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Abstract: Perturbation of angiogenesis is associated with a variety of diseases and pro- as well as
antiangiogenic therapies are being actively explored. Additionally, unintended adverse drug effects
on angiogenesis might lead to promotion of tumor progression and cardiovascular complications.
Several tri-dimensional microfluidic vessel-on-chip systems have been described that allow a more
accurate investigation of vascular physiology and pathology, compared to the two-dimensional static
culture of endothelial cells. The OrganoPlate® angiogenesis-on-chip system has been demonstrated
to be amenable to high-throughput screening for the antiangiogenic properties of molecules. We set
out to adapt this system for high-throughput screening of molecules with proangiogenic properties.
Our technical advancement of the OrganoPlate® angiogenesis-on-chip assay expands its applicability
in the early screening of both anti- as well as proangiogenic properties of compounds for therapeutic
modulation of angiogenesis as well as the identification of angiogenesis-associated drug-induced
vascular toxicities.
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1. Introduction

Angiogenesis is the process to form new blood vessels from a pre-existing vascular
network. It is essential for many processes, such as embryo development and wound
healing [1]. Abnormal angiogenesis (insufficient or excessive vessel formation) occurs in
many diseases, such as cerebral stroke, heart disease, retinopathy, cancer, and chronic in-
flammation [2]. Therefore, proangiogenic agents have been explored as therapeutic options
to treat peripheral vascular and coronary artery diseases, whereas antiangiogenic agents
are being used to treat cancer, diabetic retinopathy, and macular degeneration, among
others [3-5]. Given the central role that abnormal angiogenesis plays in the development of
several diseases, it is crucial to ensure that misregulation of this process does not occur as a
drug side effect. For example, cancer therapy with the tyrosine kinase inhibitor Nilotinib
has been associated with the occurrence of progressive arterial occlusive disease [6]. Experi-
mental evidence suggests that direct proatherogenic and antiangiogenic effects of Nilotinib
on vascular endothelial cells may contribute to such adverse events [7]. GW501516 is a
peroxisome proliferator-activated receptor (PPAR) 3/5 ligand that was in development to
treat dyslipidemia. The development of GW501516 was discontinued after observations
of tumor induction in several organs in animal carcinogenicity studies [8]. It was demon-
strated that activation of PPAR 3/6 by GW501516 triggers endothelial cell proliferation
and angiogenesis [9]. Successive work provided further evidence of the proangiogenic and
tumor-promoting effect of PPAR {3/6 agonism [10].

Several in vitro models of angiogenesis have been developed to study the sequential
establishment and elongation of angiogenic sprouts as well as the direct compound effects
on endothelial cell function [11,12]. Many of these assays are designed to assess compound
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effects on single processes contributing to angiogenesis, such as extracellular matrix (ECM)
degradation and remodeling or cell proliferation and migration [13]. Until the advent
of tri-dimensional (3D) microfluidic cell culture techniques, the ‘gold standard’ assay to
assess the pro- and antiangiogenic properties of compounds was considered to be the
tube formation assay [14]. In this assay, endothelial cells are grown on Matrigel or other
ECM substrates and form tube-like structures. Major drawbacks of this assay are the long
time needed (up to a few weeks) to establish the tubes and the absence of physiological
perfusion and growth factor gradients [12]. The use of microfluidic cell culture techniques
has fostered the development of in vitro systems that more closely mimic human vascular
physiology and pathology [15]. While enabling the perfusion of the vascular tubes and the
application of physiological growth factor gradients, several microfluidic systems to study
angiogenesis require complex fabrication and provide only limited throughput [16,17].
Currently, the OrganoPlate® angiogenesis-on-chip assay is one of the most advanced
in vitro microfluidic models to study angiogenesis. This system allows the generation of tri-
dimensional endothelial vessels with a perfused lumen and the stimulation of angiogenic
sprouting with a growth factor gradient [18]. Contrary to other systems, it does not
require sophisticated pumping systems, it is robust and scalable, as well as suitable for
high-content imaging read-outs [19]. These characteristics make the assay appealing for
medium /high-throughput screening applications. Published reports only describe the use
of this assay to screen antiangiogenic compounds [20]. We describe here the adaptation
of the OrganoPlate® angiogenesis-on-chip protocol to enable the study of proangiogenic
properties of compounds, with the goal of providing a unified platform to investigate
drug-induced modulation of angiogenesis.

2. Materials and Methods
2.1. Cell Culture

Human Umbilical Vein Endothelial Cells (HUVECSs) were acquired from Lonza (Basel,
Switzerland, cat. no. CC-2517). Cells were grown at 37 °C and 5% CO, in EBM-2 medium
(Lonza, cat. no. CC-3156) supplemented with EGM-2 endothelial SingleQuots kit (Lonza,
cat. no. CC-4176). Cells were passaged at 90% confluency and not used beyond passage 10.

2.2. Viability Assessment

In total, 20,000 cells/well were seeded in a 96-well plate. Then, 24 h after seeding, cells
were treated with different doses of Astragaloside IV (0.1 to 30 pg/mL, MedChemExpress,
Monmouth Junction, NJ, USA, cat. no. HY-N0431) and GW501516 (0.1 to 100 uM, Sigma
Aldrich, Schnelldorf, Germany, cat. No. 317318-70-0) for 72 h. The compounds were
obtained as powder and solubilized in 100% DMSO. Here, 0.1% DMSO (Sigma Aldrich,
cat. No. D2438) was used as the experimental control, corresponding to the highest solvent
concentration applied to compound-treated cells. Viability after treatment was assessed
by measuring the intracellular ATP as a marker of metabolically active cells. The CellTiter-
Glo® 2.0 reagent (Promega, Diidendorf, Switzerland, cat. no. G9242) was used to measure
intracellular ATP via oxidation of luciferin and emission of luminescence, following the
manufacturer’s instructions.

2.3. Seeding in OrganoPlates® and Angiogenesis Assay

HUVECSs were seeded in the 3-lane OrganoPlates® (Mimetas, Oegstgeest, The Nether-
lands, cat. no. 4004-400-B) according to manufacturer’s instructions [18]. Briefly, the top
channel contained HUVECSs, whereas the middle channel contained the extracellular matrix
(ECM) gel. The gel was freshly prepared on ice by using 1 M HEPES (Gibco, Ziirich, Switzer-
land, cat. no. 15630-080), 37 g/L NaHCOj3 and 5 mg/mL collagen I (Cultrex Rat Collagen
I, R&D Systems, Minneapolis, MN, USA, cat. no. 3440-100-01) in a ratio of 1:1:8; subse-
quently, 2 uL was dispensed in each chip. After gel polymerization (15-30 min at 37 °C; the
polymerization time differed depending on the batch of the collagen I), 20.000 cells/chip
were seeded in the top channel of each microfluidic chip. The OrganoPlate® was incu-
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bated for at least 2 h on its side on the Mimetas plate stand to enable the cells to attach
directly to the ECM. The plate was then transferred to the Mimetas OrganoFlow® plate
rocker (Mimetas, cat. no. MI-OFPR-S) with an inclination of 7° and a cycle time of 8 min.
The cells were allowed to proliferate for 7 to 10 days, until a completely closed tube was
observed. The angiogenic cocktail (or dilutions thereof as specified in the text) composed of
250 nM sphingosine-1-phosphate (Sigma Aldrich, cat. no. 59666), 37.5 ng/mL PMA (Sigma
Aldrich, cat. no. P1585), 37.5 ng/mL human FGF-b (Peprotech, Cranbury, NJ, USA, cat. no.
100-18B), 37.5 ng/mL human MCP-1 (Peprotech, cat. no. AF-300-04), 37.5 ng/mL human
HGEF (Peprotech, cat. no. 100-39H), and 37.5 ng/mL human VEGF 165 (Peprotech, cat.
no. 100-20) was added to the bottom channel of each microfluidic chip (Figure 1a). Where
indicated, Astragaloside IV or GW501516 were added in the top channel and, additionally,
together with the angiogenic cocktail in the bottom channel. Treatment durations ranged
from 24 to 72 h. The compound treatment was refreshed every 24 h.
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Figure 1. (a) Schematics of the OrganoPlate® angiogenesis-on-chip assay. (b—d) The endothelial tubes
were treated for 24 (b,c) or 48 (d,e) hours with different dilutions of the angiogenic cocktail, fixed and
stained with Phalloidin. Images were acquired with the ImageXpress MicroConfocal microscope,
and maximal projections were analyzed with the MetaXpress software. Sprout area, height, and
length were quantified for the cocktail dilutions using undiluted cocktail as the control. Plotted is the
average and standard deviation (n = 3). Scale bar = 100 uM.
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2.4. Nuclei and F-Actin Staining

Upon completion of treatment, cells were fixed with 4% PFA (Invitrogen, Ziirich,
Switzerland, cat. no. FB002) for 15 min, washed with PBS, permeabilized with 0.1% Triton
X-100 (Sigma Aldrich, cat. no. 9002-93-1) for 10 min, and blocked with blocking solution
(3% BSA in D-PBS, Invitrogen, cat. no. A14289SA) for 30 min. Nuclei and F-actin were
stained for 90 min with Hoechst (Invitrogen, cat. no. H3570, 1:1000 in blocking solution)
and Alexa Fluor 555 Phalloidin (Invitrogen, cat. no. A34055, 1:200 in blocking solution),
respectively.

2.5. Image Acquisition and Analysis

The ImageXpress® Micro Confocal high content imaging system from Molecular
Devices (San Jose, CA, USA) was employed to capture images of the OrganoPlate® chips.
Briefly, Z-stacks of 40 fluorescence confocal images separated by 5 microns were acquired
using a 10xPlan Apo Lambda objective, thereby enabling imaging of the full 200 pm
depth of the chips. The resulting maximal projections of the 40 images of the Z-stack
were subjected to image analysis using the MetaXpress® software (version 6.7.2.290) from
Molecular Devices.

2.5.1. Sprouting Quantification

The sprouting quantification in the ECM gel was performed as follows: phase guide
masks were first created applying an inclusive simple threshold on the maximal projection
of Hoechst images, in a range of minimum and maximum intensities covering the autofluo-
rescence intensity of the OrganoPlate® phase guides; to clear small artefacts according to
their size, we performed an erosion of the resulting mask using the ‘shrink objects’ feature
with a value of 5 pixels; a filtering process based on the object area allowed us to reject
any remaining small artefacts and keep only the mask of both phase guides. Since only
the top phase guide mask was of interest at this stage, the bottom phase guide mask was
excluded applying a filter based on the centroid Y coordinate of the objects; to fill the holes
caused by heterogeneous autofluorescence or the presence of cell nuclei in the top phase
guide mask, we applied a sequence of dilation followed by a shrink of the same value; the
resulting mask overlapping the top phase guide of the chips was then inverted to create the
two masks of the tube and ECM; we rejected the tubule mask, which was not of interest,
by filtering it based on the centroid Y coordinate value, resulting in a mask that accurately
corresponded to the ECM gel. The phalloidin-stained sprouts were detected in the ECM
gel mask using the ‘Find Fibers” algorithm. The resulting masks of fibrous objects and
nonfibrous objects were merged to generate the mask of the sprout network. Sprout area,
height, and length were calculated.

2.5.2. Nuclei Centroid Y Sum Quantification

The detailed steps of this analysis are described in the results section. Briefly, in
addition to the ECM gel mask, we applied a series of analysis steps to determine a reference
line at the interphase between the endothelial tube and the ECM gel corresponding to the
starting point from which the cells initiated migration into the gel. The ‘Find Round Objects’
algorithm was used on the Hoechst images to create a nuclei mask. We first measured the
Y coordinate of all nuclei located in the ECM mask. To translate it into actual migration
distances, we subtracted the Y coordinate of the reference top phase guide mask from the Y
coordinates of the nuclei. The degree of angiogenesis was then analyzed calculating the
sum of the migration distance of all nuclei.

3. Results and Discussion
3.1. Establishment of the OrganoPlate® Angiogenesis-on-Chip Assay

We first set out to determine the optimized experimental conditions to allow the
analysis of the proangiogenic properties of compounds in the OrganoPlate® angiogenesis-
on-chip assay. We seeded HUVECs in the upper channel of the OrganoPlate® 3-lane
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against an ECM gel and allowed them to generate a perfused tube over 7 to 10 days. We
then applied the established cocktail of angiogenic factors [18] in the bottom channel and
analyzed angiogenic sprouting and growth over time (Figure 1a). We noticed that the
application of the undiluted angiogenic cocktail (1:1 cocktail, as described in the protocol
developed by Mimetas [18]), drives the establishment of a very dense sprouting network
after both 24 (Figure 1b) and 48 h (Figure 1d), which would complicate the analysis of
additive proangiogenic effects. This cocktail was indeed optimized for the analysis of
antiangiogenic compounds [20]. Therefore, we set out to establish suboptimal sprouting
conditions by means of diluting the angiogenic cocktail with cell culture medium and
analyzing the sprouting at different time points (Figure 1b—e). The sprout area, height, and
length were initially used to quantify the angiogenic phenotype, according to the published
protocol [18]. We identified cocktail dilutions of 1:15 and 1:20 to trigger a substantial
decrease in angiogenic sprouting, both at 24 and 48 h of treatment, and the sprout area as
the parameter most strongly affected (Figure 1b-e).

3.2. Refinement of Image Analysis Pipeline

We noticed that quantification of the actin staining can be influenced by ECM stiffness
and quality, which may vary between experiments. To increase the robustness of the assay,
we therefore set out to establish a novel image quantification method that does not rely
on actin staining but rather on the more reproducible nuclear stain. The position of the
nuclei in the sprouts was already used to estimate the average sprout migration distance
from the top phase guide in a previous study [20]. We refined this analysis by taking into
account two parameters: 1. the position of the top phase guide needed to be determined for
each field of view, as the chips were not always aligned; 2. we performed the nuclei-based
quantification of sprout length by measuring the ‘Nuclei Centroid Y Sum’ as the sum of the
distance of each nucleus in the gel channel from the phase guide. In this way, our analysis
takes into consideration all nuclei present in sprouts rather than the 10 furthest migrating
ones, as described previously [20]. Figure 2a shows the image analysis steps undertaken to
determine the position of the top phase guide for every chip: we slightly dilated the top
phase guide mask (step no. 1) to overlap it with the ECM gel mask (step no. 2). We then
applied a logical operation “AND” between both masks resulting in a thin linear mask
localized at the interphase of the tubule and the ECM gel (step no.3) and used this mask as
the reference line from where the cells initiated migration into the gel. Instead of subtracting
a constant value of 400 um to the Y coordinates of the nuclei to evaluate the migration
distance of nuclei as previously described [15], we rather subtracted the Y coordinate of
the reference line, the location of which could differ from chip to chip. Angiogenesis was
quantified calculating the sum of migration distance for all nuclei (Figure 2b). We applied
this refined analysis method to the images obtained after 24 and 48 h of incubation with the
angiogenic cocktail dilutions (Figure 1b—e) and observed comparable results (Figure 2c,d).
We therefore used the refined analysis method to assess proangiogenic properties of the
compounds.
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Figure 2. (a) Example images of the analysis steps necessary to determine the position of the reference
line. (b) Example images of nuclei identification and quantification of centroid Y Sum. The red
dotted line corresponds to the reference line as determined with the steps presented in panel (a).
Scale bar = 100 uM. (¢,d) Quantification of the nuclei Y centroid sum of angiogenic sprouting after
24 (c) or 48 (d) hours incubation with the angiogenic cocktail. The undiluted cocktail is used as
control. Plotted is the average and standard deviation (n = 3).

3.3. Assessment of Proangiogenic Compounds

We selected two compounds to assess whether the protocol we had established was
suitable to reveal both therapeutic as well as aberrant proangiogenic effects. Astragaloside
IV is a natural product used in traditional Chinese medicine to treat cardiovascular disor-
ders [21]. The therapeutic benefit of Astragaloside IV has been ascribed, among others, to
stimulation of angiogenesis [22,23]. Development of the PPAR 3 /6 agonist GW501516 to
treat dyslipidemia was discontinued due to tumor induction in animal studies [8]. Later
studies revealed tumor-promoting as well as proangiogenic properties of GW50156 [10].
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Astragaloside IV is not cytotoxic to HUVEC cells up to 30 ng/mL over 72 h of treatment;
GW50156 is not cytotoxic to HUVEC cells up to 10 uM over 72 h of treatment (Figure 3a).
In the first angiogenesis experiment, we incubated two doses of the selected compounds in
both the vascular tube lumen and in the third channel of the chip together with the diluted
angiogenic cocktail (1:15 and 1:20 dilutions) for 48 h (Figure 3b). We observed a two- to
fourfold increase in angiogenic sprouting with both doses of Astragaloside IV in presence
of either 1:15 or 1:20 diluted angiogenic cocktail (Figure 3b,c). The ~twofold pro-angiogenic
effect of GW501516 was best observable in the presence of the 1:20 cocktail (Figure 3b,c).
The effect in the presence of the 1:15 cocktail was masked by a high chip-to-chip variability
in the assay (Figure 3c). The proangiogenic effects of Astragaloside IV and GW501516 were
confirmed in two additional independent experiments.

b 1:15 cocktail 1:20 cocktail

DMSO

Astragaloside
10 pg/mL

1 100

Astragaloside
30 pg/mL

T-T-T7T°1 T~ T 77
0 10 3001 1 0 10 300.1 1

GW501516 1 yM GW501516 0.1 uM

1:15 cocktail 1:20 cocktail

Figure 3. (a) HUVECs were seeded in 96-well plates and treated with the indicated compounds for
72 h. Viability was assessed as % to DMSO control. Plotted is the average and standard deviation
(n = 3). (b) The endothelial tubes were treated with the indicated compounds for 48 h. After treatment,
cells were fixed and co-stained with Hoechst and Phalloidin. Scale bar = 100 uM. (¢) Sum of nuclei
Y centroid was calculated as % to DMSO control. Plotted is the average and standard deviation
(n=3-4).

To explore whether a longer incubation time would improve the outcome of the assay,
we extended the treatment to 72 h (Figure 4). Compared to the 48 h treatment (Figure 3b,c),
10 ug/mL Astragaloside IV showed very comparable results when incubated with the
1:15 cocktail but a lower proangiogenic effect in presence of the 1:20 cocktail (Figure 4).
GW501516 displayed a stronger proangiogenic effect at 72 h only at the lower tested dose
and in presence of the 1:15 cocktail (Figure 4). All the other conditions yielded worse results
compared to the 48 h incubation (Figures 3¢ and 4b). It is reasonable to hypothesize that
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the different outcomes of the assay for the two compounds tested might be due to different
molecular mechanisms underlying the proangiogenic effect.
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Figure 4. (a) The endothelial tubes were treated with the indicated compounds for 72 h. At the end
of the treatment, cells were fixed and co-stained with Hoechst and Phalloidin. Scale bar = 100 pM.
(b) The sum of the nuclei centroid was calculated as % to DMSO control. Plotted is the average and
standard deviation (n = 4).

Despite obtaining convincing results, we did notice chip-to-chip variability and there-
fore encourage end-users of this protocol to account for at least four technical replicates
per condition. Variability in sprouting densities were also observed in a previous study
and believed to be caused by differences in cell seeding densities [20]. Furthermore, this
protocol has been adapted to HUVECs. Adaptation to other endothelial cell types (and
even different lots of HUVECs) might require optimization of the angiogenic cocktail
dilution and treatment duration as we did for HUVECs. Finally, assay conditions and
treatment durations might need to be optimized for individual compounds, according to
the molecular mechanism of angiogenesis stimulation.

4. Conclusions

In this work, we have expanded the applicability of the OrganoPlate® angiogenesis-
on-chip to study the proangiogenic properties of compounds. We here provide a detailed
protocol and a refined image analysis pipeline that enabled us to detect the described
proangiogenic effects of two compounds, Astragaloside IV and GW501516. This assay
now allows standardized medium-/high-throughput screening of positive and negative
modulators of angiogenesis for therapeutic intervention and identification of vascular
toxicities.

Author Contributions: Conceptualization, B.F. and EM.; methodology J.A., B.F. and A.E.B.; software,
J.A. and B.F; formal analysis, ].A. and B.F,; investigation, ]J.A., B.F. and A.E.B.; data curation, J.A.,
B.F. and FM.; writing—original draft preparation, EM.; writing—review and editing, J.A. and B.E;
visualization, J.A., B.F. and EM. supervision, EM.; All authors have read and agreed to the published
version of the manuscript.



Methods Protoc. 2023, 6, 119 90of 10

Funding: This research was funded by Novartis AG.
Institutional Review Board Statement: Not applicable.
Informed Consent Statement: Not applicable.

Data Availability Statement: The data presented in this study are available on request from the
corresponding author. The data are not publicly available due to restrictions.

Acknowledgments: We thank Katie Kubek and Axel Vicart for constructive comments on the
manuscript.

Conflicts of Interest: The authors declare no conflict of interest.

References

1.  Chung, A.S,; Ferrara, N. Developmental and pathological angiogenesis. Annu. Rev. Cell Dev. Biol. 2011, 27, 563-584. [CrossRef]

2. Carmeliet, P; Jain, R K. Angiogenesis in cancer and other diseases. Nature 2000, 407, 249-257. [CrossRef]

3. Khan, T.A;; Sellke, EW.; Laham, R.J. Gene therapy progress and prospects: Therapeutic angiogenesis for limb and myocardial
ischemia. Gene Ther. 2003, 10, 285-291. [CrossRef]

4. Quesada, A.R.; Munoz-Chapuli, R.; Medina, M.A. Anti-angiogenic drugs: From bench to clinical trials. Med. Res. Rev. 2006, 26,
483-530. [CrossRef] [PubMed]

5. Zhou, B.; Poon, M.C.; Pu, W.T,; Han, Z.C. Therapeutic neovascularization for peripheral arterial diseases: Advances and
perspectives. Histol. Histopathol. 2007, 22, 677-686. [CrossRef] [PubMed]

6. Levato, L.; Cantaffa, R.; Kropp, M.G.; Magro, D.; Piro, E.; Molica, S. Progressive peripheral arterial occlusive disease and other
vascular events during nilotinib therapy in chronic myeloid leukemia: A single institution study. Eur. |. Haematol. 2013, 90,
531-532. [CrossRef] [PubMed]

7. Hadzijusufovic, E.; Albrecht-Schgoer, K.; Huber, K.; Hoermann, G.; Grebien, F.; Eisenwort, G.; Schgoer, W.; Herndlhofer, S.; Kaun,
C.; Theurl, M,; et al. Nilotinib-induced vasculopathy: Identification of vascular endothelial cells as a primary target site. Leukemia
2017, 31, 2388-2397. [CrossRef]

8.  Sahebkar, A.; Chew, G.T.; Watts, G.F. New peroxisome proliferator-activated receptor agonists: Potential treatments for atherogenic
dyslipidemia and non-alcoholic fatty liver disease. Expert Opin. Pharmacother. 2014, 15, 493-503. [CrossRef]

9.  Piqueras, L.; Reynolds, A.R.; Hodivala-Dilke, K.M.; Alfranca, A.; Redondo, ].M.; Hatae, T.; Tanabe, T.; Warner, T.D.; Bishop-Bailey,
D. Activation of PPARbeta/delta induces endothelial cell proliferation and angiogenesis. Arter. Thromb. Vasc. Biol. 2007, 27, 63—69.
[CrossRef] [PubMed]

10. Wagner, K.D.; Du, S.; Martin, L.; Leccia, N.; Michiels, ]J.F.; Wagner, N. Vascular PPARbeta/delta Promotes Tumor Angiogenesis
and Progression. Cells 2019, 8, 1623. [CrossRef]

11. Goodwin, A.M. In vitro assays of angiogenesis for assessment of angiogenic and anti-angiogenic agents. Microvasc. Res. 2007, 74,
172-183. [CrossRef]

12.  Francescone, R.; Vendramini-Costa, D.B. In Vitro Models to Study Angiogenesis and Vasculature. Methods Mol. Biol. 2022, 2514,
15-28. [CrossRef]

13. Irvin, M.W,; Zijlstra, A.; Wikswo, ].P.; Pozzi, A. Techniques and assays for the study of angiogenesis. Exp. Biol. Med. 2014, 239,
1476-1488. [CrossRef]

14. Nowak-Sliwinska, P.; Alitalo, K.; Allen, E.; Anisimov, A.; Aplin, A.C.; Auerbach, R.; Augustin, H.G.; Bates, D.O.; van Beijnum,
J.R.; Bender, R.H.F,; et al. Consensus guidelines for the use and interpretation of angiogenesis assays. Angiogenesis 2018, 21,
425-532. [CrossRef]

15.  van Duinen, V.; Trietsch, S.J.; Joore, J.; Vulto, P.; Hankemeier, T. Microfluidic 3D cell culture: From tools to tissue models. Curr.
Opin. Biotechnol. 2015, 35, 118-126. [CrossRef] [PubMed]

16. Kim, S.; Chung, M.; Ahn, J.; Lee, S.; Jeon, N.L. Interstitial flow regulates the angiogenic response and phenotype of endothelial
cells in a 3D culture model. Lab Chip 2016, 16, 4189-4199. [CrossRef] [PubMed]

17. Kim, S.; Kim, W.; Lim, S.; Jeon, J.S. Vasculature-On-A-Chip for In Vitro Disease Models. Bioengineering 2017, 4, 8. [CrossRef]
[PubMed]

18. van Duinen, V,; Zhu, D.; Ramakers, C.; van Zonneveld, A.].; Vulto, P.; Hankemeier, T. Perfused 3D angiogenic sprouting in a
high-throughput in vitro platform. Angiogenesis 2019, 22, 157-165. [CrossRef] [PubMed]

19. van Duinen, V,; Stam, W.; Borgdorff, V,; Reijerkerk, A.; Orlova, V.; Vulto, P.; Hankemeier, T.; van Zonneveld, A.]. Standardized
and Scalable Assay to Study Perfused 3D Angiogenic Sprouting of iPSC-derived Endothelial Cells In Vitro. J. Vis. Exp. 2019, 153,
e59678. [CrossRef]

20. van Duinen, V.; Stam, W.; Mulder, E.; Famili, F; Reijerkerk, A.; Vulto, P.; Hankemeier, T.; van Zonneveld, A.J. Robust and Scalable
Angiogenesis Assay of Perfused 3D Human iPSC-Derived Endothelium for Anti-Angiogenic Drug Screening. Int. J. Mol. Sci.
2020, 21, 4804. [CrossRef] [PubMed]

21. Tan, Y.Q.; Chen, HW.,; Li, J. Astragaloside IV: An Effective Drug for the Treatment of Cardiovascular Diseases. Drug Des. Dev.

Ther. 2020, 14, 3731-3746. [CrossRef] [PubMed]


https://doi.org/10.1146/annurev-cellbio-092910-154002
https://doi.org/10.1038/35025220
https://doi.org/10.1038/sj.gt.3301969
https://doi.org/10.1002/med.20059
https://www.ncbi.nlm.nih.gov/pubmed/16652370
https://doi.org/10.14670/HH-22.677
https://www.ncbi.nlm.nih.gov/pubmed/17357097
https://doi.org/10.1111/ejh.12096
https://www.ncbi.nlm.nih.gov/pubmed/23506097
https://doi.org/10.1038/leu.2017.245
https://doi.org/10.1517/14656566.2014.876992
https://doi.org/10.1161/01.ATV.0000250972.83623.61
https://www.ncbi.nlm.nih.gov/pubmed/17068288
https://doi.org/10.3390/cells8121623
https://doi.org/10.1016/j.mvr.2007.05.006
https://doi.org/10.1007/978-1-0716-2403-6_2
https://doi.org/10.1177/1535370214529386
https://doi.org/10.1007/s10456-018-9613-x
https://doi.org/10.1016/j.copbio.2015.05.002
https://www.ncbi.nlm.nih.gov/pubmed/26094109
https://doi.org/10.1039/C6LC00910G
https://www.ncbi.nlm.nih.gov/pubmed/27722679
https://doi.org/10.3390/bioengineering4010008
https://www.ncbi.nlm.nih.gov/pubmed/28952486
https://doi.org/10.1007/s10456-018-9647-0
https://www.ncbi.nlm.nih.gov/pubmed/30171498
https://doi.org/10.3791/59678
https://doi.org/10.3390/ijms21134804
https://www.ncbi.nlm.nih.gov/pubmed/32645937
https://doi.org/10.2147/DDDT.S272355
https://www.ncbi.nlm.nih.gov/pubmed/32982178

Methods Protoc. 2023, 6, 119 10 of 10

22. Wang, W,; Shen, Z.; Tang, Y.; Chen, B.; Chen, J.; Hou, J.; Li, J.; Zhang, M.; Liu, S.; Mei, Y,; et al. Astragaloside IV promotes the
angiogenic capacity of adipose-derived mesenchymal stem cells in a hindlimb ischemia model by FAK phosphorylation via
CXCR2. Phytomedicine 2022, 96, 153908. [CrossRef] [PubMed]

23. Zhang, Y;Hu, G, Li, S; Li, ZH,; Lam, C.O.; Hong, S.J.; Kwan, YYW.; Chan, S.W.; Leung, G.P; Lee, S.M. Pro-angiogenic activity of
astragaloside IV in HUVECs in vitro and zebrafish in vivo. Mol. Med. Rep. 2012, 5, 805-811. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.


https://doi.org/10.1016/j.phymed.2021.153908
https://www.ncbi.nlm.nih.gov/pubmed/35026516
https://doi.org/10.3892/mmr.2011.716
https://www.ncbi.nlm.nih.gov/pubmed/22179585

	Introduction 
	Materials and Methods 
	Cell Culture 
	Viability Assessment 
	Seeding in OrganoPlates® and Angiogenesis Assay 
	Nuclei and F-Actin Staining 
	Image Acquisition and Analysis 
	Sprouting Quantification 
	Nuclei Centroid Y Sum Quantification 


	Results and Discussion 
	Establishment of the OrganoPlate® Angiogenesis-on-Chip Assay 
	Refinement of Image Analysis Pipeline 
	Assessment of Proangiogenic Compounds 

	Conclusions 
	References

