Table S1: Hsfand Hsp gene families in Eggplant.

gene Gene Name Locus Length (aa) MW (kDa) PI
families
Hsf SmHsfAla Sme2.5_02334.1_g00004.1 496 54.8 5.13
SmHsfA1b Sme2.5_00204.1_g00007.1 478 53.8 5.88
SmHsfAlc Sme2.5_10740.1_g00006.1 111 12.2 7.81
SmHsfAld Sme2.5_00579.1_g00002.1 335 38.0 9.64
SmHsfA2a Sme2.5 04312.1_g00005.1 340 38.5 5.93
SmHsfA2b Sme2.5_03412.1_g00012.1 317 36.8 8.99
SmHsfA3 Sme2.5_00292.1_g00007.1 494 55.1 4.60
SmHsfA4a Sme2.5 31683.1_g00001.1 167 19.3 5.89
SmHsfA4b Sme2.5 01013.1_g00005.1 403 46.0 5.15
SmHsfA4c Sme2.5 04312.1_g00009.1 377 43.0 5.14
SmHsfA4d Sme2.5_00058.1_g00001.1 223 254 5.93
SmHsfA4e Sme2.5 01314.1_g00005.1 421 48.4 5.35
SmHsfA5 Sme2.5_09846.1_g00002.1 475 533 5.51
SmHsfA6a Sme2.5_00065.1_g00020.1 357 41.7 5.15
SmHsfA6b Sme2.5_04149.1_g00004.1 343 39.8 5.99
SmHsfA7 Sme2.5_08000.1_g00008.1 324 37.9 5.50
SmHsfAS Sme2.5 08951.1_g00003.1 374 433 4.71
SmHsfA9 Sme2.5_00023.1_g00025.1 410 47.4 5.29
SmHsfB1 Sme2.5_00010.1_g00004.1 481 53.6 5.24
SmHsfB2a Sme2.5_13301.1_g00001.1 341 383 6.35
SmHsfB2b Sme2.5 02712.1_g00007.1 331 36.2 5.18
SmHsfB3 Sme2.5_00159.1_g00006.1 213 24.6 9.44
SmHsfB4 Sme2.5 01029.1_g00008.1 357 40.6 7.73
SmHsfC1 Sme2.5_04829.1_g00004.1 352 394 6.14
sHsp Sm10.2-sHsp Sme2.5_01200.1_g00007.1 87 10.2 4.56
Sm10.8-sHsp Sme2.5 01362.1_g00002.1 94 10.8 4.64
Sm11.3-sHsp Sme2.5_09567.1_g00004.1 99 11.3 5.03
Sm12.24-sHsp Sme2.5 00678.1_g00015.1 106 12.2 8.99
Sm12.2B-sHsp Sme2.5_14420.1_g00005.1 /TE 104 12.2 5.88
Sm12.4-sHsp Sme2.5 25728.1_g00002.1 106 12.4 9.87
Sm12.7-sHsp Sme2.5_15887.1_g00001.1 110 12.7 10.49
Sm13.84-sHsp Sme2.5_05072.1_g00006.1 119 13.8 5.27
Sm13.8B-sHsp Sme2.5 04972.1_g00005.1 120 13.8 5.36
Sm1i5.1-sHsp Sme2.5_00021.1_g00027.1 134 15.1 5.14




Hsp60

Sm15.4-sHsp
Sm15.6-sHsp
Sm15.84-sHsp
Sm15.8B-sHsp
Sm16.1-sHsp
Sm16.7-sHsp
Sm16.8-sHsp
Sm17.64-sHsp
Sm17.6B-sHsp
Sm17.74-sHsp
Sm17.7B-sHsp
Sm17.84-sHsp
Sm17.8B-sHsp
Sm17.94-sHsp
Sm17.9B-sHsp
Sm18.0-sHsp
Sm18.3-sHsp
Sm20.1-sHsp
Sm21.3-sHsp
Sm21.8-sHsp
Sm22.0-sHsp
Sm24.5-sHsp
Sm25.2-sHsp
Sm25.6-sHsp
Sm25.7-sHsp
Sm26.1-sHsp
Sm26.4-sHsp
Sm27.2-sHsp
Sm44.2-sHsp
SmHsp60-1
SmHsp60-2
SmHsp60-3
SmHsp60-4
SmCpn60-al
SmCpn60-a2
SmCpn60-b1

SmCpn60-b2

Sme2.5_10365.1_g00003.1
Sme2.5 01445.1_g00014.1
Sme2.5_00361.1_g00010.1
Sme2.5 01181.1_g00003.1

Sme2.5_02075.1_g00005.1

Sme2.5 10866.1 g00001.1 /partial

Sme2.5_06413.1_g00006.1
Sme2.5_00574.1_g00003.1
Sme2.5_06288.1_g00002.1
Sme2.5_01200.1_g00008.1
Sme2.5_06413.1_g00004.1
Sme2.5_00021.1_g00028.1
Sme2.5_00085.1_g00014.1
Sme2.5_06413.1_g00005.1
Sme2.5_00021.1_g00029.1
Sme2.5_16681.1_g00001.1
Sme2.5_07685.1_g00003.1
Sme2.5_00678.1_g00014.1
Sme2.5 03522.1_g00003.1
Sme2.5_00236.1_g00018.1
Sme2.5_00524.1_g00007.1
Sme2.5_06413.1_g00002.1
Sme2.5 01459.1_g00008.1
Sme2.5 05386.1_g00002.1
Sme2.5_04375.1_g00013.1
Sme2.5_00705.1_g00004.1
Sme2.5 01402.1_g00012.1
Sme2.5 01314.1_g00006.1
Sme2.5_00899.1_g00005.1
Sme2.5_00507.1_g00004.1
Sme2.5 01077.1_g00021.1
Sme2.5 03820.1_g00003.1
Sme2.5_00007.1_g00010.1
Sme2.5_00512.1_g00006.1
Sme2.5 07012.1_g00002.1

Sme2.5 01665.1_g00004.1

Sme2.5 21029.1 g00001.1 /partial
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Hsp70

SmCpn60-b3
SmCpn60-1
SmCpn60-2.1
SmCpn60-2.2
SmCpn60-4
SmCpn60-6
SmCpn60-7.1
SmCpn60-7.2
SmCpn60-7.3
SmCpn60-7.4
SmCpn60-8
SmCpn60-9.1
SmCpn60-9.2
SmHsp70-1
SmHsp70-2
SmHsp70-3
SmHsp70-4
SmHsp70-5
SmHsp70-6
SmHsp70-7
SmHsp70-8
SmHsp70-9
SmHsp70-10
SmHsp70-11
SmHsp70-12
SmHsp70-13
SmHsp70-14
SmHsp70-15
SmHsp70-16
SmHsp70-17
SmHsp70-18
SmcpHsc70-1
SmcpHsc70-2
SmmtHsc70-3
SmmtHsc70-4
SmmtHsc70-5

SmHsp70-BIP1

Sme2.5 18277.1 _g00001.1 /pseudo

Sme2.5_00372.1_g00003.1

Sme2.5_00064.1_g00002.1

Sme2.5 03248.1 g00002.1 /pseudo

Sme2.5_03480.1_g00004.1
Sme2.5 01946.1_g00002.1
Sme2.5_00133.1_g00001.1
Sme2.5_03478.1_g00005.1
Sme2.5_04361.1_g00003.1
Sme2.5_05389.1_g00001.1
Sme2.5_00140.1_g00004.1
Sme2.5_01456.1_g00002.1
Sme2.5 02418.1_g00011.1
Sme2.5_00043.1_g00024.1
Sme2.5_00213.1_g00010.1
Sme2.5_00551.1_g00001.1
Sme2.5 01519.1_g00005.1
Sme2.5 07361.1_g00004.1
Sme2.5_07401.1_g00002.1
Sme2.5 13798.1_g00003.1
Sme2.5_16170.1_g00001.1
Sme2.5 01183.1_g00023.1
Sme2.5 02570.1_g00004.1
Sme2.5_00041.1_g00007.1
Sme2.5 02967.1_g00006.1
Sme2.5_04555.1_g00004.1
Sme2.5 01862.1_g00005.1
Sme2.5 01862.1_g00006.1
Sme2.5 02358.1_g00006.1
Sme2.5_18960.1_g00001.1
Sme2.5 01181.1_g00007.1
Sme2.5_00025.1_g00003.1
Sme2.5_08297.1_g00002.1
Sme2.5_01505.1_g00007.1
Sme2.5 05841.1_g00002.1
Sme2.5_05841.1_g00005.1

Sme2.5_00232.1_g00001.1
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9.21
5.52
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5.11
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6.05
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Hsp90

Hsp100

SmHsp70-BIP2
SmHsp70-BIP3
SmHsp70-20
SmHsp70-BIP4
SmHsp70-19
SmHsp70T
SmHsp90-2.1
SmHsp90-7.1
SmHsp90-2.2
SmHsp90-1.1
SmHsp90-5
SmHsp90-1.2
SmHsp90-6
SmHsp90-1.3
SmHsp90-1.4
SmHsp90-2.3
SmHsp90-4.1
SmHsp90-1.5
SmHsp90-1.6
SmHsp90-4.2
SmHsp90-7.2
SmHsp90-4.3
SmHsp90-4.4
SmHsp100-ClpB1
SmHsp100-ClpB2
SmHsp100-ClpB3
SmHsp100-ClpCI
SmHsp100-ClpC2
SmHsp100-ClpC3
SmHsp100-ClpC4
SmHsp100-ClpD1
SmHsp100-ClpX1

SmHsp100-ClpX2

Sme2.5 00275.1_g00010.1
Sme2.5_00805.1_g00010.1
Sme2.5_02383.1_g00001.1
Sme2.5_26204.1_g00001.1
Sme2.5_03180.1_g00007.1
Sme2.5_05449.1_g00002.1
Sme2.5 00148.1 g00016.1 /pseudo
Sme2.5_00171.1_g00011.1
Sme2.5_00681.1_g00001.1
Sme2.5_00979.1_g00013.1
Sme2.5_01185.1_g00005.1
Sme2.5_01355.1_g00002.1
Sme2.5_02622.1_g00007.1
Sme2.5_03252.1_g00006.1
Sme2.5_03623.1_g00005.1
Sme2.5_06238.1_g00001.1
Sme2.5_06238.1_g00003.1
Sme2.5_07159.1_g00004.1
Sme2.5_15484.1_g00001.1
Sme2.5_15670.1_g00002.1
Sme2.5_24018.1_g00001.1
Sme2.5_26015.1_g00001.1
Sme2.5 30588.1 g00001.1 /partial
Sme2.5_00876.1_g00014.1
Sme2.5_01417.1_g00006.1
Sme2.5_01431.1_g00004.1
Sme2.5_01772.1_g00003.1
Sme2.5_02469.1_g00005.1
Sme2.5_02561.1_g00002.1 /TE
Sme2.5_03853.1_g00004.1
Sme2.5_06931.1_g00003.1
Sme2.5_09364.1_g00002.1
Sme2.5_09400.1_g00001.1
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