Figure S2. The full-length cDNA sequence and translated amino acid of catfish IgM heavy chain
(variant 1A32). 5° and 3’-untranslated sequences were shown in italic. The stop codon was
marked as asterisk. The poly-A signal was underlined.



