Table S1. Gene function and pathway for the SNP and PA loci of the snakeskin gourami (Trichopodus pectoralis); 70:30 (males:females).

Locus ID Gene Product Function Component
PA34229094 CFAP92 cilia and flagella associated protein 92 (putative) unknown unknown
PA34229328 ZIC3 Zic family member 3 DNA_I}ZC:é?iz:fzi;ripﬁon nucleus
PA34229500 XIRP2 Xin actin binding repeat containing 2 actin filament binding Z disc
PA34231211 PAT] PAT] crumbs cell polarity complex component protein binding cell junction

SNP34230514 NEB nebulin actin filament binding actin cytoskeleton
SNP34231029 IFT88 intraflagellar transport 88 homolog kinesin binding sperm flagellum
SNP34231506 114 interleukin 4 cytokine activity extracellular space
IL13 interleukin 13 cytokine activity extracellular space
SNP34231653 PLA2R1 phospholipase A2 receptor 1 signaling receptor activity signa::tgigvriﬁte;eptor
SNP34231739 NEMF nuclear export mediator factor signaling receptor activity nucleus




Table S2. Homologies of the SNP and PA loci in the snakeskin gourami (Trichopodus pectoralis); 70:30 (males: females)

Locus ID Gene Product Species Region Reference
PA34229094 CFAP92 cilia and flagella associated Ornithorhynchus anatinus X1 chromosome, CDS  Shaffer et al. (2013)
protein 92 (putative)
PA34229328 ZIC3 Zic family member 3 Podarcis muralis Z chromosome, CDS Rovatsos et al. (2016)
Homo sapiens X chromosome, CDS Paulussen et al. (2016)
Pan troglodytes X chromosome, CDS Paulussen et al. (2016)
Equus caballus X chromosome, CDS Paulussen et al. (2016)
Felis catus X chromosome, CDS Paulussen et al. (2016)
I
Mus m.uscu e X chromosome, CDS Paulussen et al. (2016)
(Mammalian group)
intraflagellar t t 88
SNP34231029 IFTS8 e agﬁofrfolrj;‘c‘por Piliocolobus tephrosceles X chromosome, CDS  Goldberg et al. (2009)
SNP34231506 IL13 interleukin 13 Ornithorhynchus anatinus Xlchromosome, CDS ~ Herzberg et al. (2020)
CDS; coding sequence
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Table S3. Chromosomal locations of the SNP and PA loci in the snakeskin gourami (Trichopodus
pectoralis), as determined by BLAST analysis with the Japanese rice fish (Oryzias latipes), zebrafish
(Danio rerio), Japanese puffer fish (Takifugu rubripes), and chicken (Gallus gallus) genomes; 70:30
(male:female)

Locus ID Oryzias latipes Danio rerio Takifugu rubripes Gallus gallus
SNP34232220 7 19 1 -
SNP34231743 24 - 22 V4
SNP34230661 - - - -
SNP34231029 17 7 - -
SNP34230447 - - - -
SNP34233059 6 21 8 V4
SNP34231653 3 - 22 V4
SNP34230251 3 10 - -
SNP34232435 11 14 - -
SNP34232453 8 - - -
SNP34231900 20 - 22 -
SNP34232172 - 5 - -
SNP34231739 1 - 2 -
SNP34230514 21 3 1 -
SNP34231620 7 2 4 4
SNP34231235 13 - - V4
SNP34230342 2 - 4 V4
SNP34231567 22 10 21 V4
SNP34232420 22 25 7 -
SNP34231506 13 - - V4
SNP34230800 - 5 22 V4
SNP34232595 - - - -
PA34227683 4 10 19 W
PA34228377 8 5 7 -
PA34228952 7 - 22 4
PA34232510 19 17 - -
PA34232084 19 13 1 -
PA34231211 21 22 8 V4
PA34228386 4 - 8 -
PA34228547 17 - 11 -
PA34229216 - 5 17 -
PA34229328 - 7 1 -
PA34229492 1 5 15 -
PA34229645 5 21 14 V4
PA34231120 16 - 7 -
PA34229500 11 19 16 V4
PA34227667 11 1 20 V4
PA34229094 20 11 22 V4
PA34228769 4 - 3 w




Table S4. Chromosomal locations of the SNP and PA loci in the snakeskin gourami (Trichopodus
pectoralis), as determined by BLAST analysis against the genomes of the Japanese rice fish
(Oryzias latipes), zebrafish (Danio rerio), Japanese puffer fish (Takifugu rubripes), and chicken
(Gallus gallus); 80:20 (male: female)

Locus ID Oryzias latipes Danio rerio Takifugu rubripes Gallus gallus
SNP34231029 17 7 - -
SNP34230447 - - - -
SNP34233059 6 21 8 z

PA34227667 11 1 20 z
PA34229094 20 11 22 z
PA34228769 4 - 3 W




