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S3 Figure: Complete linkage hierarchical clustering of human breast milk spiked with
the microbial mock community standard. (A) Dendogram of bacterial profiles present in
the HBM sample spiked with ZMCS processed as skim and whole milk using four DNA
extraction kits. (B) Relative abundances of ZMCS bacterial composition in the HBM sample
spiked with ZMCS. Each column represents milk type (skim or whole) extracted by one of
the four kits. W: whole milk, S: skim milk; S2 and W2: replicates of S and W respectively.
ZMCS: Zymobiomics Microbial Community Standard reference (“theoretical” bacterial
profile) specified by the manufacturer.




