Table S2. Detailed information of PgUGTs identified in the pomegranate genome

Gene ID Gene Name  Protein Length MW (kDa) pl
(aa)

Pgr022754.1 = PgUGTAI 492 55887.42 6.48
Pgr022752.1 = PgUGTA2 245 27313.35 5.84
Pgr013417.1 | PgUGTA3 474 53656.55 5.65
Pgr013416.1 = PgUGTA4 474 53399.35 5.74
Pgr013419.1 = PgUGTAS 422 47703.54 532
Pgr011472.1 | PgUGTA®6 472 53095.50 5.23
Pgr019189.1 = PgUGTA7 435 48618.45 6.4
Pgr016660.1 = PgUGTAS 466 52082.96 6.18
Pgr016659.1 = PgUGTA9 466 52110.12 5.77
Pgr016661.1 = PgUGTAI10 467 52379.39 5.38
Pgr016662.1 = PgUGTAI1 467 52023.79 5.45
Pgr016790.1 = PgUGTAI2 453 50569.30 5.88
Pgr007463.1 = PgUGTAI3 439 48594.02 5.88
Pgr009508.1 | PgUGTBI1 467 51301.90 5.85
Pgr009507.1 = PgUGTB2 471 51683.53 6.02
Pgr014646.1 = PgUGTB3 460 49719.26 53

Pgr008778.1 = PgUGTB4 496 53896.26 5.79
Pgr008782.1 | PgUGTBS 465 50849.49 5.14
Pgr008781.1 = PgUGTB6 472 51754.62 6.01
Pgr008780.1 = PgUGTB7 478 52503.37 6.1
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