2 0 2 PKp3

TuBl
Column Z-Score RGLL

BHLHO013
AGDS
ERF1
BEH1
TAF15
AGL15
STE14A
AAT
VPS34
SLY1
IAA14
AG

MIPS3
GID1B
SINAT2
MUR1
RGP3
PME3
AT1G14710
SCE1
PMEAMT
SKP2A
cveo3;3
woL
ERL2
PKP-BETAL
RRF
MKK2
AGL8
RNR2A
MEE31
EDA9
CYP90D1
cPD
ACS6
SYP124
SAURS1
CYP83B1
WRKY40
HAI2
PPMEL
MET1
RR24
SAUR32
EIN2
STIP
AGL42
wus
ABCB1
LFY
FLA19
sup
CNGC16
GAPCL
CPK34
CNGC8
MYB61
TSF
ACS5
PAO1L
UFo
GNL2
co
RABA4D
AP2
WRKY22
FLC
cML42
1AZL
PALL
ARFALF
ETR2
TCH2

Pl

E1305

SNX1
PIPSK4
RR2
WRKY33
MPK3
I

|
Tn I

Female Male

Figure S1. Heatmap of gene expression (FPKM) of genes displayed in the protein-protein
interaction network expressed in female (H) and male (GxT) flowers using Heatmapper tool
by Euclidean distance. The different colors correspond to the transformed value log10.
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Figure S2. Heatmap of gene expression (FPKM) of genes associated with methyltransferase
enzymes expressed in female (H) and male (GxT) flowers using Heatmapper tool by
Euclidean distance. The different colors correspond to the transformed value log10.



