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Abstract

:

Flower color, including color hues and spot patterns, is an extremely important trait in Asiatic hybrid lilies. Investigating flower color variation across different cross combinations may help us select breeding parents efficiently. Thus, three hybridizations with different compositions of anthocyanins and carotenoids were performed, and 65, 289 and 125 offspring were obtained, respectively. For the parents and progenies, flower color hues were quantified by the CIELAB system, and the total number of raised spots on tepals was counted. Then, a cluster analysis and a statistical analysis were used to explore the inheritance patterns of flower color. The results showed that an orange flower color with high levels of carotenoids was highly heritable and that the progenies were less segregated, showing orange, orange-red, and yellow flowers. Parents showing red and purple-red flowers with differing levels of carotenoids and anthocyanins produced offspring with extensive segregation, including pink-white, pink, orange-pink, orange-red, yellow, and orange flowers. Meanwhile, different contents of anthocyanins and carotenoids resulted in variable proportions in color groups. Additionally, for F1 generation, the number of raised spots was continuously separated, demonstrating distinct quantitative genetic characteristics. For parents with few or intermediate spots, the hybrid plants showed both prominent negative and positive heterosis. For parents with many spots that covered almost the full tepals, the hybrid seedlings all exhibited raised spots.
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1. Introduction


Lilium is a major commercial floricultural crop around the world, due to its large, showy, fragrant, and multicolored flowers. The genus, which includes 110–115 species, is classified into eight sections, including Sinomartagon, Martagon, Pseudolirium, and others [1,2,3]. Interspecific and intersection hybridizations are the principal methods used for lily breeding [4,5,6]. Currently, more than 10,000 cultivars are registered with the Royal Horticulture Society, which are classified into different established hybrid groups, such as Asiatic, Oriental, and Longiflorum hybrids [7].



Asiatic hybrid lilies refer to the large hybrid population in the Lilium genus, which is derived from interspecific crosses of the Sinomartagon section [4]. These lilies are popular and are widely cultivated for landscaping due to their extensive variation in flower color [8], which is one of the most important characteristics determining the commercial value of lilies. Anthocyanins [9] and carotenoids [10,11,12] are the main pigments accumulated in their flowers. Generally, anthocyanins are responsible for pink colors, whereas carotenoids are primarily responsible for orange and yellow hues, and a combination of the two is responsible for red hues [9,10,13,14,15].



Some lily breeders have focused on the heredity of flower color hues for Asiatic hybrid cultivars to improve the aesthetics of their flowers. It was found that in orange × yellow and orange × orange crosses, the seedlings primarily bore orange flowers, and a few of them showed yellow flowers. For example, hybrids with orange-red as their dominant flower color were produced when the orange-red-flowered cultivars (‘Compass’, ‘Gran Paradiso’ and ‘Alisa’) were selected as parents [16]. The yellow-flowered Asiatic hybrid cultivar ‘Dreamland’ was crossed with the orange-flowered wild species L. lancifolium to produce F1 plants with flowers showing varying degrees of orange and a few individuals with yellow flowers [17]. Similarly, ‘Kotnali’, an orange-flowered cultivar, and ‘Tiny Bee’, a yellow-flowered cultivar, were crossed to produce hybrid progeny, which separated into plants with orange and yellow flowers [18]. Furthermore, the offspring from the following crosses, white × salmon-orange, orange-red × pink, and pink × orange, displayed parental codominance for the color hues. In the cross between ‘Olga’ (apricot-white) and ‘Arabeska’ (salmon-orange), the progenies showed flowers with intermediate hues of rosy-pink, apricot, and salmon-orange [16]. Progenies of the cross between the pink-flowered Asiatic hybrid cultivar ‘Renoir’ and the orange-flowered wild species L. davidii var. willmottiae presented flowers with different degrees of pink, orange-pink, and yellow [19]. However, due to the lack of hybrid populations and quantitative descriptions, the separation regularity of flower color controlled by different compositions and contents of anthocyanin and carotenoid remains unclear.



Currently, the quantification of color phenotypes is an important and objective method for defining flower color. The CIELAB (International Commission on Illumination L*a*b*) scale has been widely utilized in quantifying flower and fruit color phenotypes. The CIELAB color system is a color space that characterizes certain colors into geometric coordinates by employing the coordinate axes L*, a*, and b*, which represent lightness, redness (red to green), and yellowness (yellow to blue), respectively [20,21]. As this color system can measure the target color rapidly and precisely using colorimetry, it is frequently used in the determination and classification of flower color hues in ornamental plants, such as Magnolia biondii, Alstroemeria pallida, Narcissus, Rhododendron, Hemerocallis, Chrysanthemum, Zantedeschia hybrida, Gerbera hybrida, rose, and Lilium [22,23,24,25,26,27,28,29,30,31].



In addition to color hues, spot patterns, including raised spots (also known as papillae), splatter-type spots, and brush marks, are also important factors affecting flower color [8,32,33,34]. Among them, raised spots are a unique pigmentation morphology in lilies [35]. The interior surfaces of tepals are raised to develop bumps where parenchymal and epidermal cell numbers increase and anthocyanin pigments accumulate [36]. Several studies have focused on the heredity of raised spots. In the Asiatic hybrid lily crosses with spotted cultivars (‘Montreux’, ‘Renoir’, and ‘Orlito’) × a non-spotted cultivar (‘Connecticut King’), F1 plants with and without spots segregated at a 1:1 ratio, which indicated that the presence or absence of raised spots was regulated by a single locus [32,35]. Moreover, progenies of the cross between the ‘White Fox’ (no spots) and the ‘Connecticut King’ (no spots) showed that the segregation ratio of individuals with and without spots was 1:3, which suggested that a pair of alleles suppressed spot formation [37]. However, Zhao et al. reported that dominant genes promote spot formation in Asiatic hybrid lilies [38]. Additionally, the raised spot patterns on the perianths of Asiatic hybrid lilies are multifarious. They range in distribution from the basal part and marginal zone to half the tepals and almost the full tepals. Therefore, to clarify the intricate inheritance patterns of raised spots in lilies, more hybrid combinations and larger F1 populations are imperative.



In the present research, four Asian hybrid cultivars with different flower colors were selected as parents to design three cross combinations. The pink-white-flowered cultivar ‘Easy Waltz’ (no carotenoids, medium anthocyanins, few spots) was used as the maternal parent in three combinations. The orange-flowered cultivar ‘Tresor’ (high carotenoids, no anthocyanins, intermediate spots), the red-flowered cultivar ‘Red Life’ (high carotenoids, medium anthocyanins, many spots), and the purple-red-flowered cultivar ‘Pearl Loraine’ (low carotenoids, high anthocyanins, intermediate spots) were all used as paternal parents (pigment composition and content from Wang et al., 2021 [39]). The flower color (color hues and raised spots) of hybrid plants was determined. Then, according to the color phenotype, a cluster analysis and a statistical analysis were used to explore the heredity and variation of these decorative features for the three combinations. The objective of this study was to better understand the flower color changes from the different combinations of pigment composition and content in Asiatic hybrid lilies. The results could provide some insights into how to select parents to develop more lily cultivars with high aesthetic value.




2. Materials and Methods


2.1. Plant Materials


Four Asiatic hybrid cultivars with different flower colors were used as parents to obtain hybrid populations (Figure 1). Three cross combinations, ‘Easy Waltz’ × ‘Tresor’, ‘Easy Waltz’ × ‘Red Life’, and ‘Easy Waltz’ × ‘Pearl Loraine’, were performed, and 65, 289 and 125 seedlings were obtained, respectively (Table 1). All the cultivars were tetraploid (2n = 4x = 48). The hybrid seeds with embryos were stored in sand at 4 °C for a month. Then, they were sown and grown for three years until blossoming occurred. All these materials were grown in the germplasm resource nursery of Beijing Forestry University.




2.2. Flower Color Measurement


The fresh tepal colors of all hybrids and parents were measured using a colorimeter (NF555, Nippon Denshoku Industries Co., Ltd., Tokyo, Japan) under a C/2° light source. The inner tepals were placed on clean white paper, and the light source was aligned to the central part of the adaxial surface (Ad. 24), based on The International Union for the Protection of New Varieties of Plants [40]. The measurement was repeated three times. The average values of the color parameters, L*, a*, and b*, of the CIELAB system were obtained. In this system, the parameter L* value indicates lightness, ranging from 0 (black) to 100 (white). The parameter a* value represents redness, with positive values for red colors and negative values for green. The parameter b* value represents yellowness, with positive values for yellow colors and negative values for blue [20,41]. In addition, the total numbers of raised spots (abbreviated as SN) on the inner and outer tepals were counted in sequence. For the parents, the average of the spot numbers of the three individuals was calculated.




2.3. Statistical Analysis


Basic data management and statistics were performed using Microsoft Office Excel 2016. Maximum, minimum, and mean values, and the standard deviation of crossing parents and hybrids were calculated using the SPSS 25 software. The following formulae were used to determine the mid-parent value (MPs), index of heterosis (Hi), and coefficient of variation (CV):


  M P s   =      P 1  +  P 2   2   










  H i =   X ¯   M P s   × 100%  










  C V =  σ  X ¯   × 100%  








where P1 and P2 represent the values of the parents,   X ¯   represents the mean value of the hybrids, and σ is the standard deviation. Then, cluster analysis (between-group linkage, squared Euclidean distance) with L*, a*, and b* values of all hybrids was carried out using SPSS 25 software. Finally, box plots, three-dimensional coordinate scatterplots, and frequency distribution histograms were all created using the Origin 2021 software.





3. Results


3.1. Colorimetric Evaluation and Numerical Classification of the Hybrids


The cluster analysis with L*, a*, and b* values for all 479 F1 hybrids divided them into 6 flower color groups (Euclidean distance = 7.5), including orange (236 individuals), pink (18 individuals), pink-white (27 individuals), yellow (43 individuals), orange-pink (134 individuals), and orange-red (21 individuals) (Figure 2). The flower color groups accounted for 49.27%, 3.76%, 5.63%, 8.98%, 27.97%, and 4.38% of the total hybrids, respectively.



Subsequently, to clearly describe and distinguish the flower color characteristics of the 6 groups, box plots were created (Figure 3). The color coordinates showed that the L* values of hybrids ranged from 30.71 to 83.19. The L* values of the pink-white and yellow flower color groups were higher than those of the other groups, while that of the orange-red flower color group was the lowest. The a* values varied from −2.68 to 38.41; the orange-red flower color group had the highest a* value, while the yellow and pink-white groups had the lowest. The b* values ranged from 2.98 to 73.35, and that of the orange flower color group was the highest, with an order of orange > yellow > orange-red > orange-pink > pink > pink-white. Furthermore, although the distribution areas of the b* values of the pink-white and pink flower color groups overlapped, their a* value distributions were obviously different. Similarly, the orange-red and orange-pink flower color groups could be distinguished based on the a* value regions, even though their b* values overlapped.




3.2. Variation in Flower Color of the Cross Combinations


To clarify the flower color diversity of F1 hybrids among the three combinations, we determined the sizes of the flower color groups for each cross (Table 2). The typical pictures of different color groups in each combination were shown (Figure 4). Meanwhile, the color space values, L*, a*, and b*, of the progeny from each combination were assigned three-dimensional coordinates (Figure 5).



For the EW01 combination, there were three flower color groups (Figure 4A and Figure 5A), including orange-red, yellow, and orange. The orange flower color group was the largest (Table 2). The offspring of EW02 were divided into 6 flower color groups (Figure 4B and Figure 5B), which were orange, orange-pink, yellow, orange-red, pink and pink-white in order of proportion. Among them, the pink and pink-white groups had the lowest numbers of individuals, 11 and 4, respectively (Table 2). Progenies of EW03 were also divided into the same 6 flower color groups (Figure 4C and Figure 5C). The orange-pink group accounted for the largest proportion, followed by the pink-white group, while the orange-red group accounted for the smallest proportion (Table 2).



Thus, compared with those of EW01, the progeny plants of EW02 and EW03 had more extensive and abundant variation in flower color. Comparison between EW02 and EW03 showed that the proportions of offspring in the six flower color groups were different.



To elucidate the inheritance of flower color, we investigated the variation and distribution of floral color measurement indices (L*, a*, and b* values) for the parents and their offspring (Figure 6). Comparing the L* values of the three combinations, we discovered that the averages of the L* value for the offspring (66.45, 65.22, and 68.12, respectively) were closer to that of the maternal parents (68.25). In contrast, the a* value distributions of the hybrids from the three hybridizations (−1.14~38.41, −1.15~38.41, and −2.68~28.77, respectively) fell within those of the parents, and the average a* values (12.02, 13.09, and 8.1, respectively) were closer to that of the maternal parent (the low-value parent). The average b* values for the three combinations (51.16, 37.6, and 25.66, respectively) were higher than those of the paternal parents (the high-value parent). More than half of the individuals in each cross combination (75.38%, 84.43%, and 69.60%) showed transgressive segregation of b* values.




3.3. Variation in Raised Spots on Tepals of Hybrids from Different Cross Combinations


Spot patterns constitute an important trait affecting flower color. In the present study, the tepal spot type for all parents and hybrids was raised spots. To understand the inheritance patterns of raised spots, we measured and evaluated the spot numbers of the parents and hybrids in each combination.



For the maternal parent, the average number of spots was 15, while that of the paternal parent was variable. In the EW01 and EW03 hybridizations, ‘Tresor’ and ‘Pearl Loraine’ had similar average numbers of spots, 147 and 164, respectively, which were distributed mainly in the basal area and marginal zone of the perianths (Figure 1) (Ad. 28) [34]. For F1 plants of these two combinations, the presence and absence of raised spots were separated at a ratio of 5:1 (54:11) and 4:1 (98:27), respectively (Table 3). However, in the EW02 cross, ‘Red Life’ had an average of 437 spots, which almost covered the entire perianth (Figure 1). The tepals of all EW02 hybrids exhibited raised spots (Table 3).



Afterward, to investigate the effect of the parents’ spot number on genetic segregation, the frequency distribution of spot numbers in the F1 generation were analyzed (Figure 7), and a heterosis analysis of the spot numbers in the three cross combinations was performed (Table 4). For all three combinations, the number of raised spots on tepals was continuously separated in the F1 generation (Figure 7), which showed clear quantitative genetic characteristics. The mean values of the offspring of all combinations were close to the mid-parent values. However, for the CV index, EW02 had the lowest value, followed by EW01 and then EW03 (Table 4). In EW02, spot number showed a normal distribution, and the numbers of almost all F1 plants were within the ranges of their parents’ numbers (Figure 7B), i.e., 98.27% of progenies showed a distribution concentrated between those of their parents (Table 4). In EW01 and EW03, spot number showed an obviously skewed distribution (Figure 7A,C). For the indices of BLP and OHP, 20.00% and 24.62% of the progenies of EW01 and 29.60% and 17.60% of the progenies of EW03 exhibited transgressive segregation (Table 4).





4. Discussion


Conventional crosses, including interspecific and intraspecific hybridization, are the main way to create new lily cultivars with distinctive flower colors. Thus, understanding the heredity of flower color can save lily breeders much time, trouble, and effort in selections among several thousand plants [16]. It is well known that the composition and content of anthocyanins and carotenoids mainly affect the flower color hues of Asiatic hybrid lilies [8]. Therefore, cultivars with four different flower colors and different types and concentrations of pigments were selected as parents. For the cross EW01 between parents with pink-white (no carotenoids, medium anthocyanins) and orange (high carotenoids, no anthocyanins) flowers, the primary flower color of F1 plants was orange. The similarity of this finding with those of previous studies [17,18] suggested that high carotenoid levels were highly heritable and that the progenies were less segregated in flower color. For the crosses EW02 and EW03, the simultaneous presence of both carotenoids and anthocyanins in the paternal parent’s tepals produced offspring with extensive flower color segregation (Figure 4B,C). Meanwhile, different contents of anthocyanins and carotenoids resulted in variable levels of progeny isolation. As the carotenoid content decreased and the anthocyanin content increased in the parents, the proportions of the pink and pink-white flower color groups increased in the offspring, while that of the orange flower color group decreased (Table 2). Therefore, these results provide guidance on the selection of parents in cross-breeding practices, e.g., if our desired character is light-colored flowers, such as pink or pink-white flowers, varieties with low carotenoids and high anthocyanins should be selected as parents. When we wish to create deep-colored flowers, such as orange-red flowers, varieties with high levels of carotenoids and anthocyanins should be chosen for artificial crosses. Furthermore, if a cross between cultivars with high carotenoids is conducted, the majority of the first generation (F1) seedlings will predominantly produce flowers that are orange in hue, and very few will display yellow flowers.



Moreover, numerous studies have reported close relationships between color space values (L*, a*, and b*) and the contents of anthocyanins and carotenoids. In Chrysanthemum, there was a significant negative correlation between L* and a* [27,42], which was consistent with the results presented in Figure 3A,B from our research. The pink-white and pink flower color groups had the highest L* value and the lowest a* value, whereas the orange-red group had the lowest L* value and the highest a* value. In addition, it was discovered that a* and b* were strongly positively correlated with total anthocyanins and total carotenoids, respectively [27,43]. In sweet-orange, there was a significant positive correlation between a* and total carotenoids [44]. According to these findings, the variation and distribution of the flower color measurement indices, L*, a*, and b*, of parents and offspring were investigated to determine the inheritance patterns of the pigments (Figure 6). Among the three combinations, the average b* value in the hybrids was higher than that in the high-value parent (Figure 6, b*), suggesting that carotenoids exhibited transgressive segregation. The offspring of EW01 had the largest b* value (Figure 6, b*), followed by those of EW02 and then EW03, which may explain why the last two hybridizations produced offspring with more flower colors. The average a* value of the F1 plants was closer to that of the low-value parent than to that of the high-value parent (Figure 6, a*), indicating that the effect of anthocyanins on progeny flower color separation was weaker than that of carotenoids. Furthermore, the discovery that L* was negatively correlated with total anthocyanins and total carotenoids [44,45] may also explain why the average L* value of F1 plants was closer to that of the maternal parent (Figure 6, L*). Although our research provides fundamental information on the inheritance of pigments, how the metabolic pathways of anthocyanins and carotenoids interact to regulate flower color requires in-depth investigation in future studies.



In addition to color hues, raised spots on tepals are a significant component influencing flower color [8,32]. Investigating the inheritance patterns of raised spots in lilies is an important issue. Several studies have reported that the presence or absence of raised spots is regulated by a single locus [32,35]; however, whether dominant or recessive alleles regulate spot formation remains unclear [37,38]. In the present research, the crosses ‘Easy Waltz’ (with few spots, n = 15) × ‘Tresor’ (with intermediate spots, n = 147), and ‘Easy Waltz’ (with few spots, n = 15) × ‘Pearl Loraine’ (with intermediate spots, n = 164) yielded F1 plants with and without raised spots separated at a ratio of 5:1 (54:11) and 4:1 (98:27), respectively. For the cross ‘Easy Waltz’ (with few spots, n = 15) × ‘Red Life’ (with many spots, n = 437), the tepals of all F1 hybrids exhibited raised spots. It follows that dominant genes promote spot formation in Asiatic hybrid lilies. The discrepancy with previous results [37] may be due to the complex chromosomal ploidy and genetic background of lilies. Additionally, the number of the F1 plant spots segregated continuously, showing quantitative genetic characteristics (Figure 7) consistent with the findings of previous studies [32,35]. These results have implications for breeding, i.e., if varieties with few/intermediate spots are selected as parents, the progeny will be spotless or will have more spots than the parents. If our goal is to select new cultivars with numerous spots covering the full tepals, multi-spotted varieties are a better choice as parents.




5. Conclusions


In conclusion, anthocyanins and carotenoids are responsible for regulating the complex flower color of Asiatic hybrid lilies. It is crucial to clarify how parental pigment composition and content influence the separation of flower colors in offspring. Our research revealed that a high carotenoid content was highly heritable and that cultivars with this trait generally generated offspring with orange flowers. When the parents have differing levels of carotenoids and anthocyanins, the progenies exhibit more extensive color segregation and variable proportions of color groups. Additionally, the number of raised spots was a quantitative trait regulated by multiple genes, and dominant alleles promoted spot formation. These patterns of inheritance can help breeders predict the outcomes of particular crosses. Meanwhile, they will contribute to the breeding of novel lily cultivars with high aesthetic value.
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Figure 1. The parents of hybridizations. ♀: maternal parent; ♂: paternal parent. 
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Figure 2. The cluster analysis with L*, a*, and b* values for 479 F1 hybrids. The left part of this figure represents the cluster graph based on the flower color data (L*, a*, and b* values) of each F1 individual; the middle part of this figure represents an enlargement of the partial branches of the cluster graph; the right part of this figure displays typical pictures of the 6 color groups (n represents the number of individuals in each group). 
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Figure 3. Box plots of different color groups for F1 hybrids with L* (A), a* (B), and b* (C) values. X-coordinate: 6 color groups; Y-coordinate: color space value L*, a*, and b*. 
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Figure 4. The typical pictures of different color groups in each combination. (A–C): F1 plants of EW01, EW02 and EW03; The F1 plants color groups are arranged from low to high according to the b* value. 
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Figure 5. Three-dimensional (L*, a* and b*) coordinates of F1 plants in each combination. (A–C): F1 plants of EW01, EW02, and EW03, respectively. 
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Figure 6. Box plots showing the variation and distribution of flower color data (L*, a*, and b* value) of parents and hybrids in three combinations. (A–C): L*, a*, and b* value distribution in combinations of EW01, EW02, and EW03; X-coordinate: parents (♀, maternal parent; ♂, paternal parent) and F1 plants; Y-coordinate: L*, a*, and b* value, respectively. 
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Figure 7. Frequency distribution diagrams of raised spots number (SN) for F1 plants. (A–C): spots number of F1 plants in combinations EW01, EW02, and EW03; X-coordinate: spots number (SN); Y-coordinate: frequency; F1 and   X ¯  : mean value of hybrids; σ: standard deviation; n: number of individuals; Pm: spots number of maternal parent; P1, P2, and P3: spots number of paternal parents in EW01, EW02, and EW03. 
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Table 1. Pigment composition and content of parents and number of F1 hybrids in three cross combinations.
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	No.
	Cross Combination
	♀
	Pigment Composition and Content

(μg/g, DW)
	♂
	Pigment Composition and Content

(μg/g, DW)
	Hybrid Number





	1
	EW01
	‘Easy Waltz’
	no carotenoid

medium anthocyanin (94.36 ± 7.36)
	‘Tresor’
	high carotenoid (141.38 ± 5.32)

no anthocyanin
	65



	2
	EW02
	‘Easy Waltz’
	no carotenoid

medium anthocyanin (94.36 ± 7.36)
	‘Red Life’
	high carotenoid (120.78 ± 9.56)

medium anthocyanin (91.33 ± 3.94)
	289



	3
	EW03
	‘Easy Waltz’
	no carotenoid

medium anthocyanin (94.36 ± 7.36)
	‘Pearl Loraine’
	low carotenoid (4.66 ± 0.16)

high anthocyanin (144.43 ± 2.51)
	125



	Total
	
	
	
	
	
	479







Note: pigment composition and content from Wang et al., 2021 [39]. DW, Dry weight.
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Table 2. The flower color segregation of F1 plants for three cross combinations.
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	Cross Combination
	Pink-White
	Pink
	Orange-Pink
	Orange-Red
	Yellow
	Orange





	EW01
	0
	0
	0
	6
	2
	57



	EW02
	4
	11
	80
	14
	21
	159



	EW03
	23
	7
	54
	1
	20
	20
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Table 3. The spot numbers of cross parents and different hybrid populations.
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Cross Combination

	
The Average Spots Number of Parents

	
Hybrids




	
♀

	
SN

	
♂

	
SN

	
No. without Spots

	
No. with Spots

	
Proportion






	
EW01

	
‘Easy Waltz’

	
15

	
‘Tresor’

	
147

	
11

	
54

	
1:5




	
EW02

	
‘Easy Waltz’

	
15

	
‘Red Life’

	
437

	
0

	
289

	
——




	
EW03

	
‘Easy Waltz’

	
15

	
‘Pearl Loraine’

	
164

	
27

	
98

	
1:4








Note: SN, spots number.
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Table 4. Heterosis analysis of spots number in three cross combinations.
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Cross

Combination

	
Parent

	
F1

	
Hi/%

	
Hybrid Ratio/%




	
♀

	
♂

	
MPs

	
     X ¯       ± σ

	
Range

	
CV/%

	
BLP/%

	
BP/%

	
OHP/%






	
EW01

	
15.00

	
147.00

	
81.00

	
88.14 ± 84.04

	
0.00~339.00

	
95.35

	
108.81

	
20.00

	
55.38

	
24.62




	
EW02

	
15.00

	
437.00

	
226.00

	
219.38 ± 89.92

	
2.00~526.00

	
40.99

	
97.07

	
0.35

	
98.27

	
1.38




	
EW03

	
15.00

	
164.00

	
90.00

	
81.49 ± 82.98

	
0.00~341.00

	
101.83

	
90.54

	
29.60

	
52.80

	
17.60








Note: MPs, mid-parent value;   X ¯  , mean value; σ, standard deviation; range, from minimum to maximum; CV, Coefficient of Variation; Hi, index of heterosis; BLP, percentage of F1 individuals below low-value parent; OHP, percentage of F1 individuals over high-value parent; BP, percentage of F1 individuals distributed between parents.
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