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Abstract: The effects of climate change on traditional stone fruit producing areas, together with the
generation of new varieties with lower chilling requirements that allow the cultivation of previously
unexplored areas, are setting up a challenging scenario for the establishment of productive orchards
that must be more efficient in their capacity to adapt to new edaphoclimatic conditions. In this context,
the rootstock breeding programs are a key piece in the agronomic strategy to achieve this adaptation
through the development of rootstocks compatible with the new varieties and capable of transferring
their tolerance to stress. An effective categorization of phenotypes within the germplasm involved
in a plant breeding program is of utmost importance. Through the measurement of physiological
parameters in both roots and leaves, tolerance to saline stress (120 mM NaCl) was evaluated in seven
Prunus rootstocks whose genetic background included representatives of the subgenera Prunus,
Cerasus, and Amygdalus. To group the genotypes according to their physiological performance
under salt stress, an agglomerative hierarchical clustering was applied. The genotypes were grouped
into three clusters containing rootstocks very sensitive (‘Mazzard F12/1’), moderately tolerant
(‘Maxma 60’, ‘Cab6P’ and ‘AGAF 0204-09’), and tolerant (‘Mariana 2624’, ‘Garnem’ and ‘Colt’) to salt
stress. ‘Mariana 2624’, a plum-based rootstock, was identified as the most tolerant Prunus rootstock.
The information reported is valuable both in the productive context, for the selection of the most
appropriate rootstocks to establish an orchard, and in the context of plant breeding programs, when
choosing parents with outstanding traits to obtain progenies tolerant to salt stress.

Keywords: Prunus; rootstock; salt stress; gas exchange; WUE; root respiration; agglomerative
hierarchical clustering; germplasm characterization

1. Introduction

Among the abiotic factors that affect the productivity of fruit orchards, the excess
of salts at the rhizosphere is recognized as one of the more detrimental ones. The soil
salinization is given majorly by natural factors but also by anthropic factors derived from
some agricultural procedures, such as inappropriate practices of irrigation or overuse of
fertilizers. These factors contribute to a continuous salinization process, which is a growing
menace that currently is affecting around 20% of irrigated lands [1] and estimations foresee
an increment close to 50% by the middle of this century [2]. Saline soils are defined as
those with an electrical conductivity of the saturation extract (ECe) equal to or exceeding
4 dS/m [3]. This value determines significant reductions in the yield of the main crops
worldwide [4].

In glycophyte plants, which include most crops, the impact of high salinity on plant
growth is well known. Such a negative impact occurs in both the acute and chronic
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phases of salt stress. In first place, there is a reduction in the root water uptake ability as a
consequence of the fall in the osmotic potential of the saline soil. The consequent osmotic
stress triggers a reduction in cell expansion affecting root growth and leaf expansion
alongside a drop in the stomatal conductance and photosynthesis rate [5]. In second place,
the chronic accumulation of ions in plant tissues, such as sodium, imposes an ionic stress
to the plant. At the leaf level, this ion toxicity could affect the enzyme activities, the
production of photoassimilates, and, ultimately, the plant growth [6–8].

In general terms, the Prunus species are crops classified as sensitive to salinity within a
range from moderate to highly salt sensitive [9], which implies the existence of a gradient of
tolerance within the genetic background of this genus. Greater genetic diversity included in
cultivated germplasm is pivotal for sustained crop improvement [10]. The characterization
of this genetic diversity and its interaction with environmental factors are crucial for its
adequate incorporation into plant breeding programs. The development of new stone
fruit varieties with lower chilling requirements [11,12] has allowed to establish orchards in
climatic zones with earlier harvesting seasons, such as semiarid regions [13] but with soils
prone to saline conditions impairing the fruit production. In this context, the identification
of germplasm with a higher ability to tolerate saline soils is particularly important to
make viable the agriculture in such soil conditions and to perform studies aiming to
reach a deeper insight into the mechanisms underlying their salt tolerance in woody fruit
trees. Regarding the above mentioned, the development of rootstocks more tolerant to
environmental challenges imposed by global climate change is key to adapting the modern
fruit orchard production to adverse scenarios such as an excess or deficit of water, alkaline
soils, and high salinity [14–17].

The root is the first organ to deal with the salt excess in soil, and given its functions
of prospecting and transporting water, nutrients, and ions, it can play a key role in deter-
mining the sensitivity or tolerance to salt stress of the whole plant. In woody fruit trees
with different levels of salt tolerance, a reduction in root growth under salt stress has been
indistinctly evidenced [18–21]. Saline stress can imbalance the metabolism of reactive
oxygen species (ROS) [22,23] and favor the accumulation of these molecules with deleteri-
ous effects at multiple levels such as DNA, lipids, proteins, photosynthetic pigments, cell
membrane, among others [24–26]. In addition, the oxidative damage induced by excessive
ROS accumulation has been involved as part of the decline of root growth in plants under
saline stress [27,28]. Along with the detrimental effects on root growth, a reduction in root
respiration has been reported as a high salinity effect [29]. Root respiration provides the
energy necessary for both root growth and nutrient absorption [30], therefore, the inhibition
of this process would imply a series of detrimental effects for physiological functions at
the whole plant level [29]. At the aerial part of the plant, one of the consequences more
widely reported of the salt stress is the negative impact on the photosynthetic rate (Pn),
which in an early stage of the stress is given by stomatal limitations [31,32] and, latterly, by
nonstomatal limitations [33].

Several studies covering different genotypes of the Prunus spp. have evidenced the impacts
of the excess of salt on growth, biochemical and photosynthetic parameters, among others in
order to characterize the ability of these woody species to adapt to salinity [21,34–40]. Although
these studies have found different levels of tolerance to salt stress within the genus Prunus,
it is important to consider that they usually include a small number of genotypes and that
both the salinity levels and the methodologies for the imposition of saline stress differ
between the investigations, which makes it difficult to estimate comparatively the ability
to tolerate saline conditions and establish a well-defined gradient of salt tolerance among
the Prunus species.

In this article, we characterize the responses of seven Prunus rootstock genotypes to
salt stress imposed by watering with NaCl solutions ranging from 0 to 120 mM. These
genotypes have different genetic backgrounds which aimed to perform a systematic study
of the plant response to salt stress in the Prunus rootstocks germplasm in terms of root
development, root respiration, oxidative damage, gas exchange, and water use efficiency.
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The salt tolerance coefficients of these genotypes were used to classify them according to
their relative tolerance to high salinity (120 mM NaCl). This is a study that performed
a systematic assessment of salt tolerance on the genotypes of rootstocks with a widely
diverse genetic background that included species from the three subgenera of the Prunus
genus and their hybrids. Such an evaluation is crucial to guide both the establishment
of orchards with suitable rootstocks and the efforts of breeding programs for improving
the ability of the Prunus rootstocks to better adapt to saline soils in order to sustain fruit
production.

2. Material and Methods
2.1. Plant Material and Salt Stress Treatment

One-year-old, clonally propagated, and virus-free plants of the Prunus rootstock of
‘Mariana 2624’ (Prunus cerasifera × Prunus munsoniana W. Wight & Hedrick), ‘Cab 6P’
(Prunus cerasus L.), ‘Colt’ (Prunus avium (L.) L. × Prunus pseudocerasus Lindl.), ‘Maxma60’
(Prunus mahaleb L. × Prunus avium), ‘Garnem’ (G × N15) (Prunus dulcis (Mill.) D.A. Webb
× (Prunus persica (L.) Batsch × Prunus davidiana (Carrière) N.E.Br.)), ‘Agaf 0204-09’ (Prunus
persica × (Prunus dulcis × Prunus persica)), and ‘Mazzard F12/1’ (Prunus avium) genotypes
were acquired from a commercial nursery and immediately transplanted to 3 L plastic pots.
A mixture of sand, vermiculite, and perlite in a 1:1:1 ratio (v/v/v) was used as a substrate.
Plants were watered three times a week with 200 mL of tap water and fertilized every
two weeks with 1 g/pot of commercial fertilizer containing N:P:K (25:10:10) (UltrasolTM,
Soquimich, Chile). Plants were grown in the CEAF’s (Centro de Estudios Avanzados en
Fruticultura) experimental field (latitude 34◦19’21.02” S; longitude 70◦50’02.26” W) under
semi controlled conditions under a plastic net where the PAR on the top of the plants was
700 mol m−2 s−1, and the temperature fluctuated between 27 and 30 ◦C in the day and 15
and 18 ◦C at night. The photoperiod during the experiment averaged 16/8 h day/night.

For salt stress treatment, sets of three plants of each genotype of the Prunus rootstocks
were submitted to three salinity levels by watering with 0, 60 and 120 mM NaCl solutions
with 0.83, 5.50 and 6.43 dS/m, respectively. These electrical conductivity values were
recorded by an ExStick EC500 conductivimeter (Extech Instruments, Waltham, MA, USA).
Plants were placed in greenhouse within controlled temperature ranging from 22 to 26 ◦C
and watered regularly each third day with 400 mL of each solution for four weeks.

2.2. Root Length Measurement

At the end of the leaf gas exchange measurements, the plants were harvested, and
their roots were carefully cleaned with water and shaken gently to remove excess water.
Immediately, the roots were deployed on a smooth surface to be extended in order to
record the maximum root length of their root systems. The maximum root length was
determined as the length of the longest roots in each plant of the different genotypes under
saline and control conditions. Finally, root samples were obtained for respiration rate and
malondialdehyde content measurements.

2.3. Root Respiration Rate

Three rootstocks of each genotype submitted to three salinity levels were taken for
root respiration measurements at the end of the experiment. To estimate root respiration
rate (RRR), two sets of 2 cm segments of 10 root tips were excised from whole root system
of each biological replicate. The root tips were enclosed and transferred in the dark to a
root respiration airtight cuvette containing 3 mL of an oxygen-saturated nutrient solution
without Fe to avoid element precipitation. The root respiration rate was measured as the O2
consumption from the root tips using a liquid-phase O2 electrode Clark-type (Hansatech Co.
Ltd., Norlfolk, UK) connected to a constant temperature circulating water bath (Labtech,
Singapore) at 25 ◦C. For each measurement point, the dissolved O2 concentration into the
cuvette was continuously monitored and recorded every 5 min for 20 min. The nutrient
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solution into the root respiration cuvette was continuously homogenized with a magnetic
stir bar at the bottom of the pots.

2.4. Malondialdehyde Determination

For the malondialdehyde (MDA) measurements, frozen roots (0.2 g) of each biological
replicate were homogenized in 80% cold ethanol using a cold mortar and pestle. The
homogenates were centrifuged, and two aliquots (technical replicates) of the supernatants
were mixed with either 20% trichloroacetic acid or 20% trichloroacetic acid plus 0.5%
thiobarbituric acid. Both mixtures were incubated at 90 ◦C for 1 h, cooled on ice and
centrifuged at 3000× g for 10 min. The absorbance of each supernatant was measured at
440, 534, and 600 nm, and the MDA concentration was calculated according to [41].

2.5. Leaf Gas Exchange Measurements

The leaf gas exchange was measured according to [42], using a CIRAS-2 portable IRGA
photosynthesis system (PPSystem, Hitchin, UK) with a controlled environment CIRAS
PLC cuvette (broad windows 2.5 cm2) warmed at 25 ◦C. The incident PAR (1000 mmol
m2 s1) was supplied by a LED light cuvette unit. The CO2 concentration in the cuvette
was adjusted to 400 ppm, and the relative humidity was set at 50%. The stomatal conduc-
tance (gs), photosynthetic rate (A), transpiration rate (E), and internal CO2 concentration
(Ci) were measured from 10:00 to 11:30 am on clear days on two fully expanded leaves
from three plants of each genotype in the three experimental conditions at 0, 10, 20, and
30 days. The intrinsic water use efficiency (WUEi) was estimated from the ratio between
the photosynthetic rate and stomatal conductance (A/gs).

2.6. Statistical Analysis

A randomized block design was used in the experiment. The means of two technical
replicates of three independent biological replicates were subjected to one-way ANOVA
and LSD pairwise comparisons using Statistica 4.0 software (Statsoft Inc., Tulsa, OK, USA).

Agglomerative hierarchical clustering was generated using salt tolerance coefficients
(STCs). The STCs were calculated for growth, physiological, and biochemical parameters
from their mean values registered at 30 days of treatment. STC =
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3. Results
3.1. Root Phenotype in Prunus spp. Rootstocks under Salt Stress

Different root phenotypes were observed among the seven Prunus rootstocks geno-
types after 30 days of salt stress (Figure 1). As expected, the degree of root damage was
related to the salinity level of the irrigation applied during this study.

At the end of the assay, among plants under the control condition (0 mM NaCl), two
rootstock genotypes (‘Agaf 0204-09’ and ‘Maxma60’) presented the longest root systems
with 27 cm approximately. The rest of the rootstocks exhibited similar root sizes ranging
from 23.4 to 19.1 cm (Table 1).

In general terms, all genotypes of the Prunus rootstocks reduced the length of their root
systems when exposed to 60 mM NaCl irrigation, but such reductions were more evident
in plants treated with the 120 mM NaCl solution. In this saline concentration, the greatest
reduction in the root length was recorded by the ‘Mazzard F12/1’ rootstock, decreasing to
55.67% with respect to the length measured in the control condition (Table 1). Interestingly,
the two rootstock genotypes with the longest root systems registered in control conditions,
exhibited opposite trends in salt stress. With NaCl 120 mM, ‘Agaf 0204-09’ was the rootstock
with the least reduction of its root system size (20.35%). On the other hand, ‘Maxma60’
registered the second greatest reduction (48.44%) (Table 1).
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Table 1. Variations of the root system length of Prunus rootstocks under salt stress treatments. 

 Maximum Root Length (cm) 

 
NaCl Solution Concentration 

0 mM 60 mM 120 mM 

Mariana 2624 23.4a ±1.9 16.6b ±3.7 13.9b ±1.7 

Cab 6P 20.2a ±3.0 17.0a ±1.1 15.0b ±0.8 

Agaf 0204-09 27.4a ±1.8 23.0b ±1.3 21.9b ±1.3 

Figure 1. Representative phenotypes of the seven Prunus rootstock genotypes assayed after 30 days of saline treatment.
Roots under control irrigation with distillated water: (A) ‘Mariana 2624’, (B) ‘Cab6P’, (C) ‘AGAF 0204-09’, (D) ‘Maxma 60’,
(E) ‘Garnem’, (F) ‘Colt’, and (G) ‘Mazzard F12/1’. Roots under saline irrigation with 60 mM NaCl solution: (H) ‘Mariana
2624’, (I) ‘Cab6P’, (J) ‘AGAF 0204-09’, (K) ‘Maxma 60’, (L) ‘Garnem’, (M) ‘Colt’, and (N) ‘Mazzard F12/1’. Roots under
saline irrigation with 120 mM NaCl solution: (O) ‘Mariana 2624’, (P) ‘Cab6P’, (Q) ‘AGAF 0204-09’, (R) ‘Maxma 60’, (S)
‘Garnem’, (T) ‘Colt’, and (U) ‘Mazzard F12/1’. Scale bar: 10 cm.

Table 1. Variations of the root system length of Prunus rootstocks under salt stress treatments.

Maximum Root Length (cm)

NaCl Solution Concentration

0 mM 60 mM 120 mM

Mariana 2624 23.4 a ±1.9 16.6 b ±3.7 13.9 b ±1.7
Cab 6P 20.2 a ±3.0 17.0 a ±1.1 15.0 b ±0.8

Agaf 0204-09 27.4 a ±1.8 23.0 b ±1.3 21.9 b ±1.3
Maxma60 27.8 a ±2.9 13.7 b ±2.8 14.4 b ±1.6
Garnem 19.6 a ±2.0 14.7 b ±1.0 12.4 b ±2.4

Colt 21.0 a ±1.6 17.0 b ±0.8 15.1 c ±0.4
Mazzard F12/1 19.1 a ±1.8 13.9 b ±1.8 8.5 c ±2.1

The values represent the mean and standard error of three biological replicates. The different letters indicate
significant (p < 0.05) differences among treatments within a genotype after 30 days of salt stress treatments.

Because the saline treatment with 120 mM NaCl revealed the largest impacts on
the lengths of the root systems and established more clearly the differences in the toler-
ance/sensitivity degree among all the rootstock genotypes of the Prunus spp. in comparison
to the root lengths under control conditions, the present study was focused on this saline
stress level.
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3.2. Malondialdehyde (MDA) Content in Roots

Along with the reduction of the root system length, salt-induced damage was also
evidenced as a reddish coloration likely associated with the oxidation of the root tissue,
which was more marked in roots under 120 mM NaCl irrigation at 30 days. In order
to quantify the extension of this symptom, the MDA content was used as a biochemical
marker of oxidative damage. In control conditions, the roots exhibited different MDA basal
levels among the rootstocks analyzed, ranging from 0.88 nmol g−1 FW ± 0.37 (‘Colt’) to
2.15 nmol g−1 FW ± 0.28 (‘Mazzard F12/1’) (Figure 2). Expectedly, under salt stress,
all genotypes showed a significant increase in their root MDA contents compared to
those levels detected for the control plants. However, this increase in the MDA contents
evidenced different magnitudes among the roots of the Prunus genotypes assessed. Thus,
four out seven Prunus rootstocks did not double the amount of MDA produced in response
to saline stress when compared to the levels detected in the control condition. In this
group, ‘Mariana 2624’ roots evidenced the lowest MDA increment (54.58%) followed
by ‘Garnem’ (63.24%), ‘Cab 6P’ (72.25%), and ‘Mazzard F12/1’ (81.44%). Instead, the
other three rootstocks at least doubled their MDA contents, reaching the highest value in
‘Colt’ (154.64%), followed by ‘Maxma60’ (138.16%) and ‘Agaf 0204-09’ (107.02%) (Figure 2).
Interestingly, the ‘Colt’ roots showed the highest percentage of increase in MDA contents
despite being the genotype with the lowest basal levels of this marker of oxidative damage.
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Figure 2. MDA concentrations in the roots of Prunus rootstocks under salt stress treatments. Levels
under control condition (white bars) and 120 mM NaCl (gray bars) saline irrigation. The values and
error bars represent the mean and standard errors of three biological replicates with two technical
replicates. Different letters indicate significant (p < 0.05) differences among genotypes within the
same treatment. Dots represent the percentage of increase in MDA levels between control and salt
treatments for each rootstock genotype.

3.3. Root Respiration Rate

In control conditions, all the Prunus spp. rootstocks analyzed in this study showed
similar RRRs, but when exposed to high salinity conditions (120 mM NaCl), this parameter
was affected in a different extension depending on the genotype. Thus, the rootstocks
evidencing the most marked drop in their RRRs were ‘Mazzard F12/1’ (78.62%) followed
by ‘Garnem’ (78.26%, Figure 3). On the other hand, the ‘Mariana 2624’ roots exhibited
the least decrease in RRR in saline conditions (52.97%, Figure 3) along with the lowest
percentage of MDA concentration increase (Figure 2), however, this rootstock genotype
suffered a noticeable reduction in its root length as a consequence of salt stress (Table 1).
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Figure 3. Root respiration rate of Prunus rootstocks under salt stress treatments. Levels under
control condition (white bars) and 120 mM NaCl (gray bars) saline irrigation. The values and
error bars represent the mean and standard errors of three biological replicates with two technical
replicates. Different letters indicate significant (p < 0.05) differences among genotypes within the
same treatment. Dots represent the percentage of decrease in root respiration levels between control
and salt treatments for each rootstock genotype.

3.4. Gas Exchange Parameters

The plants under control conditions showed stable values of photosynthetic rate (A)
within genotypes in the measurements performed during the experiment (Figure 4A–G). As
a consequence of salt stress, the photosynthetic rate was negatively affected in all rootstock
genotypes (Figure 4H–N). However, the ‘Mazzard F12/1’rootstock exhibited the more
rapid and dramatic drop since the assessment of the photosynthetic parameters evidenced
an early A reduction of 68.73% (10 days of salinity), which was maintained until the end
of the experiment (69.70% of A at 30 days) (Figure 4N). On the contrary, ‘Mariana 2624’
had the least fall in its values of photosynthetic rate in saline conditions showing reduced
values in only 38.74% with respect to those detected in the control condition after 30 days
of treatment (Figure 4H).

In a similar way as in the photosynthetic rate parameter, the stomatal conductance
(gs) had similar values for the same genotype under control conditions throughout the
experiment (Figure 5A–G). After 30 days of 120 mM NaCl irrigation, the largest reduction
in gs values was evidenced in the ‘Maxma60’ genotype (88.30%, Figure 5K), followed
by ‘Agaf 0204-09’ (85.79%, Figure 5J) and ‘Mazzard F12/1’ (81.79%, Figure 5N). Notably,
the latter showed the strongest and most drastic stomatal closure, reaching its minimum
values of gs as early as at 10 days of saline condition and maintaining them until the end of
the assay (Figure 5N). In addition, ‘Mazzard F12/1’ evidenced the highest internal CO2
concentration (287.00 µL L−1) among all the salt stressed rootstocks (Suppl. Table S1).

On the other hand, ‘Garnem’ (67.55%, Figure 5L), ‘Mariana 2624’ (73.02%, Figure 5H),
and ‘Colt’ (73.21%, Figure 5M) were the rootstock genotypes with the least reduction in gs.
Interestingly, ‘Mariana 2624’ showed the highest value in this parameter (102.00 mmol H2O
m−2 s−1) in comparison to the rest of the analyzed genotypes (Figure 5H–N). Beside this,
‘Mariana 2624’ was the rootstock genotype that evidenced the smaller drop in transpiration
rate values (E, 51.95%) derived from saline irrigation at the end of the experiment (Suppl.
Table S2).
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Figure 4. Photosynthetic rate (A) of Prunus rootstocks under control (A–G) and 120 mM NaCl salt
stress (H–N) treatments. The values and error bars represent the mean and standard errors of four
biological replicates with three technical replicates. Different letters indicate significant (p < 0.05)
differences within a genotype during 30 days of treatments.
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Figure 5. Stomatal conductance (gs) of Prunus rootstocks under control (A–G) and 120 mM NaCl salt
stress (H–N) treatments. The values and error bars represent the mean and standard error of four
biological replicates with three technical replicates. Different letters indicate significant (p < 0.05)
differences within a genotype during 30 days of treatments.
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The intrinsic water use efficiency (WUEi) was also calculated in order to further
characterize the photosynthetic response of the Prunus spp. rootstocks to salt stress.
Thus, the ‘Maxma 60’ and ‘Mariana 2624’ rootstocks reached the highest increments in
WUEi values after 30 days of saline irrigation with 146.13% and 146.06% in comparison
to the control values, respectively. The lower increment in WUEi values was recorded for
‘Mazzard F12/1’ with barely 63.63% (Figure 6).
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three technical replicates. Different letters indicate significant (p < 0.05) differences within a genotype during 30 days of
treatments.

3.5. Salt Tolerance Coefficients and Cluster Analysis

For each rootstock genotype, values from three parameters associated to root (maxi-
mum root length, root MDA, and root respiration rate) and six associated to leaf (leaf MDA,
A, gs, Ci, E, and WUEi) were used to determine a ratio among their values recorded for
plants under control and salt stressed conditions at the end of experiment after 30 days of
treatments. These ratios denominated salt tolerance coefficients (STCs) were used as input
for agglomerative hierarchical clustering. According to this analysis, the different Prunus
spp. rootstocks were grouped into three major clusters: (I) ‘Mazzard F12/1’, (II) ‘Maxma
60’, ‘Cab6P’, and ‘AGAF 0204-09’; and (III) ‘Mariana 2624’, ‘Garnem’, and ‘Colt’ (Figure 7).
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on salt tolerance coefficients (STC). Dashed line indicates the dissimilarity threshold defining the
number of rootstocks clusters within the analysis.

4. Discussion

Salt stress may cause a dramatic reduction in the productivity of different crops species
present in arid and semiarid regions [43], but this problem is not restricted to those zones
since it also affects some species, e.g., stone fruit trees grown in Mediterranean areas. In
general terms, species of the Prunus genus are considered salt sensitive plants [9], however,
it is feasible to detect some gradient of tolerance in commercial genotypes and wild relatives
belonging to this genus [40]. Thus, in order to cope in adverse soil conditions that limit
the development and production of these fruit trees, the use of rootstocks tolerant to biotic
and/or abiotic factors turns out to be one of the best agronomic strategies to favor the
establishment of orchards in such conditions [44,45].

In this study, we assessed the tolerance to long-term salt stress among seven Prunus
genotypes used as rootstocks for cherries, plums, apricots, peaches, and almonds. The
roots are the first plant organ in direct contact with excess salt and, despite that, they
are considered more tolerant to salt stress compared to leaves; excess salt also triggers
negative effects on the growth of the root system, such as reductions in biomass, elongation,
and lateral development [46]. The root growth trait decreases in different magnitudes
depending on the level of stress imposed and the intrinsic sensitivity of the genotypes at
intra and interspecies levels. Usually, this trait can be expressed in terms of biomass or root
length. Fruit trees with a degree of tolerance to salinity show a decrease in root biomass (dry
weight) at NaCl concentrations as high as 200 and 300 mM as in the case of pomegranate
(Punica granatum; L.) [47]. In Vitis vinifera accessions, the root relative growth rate (RGRr)
fell between 36% and 40% under 150 mM NaCl [48]. In species very sensitive to salinity, e.g.,
avocado (Persea americana Mill.), the biomass (fresh weight) and root length decreases have
been reported at low NaCl concentrations such as 9 mM [49] and 15 mM [18], respectively.
Likewise, in olive (Olea europaea L.), a moderately salt tolerant plant, a more extensive
reduction in the root biomass has been associated with more salt sensitive cultivars [19],
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and even the specific root length (SRL) fell from an electrical conductivity of 6 dS m−1 [50].
Moreover, in pistachio (Pistacia vera L.), a relatively salt tolerant fruit tree [51], a significative
decrease of the root length at 150 mM NaCl has been reported [52]. Within fruit trees of the
Prunus genus, the hybrid rootstock ‘GF667’ (P. amygdalus Batsch × P. persica (L.) evidenced
a reduction in root growth parameters at NaCl concentrations ranging between 75 mM [37]
and 120 mM [53]. The same was reported for the sour cherry rootstock ‘CAB 6P’ (Prunus
cerasus L.) at 60 mM NaCl [21]. Moreover, an in vitro screening for the early detection of
salt tolerance in Prunus spp. evidenced a reduction in the root length of rootstocks of the
Cerasus (‘CAB 6P’ and ‘Masto de Montaña’) and Amygdalus (‘GF-667’) subgenera but not
in those of the Prunus subgenus (‘Adesoto 101’ and ‘Mariana 2624’) [20]. In our work, we
detected reductions of the root length in both saline levels but as expected, more markedly
under 120 mM NaCl (Figure 1 and Table 1). Here, the hybrid ‘Agaf 0204-09’ (Amygdalus
subgenus) was the rootstock with the least reduction in root length. On the other hand,
‘Mazzard F12/1’ turned out to be the genotype with the largest reduction in root length,
which belongs to the subgenus Cerasus, this being the most affected in this trait as reported
in the in vitro screening of [20].

As with other abiotic stresses, salt excess increases the production of reactive oxygen
species (ROS), which triggers oxidative damage with detrimental impacts for plant tissue
integrity [54]. The malondialdehyde (MDA), a lipoperoxidation product of disintegrated
cell membranes, has been assessed as a biochemical marker of oxidative damage in roots
by salt stress [55]. In maize (Zea mays L.), salinity-induced high MDA levels and oxidative
stress affected more markedly the root tissues than the leaves [23]. However, an increase
in MDA levels in the Prunus roots is not strictly coincident with a reduction in root
length recorded in the rootstocks analyzed. For example, ‘Agaf 0204-09’, despite being
the genotype with the lowest reduction in root length, is among the rootstocks that at
least doubled their MDA levels in roots in response to saline stress (107.02% of increase
relative to the control condition). On the other hand, ‘Mazzard F12/1’ showed a lower
relative increase in MDA content (81.44%) but the greatest reduction in root length among
genotypes. On the other hand, ‘Maxma 60’ showed a consistently negative impact on both
root length and MDA levels detected in response to 120 mM NaCl.

Root respiration is sensitive to high levels of salinity in soils [56]. In the present study,
all genotypes reduced root respiration under 120 mM NaCl, but a genotype-dependent
variability was evidenced (Figure 3). According to [56], the respiratory rate responses under
salinity conditions in plant tissues are complex, with 37% of studies reporting increases,
34% reporting decreases, and 29% reporting no consistent change in respiratory rate. In
barley (Hordeum vulgare L.) cultivars with contrasting adaptive response to salinity, similar
levels of root respiration were reported in the control condition. However, those genotypes
showed an opposite behavior in their root respiration under salt stress (10 mM NaCl or
KCl). The salt sensitive cultivar doubled its values of this parameter, but the salt tolerant
one barely increased its root respiration to 50% and, additionally, showed a faster recovery
after removal of the salt excess [57]. Conversely, in oak seedlings under high salinity
(250 mM NaCl), root respiration was strongly inhibited, which was related to the arrest of
root growth [58]. On the other hand, the halophyte species may increase root respiration
in saline environments [59]. Root respiration is the major sink for carbohydrates [60], and
it is separated into two principal components, “maintenance respiration” involved in the
conservation of already existing tissue and “growth respiration” of new tissue [56]. In
general, maintenance root respiration is key to providing energy and coping with stressful
conditions, such as salinity [43,56]. The biomass accumulation in normal growth conditions
represents between 10–40% of the total photosynthesis, while the maintenance mechanism
represents the major investment [56]. Under saline conditions, root respiration has been
observed to be increased but related principally with maintenance processes more than
growth [43]. The elevated percentage of root respiration has been observed as dedicated
to maintenance in plants under salt stress, principally associated to a significant demand
of ATP provision to maintain transport processes against concentration gradient [61].
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Thus, the Prunus spp. rootstock genotypes showed a variability in the impact of salt
stress imposition on the components of their root respiration. A higher percentage of root
respiration decrease was observed in ‘Garnem’, ‘Mazzard F12/1’, ‘Colt’, and ‘Agaf 0204-09’
than in ‘Cab 6P’, ‘Maxma 60’, and ‘Mariana 2624’ (Figure 3). Salinity showed the most
detrimental effect on this parameter in the ‘Mazzard F12/1’ rootstock, whose roots also
evidenced the largest decrease in root length (Table 1) and, additionally, the highest MDA
concentration (Figure 2). Conversely, as happened with the MDA levels, ‘Mariana 2624’
showed the best response since it was the genotype that suffered the least reduction in the
respiration of its roots, which possibly allowed for sufficient input energy to maintain its
tissues and processes at the root level that are decisive in adaptation to saline stress.

The gas exchange is not only affected at the root level in plants under high salinity
concentrations [61–63]. According to [43], the stress onset occurs when the amount of
energy acquired by plants is reduced as a consequence of decreased A. In Prunus salicina,
an experiment of long-term salt stress showed a complete inhibition of A under 28mM salt
(mix NaCl and CaCl2) [64] and serious damage has been observed in the photosynthetic
apparatus in the sweet almond [36], which may be an effect of fast stomatal closure as
was observed in the grafted Prunus [53]. In our experiment, salinity stress (120 mM NaCl)
reduced the A of all Prunus genotypes (Figure 4), ‘Mariana 2624’ being the rootstock with
the least drop in this parameter and ‘Mazzard F12/1’ being the most affected. The reduction
in photosynthesis was coupled with a drastic reduction in the gs (Figure 5). This may be
associated with a CO2 limitation more than a biochemical one because a gs reduction may
restrict the gas exchange as was observed in cotton plants by [65] and reviewed by [56].
Whereas here at the end of the saline stress treatment ‘Maxma60’ showed the greatest
reduction in gs, the genotype that closed its stomata earlier was ‘Mazzard F12/1’. The
fast reduction of gs under salt stress has been reported in previous studies [53,63,66] and
showed that it could be beneficial to improve the WUEi. The WUEi reflects the balance
between production (kg of biomass produced or moles of CO2 assimilated) and water
costs (m3 of water used or moles of water transpired) by each plant and is commonly
used to characterize the genetic effect and variability on a certain stress condition [67].
A comparative study including four wild Prunus species (Prunus maritima Marshall, P.
salicina Lindl., P. cerasifera Ehrh., and P. persica (L.) Batsch) evidenced a consistent decrease
in their gas exchange parameters in all genotypes after irrigation with a 100 mM NaCl
solution although water use efficiency increased in the beach plum (P. maritima Marshall),
a species that inhabits sandy coastal soils and is considered highly tolerant to salinity
and drought [40]. Our results showed that WUEi increased in all the Prunus rootstock
genotypes at the end of the salt stress experiment (Figure 6) but with variability among them.
Thus, ‘Mariana 2624’ showed the highest increase in WUEi values in saline stress along
with ‘Maxma 60’. On the contrary, ‘Mazzard F12/1’ showed the smallest increase in this
parameter. The increasing WUEi observed is principally explained by the reduction in the
gs (Figure 5) with respect to the A (Figure 4) as was observed in different studies [53,63,66].
A high WUEi indicates a better performance of the photosynthetic apparatus despite the
stomatal closure triggered by the stress condition. In addition, a high WUEi may reduce
the uptake of salt and alleviate the water deficiency induced by salinity [62] and thereby
may be used as a good indicator of salt tolerance [63].

From the results obtained in this characterization of the adaptive response to salinity
stress in rootstocks of the Prunus spp., both at the root and leaf levels, the ‘Mazzard
F12/1’ rootstocks showed to be the genotype most negatively affected in most of the
parameters evaluated. However, the best indices expected to be registered in a salinity
tolerant genotype were not always indisputably associated with a single genotype. For
instance, even though ‘Mariana 2624’ showed the best performances in several of the
measurements, it also exhibited a significant reduction in root length under the 120 mM
NaCl treatment. On the other hand, ‘Agaf 0204-09’ was the rootstock that showed the
least reduction in root length, which could be clear evidence of a better tolerance of excess
salt at the level of the root tissue present in this genotype, but it does not register the best
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values in other parameters in both root and leaf levels. In addition, the greatest increase
in the WUEi value was detected in ‘Maxma 60’. As mentioned above, this parameter has
been proposed as a good physiological index to characterize tolerance to stresses, such as
drought and salinity, therefore, it would be expected that this rootstock would be among
the Prunus genotypes most tolerant to saline stress. However, it was the second genotype
with the greatest reduction in root length and accumulation of MDA under the 120 mM
NaCl treatment. However, it was the second genotype with the greatest reduction in root
length and accumulation of MDA under the 120 mM NaCl treatment. Given this complex
scenario, an agglomerative clustering analysis was applied in order to group together data
points according to their similarities and thus be able to discriminate the degree of tolerance
to salt stress among the rootstocks analyzed. This type of analysis has been successfully
used to characterize genotypes or accessions based on traits of interest in plant breeding
programs [68–70].

In our analysis, the Prunus spp. rootstocks were grouped into three major clusters which
were named considering the performance of the plant’s response to salt stress evidenced
by the genotypes of each group. In this way, the most contrasting phenotypes in their
response to saline stress (120 mM NaCl) were easily identifiable as ‘Mazzard F12/1’ (Prunus
avium (L.) L.) (cluster I) being a very salt sensitive rootstock and ‘Mariana 2624’ (cluster III)
being a salt tolerant rootstock. Although it shares cluster III with ‘Garnem’ and ‘Colt’, it is
important to mention that ‘Mariana 2624’, a plum-based rootstock, showed better values in
its parameters under stress conditions than its groupmates. This finding is consistent with
previous reports that have indicated plum trees, members of the Prunus subgenus, as the
species with the highest tolerance to salinity within the genus Prunus [9,35,40]. However, it
is important to note that ‘Garnem’ (Prunus dulcis (Mill.) D.A. Webb × (Prunus persica (L.)
Batsch × Prunus davidiana (Carrière) N.E.Br.)) and ‘Colt’ (Prunus avium (L.) L. × Prunus
pseudocerasus Lindl.), as members of cluster III, represent excellent alternatives of salt
tolerant rootstocks for productive varieties of the subgenera Amygdalus and Cerasus,
respectively. In a classification of moderately tolerance to salt stress, cluster II mainly
grouped rootstocks belonging to the Cerasus subgenus, i.e., ‘Cab 6P’ (Prunus cerasus L.)
and ‘Maxma60’ (Prunus mahaleb L. × Prunus avium). These genotypes differ from the very
salt sensitive genotype ‘Mazzard F12/1’, a cherry-based rootstock, for having a different or
hybridized genetic background instead of only P. avium.

5. Conclusions

In the present work, an effective categorization of the adaptive response to salt stress
of Prunus rootstocks was achieved from physiological measurements developed both at the
root and leaf levels. An important aspect of this study is the inclusion of rootstocks (species
and hybrids) whose genetic background covered the three subgenera (Prunus, Cerasus, and
Amygdalus) with species of productive importance of the genus Prunus. The application of
a multivariate analysis of agglomerative hierarchical clustering identified three clusters
where the rootstocks were grouped based on their similarities in the behavior of their
values in the physiological parameters analyzed. A tolerance gradient was established
where the most contrasting genotypes in their tolerance to salt stress (120 mM NaCl) were
‘Mazzard F12/1’ (Prunus avium (L.) L.; subgenus Cerasus) and ‘Mariana 2624’ (Prunus
cerasifera × Prunus munsoniana W. Wight & Hedrick; subgenus Prunus), being the most salt
sensitive and the most salt tolerant, respectively.

An effective categorization of the adaptive response of plants is of crucial interest
for the selection of parents with characteristics of interest in the framework of plant
breeding programs. Moreover, it is valuable information when recommending rootstock
alternatives to establish orchards in soils with edaphic problems, e.g., salinity due to a
possible expansion of stone fruit orchards to new cultivation areas (arid or semiarid) due
to the development of new productive varieties with lower chilling requirements.



Horticulturae 2021, 7, 542 14 of 16

Supplementary Materials: The following are available online at https://www.mdpi.com/article/10
.3390/horticulturae7120542/s1. Table S1: Internal CO2 concentration (Ci) of Prunus rootstocks under
control and 120 mM NaCl salt stress treatments. Table S2: Transpiration (E) of Prunus rootstocks
under control and 120 mM NaCl salt stress treatments.

Author Contributions: Conceptualization, A.S. and G.T.; methodology, A.S. and G.T.; validation, A.S.
and G.T.; formal analysis, A.S. and G.T.; investigation, A.S. and G.T.; resources, P.P.; data curation,
A.S. and G.T.; original draft preparation, A.S.; review and editing, A.S., G.T. and. P.P.; visualization,
A.S.; supervision, A.S. and G.T.; project administration, A.S.; funding acquisition, A.S. and P.P. All
authors have read and agreed to the published version of the manuscript.

Funding: This work was funded by grants from Fondo Nacional de Desarrollo Científico y Tec-
nológico FONDECYT 11150393 and 1190816 and Agencia Nacional de Investigación y Desarrollo.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Data are presented within the article and are available on request from
the corresponding author.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. FAO. FAO Land and Plant Nutrition Management Service. 2008. Available online: http://www.fao.org/ag/agl/agll/spush

(accessed on 5 February 2021).
2. Jamil, A.; Riaz, S.; Ashraf, M.; Foolad, M.R. Gene expression profiling of plants under salt stress. Crit. Rev. Plant Sci. 2011, 30,

435–458. [CrossRef]
3. Brown, G.E., Jr. Research Databases. Bibliography on Salt Tolerance. USDA-ARS US Dep. Agric. Res. Serv. Riverside CA 2008.

Available online: https://www.ars.usda.gov/pacific-west-area/riverside-ca/agricultural-water-efficiency-and-salinity-research-
unit/docs/research-databases/ (accessed on 21 December 2020).

4. Munns, R. Genes and salt tolerance: Bringing them together. New Phytol. 2005, 167, 645–663. [CrossRef]
5. Munns, R. Physiological processes limiting plant growth in saline soils: Some dogmas and hypotheses. stress. Plant Cell Environ.

1993, 16, 15–24. [CrossRef]
6. Yu, J.; Chen, S.; Zhao, Q.; Wang, T.; Yang, C.; Diaz, C.; Sun, G.; Dai, S. Physiological and proteomic analysis of salinity tolerance in

Puccinellia tenuiflora. J. Proteome Res. 2011, 10, 3852–3870. [CrossRef] [PubMed]
7. Shu, S.; Guo, S.R.; Sun, J.; Yuan, L.Y. Effects of salt stress on the structure and function of the photosynthetic apparatus in Cucumis

sativus and its protection by exogenous putrescine. Physiol. Plant. 2012, 146, 285–296. [CrossRef]
8. Ashraf, M.; Harris, P.J.C. Photosynthesis under stressful environments: An overview. Photosynthetica 2013, 51, 163–190. [CrossRef]
9. Kotuby-Amacher, J.; Koenig, R.; Kitchen, B. Salinity and Plant Tolerance; Utah State University Extension: Logan, UT, USA, 2000;

AG-SO-03. Available online: https://digitalcommons.usu.edu/cgi/viewcontent.cgi?article=1042&context=extension_histall
(accessed on 12 December 2020).

10. Byrne, P.F.; Volk, G.M.; Gardner, C.; Gore, M.A.; Simon, P.W.; Smith, S. Sustaining the future of plant breeding: The critical role of
the USDA-ARS National Plant Germplasm System. Crop Sci. 2018, 58, 451–468. [CrossRef]

11. Sansavini, S.; Lugli, S. Sweet cherry breeding programs in Europe and Asia. Acta Hortic. 2008, 795, 41–58. [CrossRef]
12. Sawamura, Y.; Suesada, Y.; Sugiura, T.; Yaegaki, H. Chilling requirements and blooming dates of leading peach cultivars and a

promising early maturing peach selection, Momo Tsukuba 127. Hortic. J. 2017, 86, 426–436. [CrossRef]
13. Apey, A. La Fruticultura en Chile: Tendencias Productivas y su Expresión Territorial. 2019. Available online: https://www.

odepa.gob.cl/publicaciones/articulos/la-fruticultura-en-chile-tendencias-productivas-y-su-expresion-territorial (accessed on 26
February 2021).

14. Ikinci, A.; Bolat, I.; Ercisli, S.; Kodad, O. Influence of rootstocks on growth, yield, fruit quality and leaf mineral element contents
of pear cv. ‘Santa Maria’ in semi-arid conditions. Biol. Res. 2014, 47, 1–8. [CrossRef]

15. Marguerit, E.; Brendel, O.; Lebon, E.; van Leeuwen, C.; Ollat, N. Rootstock control of scion transpiration and its acclimation to
water deficit are controlled by different genes. New Phytol. 2012, 194, 416–429. [CrossRef] [PubMed]

16. Peccoux, A.; Loveys, B.; Zhu, J.; Gambetta, G.A.; Delrot, S.; Vivin, P.; Schultz, H.R.; Ollat, N.; Dai, Z. Dissecting the rootstock
control of scion transpiration using model-assisted analyses in grapevine. Tree Physiol. 2018, 38, 1026–1040. [CrossRef] [PubMed]

17. Tamura, F. Recent advances in research on Japanese pear rootstocks. J. Jpn. Soc. Hortic. Sci. 2012, 81, 1–10. [CrossRef]
18. Bernstein, N.; Meiri, A.; Zilberstaine, M. Root growth of avocado is more sensitive to salinity than shoot growth. J. Am. Soc.

Hortic. Sci. 2004, 129, 188–192. [CrossRef]
19. Rewald, B.; Leuschner, C.; Wiesman, Z.; Ephrath, J.E. Influence of salinity on root hydraulic properties of three olive varieties.

Plant Biosyst. 2011, 145, 12–22. [CrossRef]

https://www.mdpi.com/article/10.3390/horticulturae7120542/s1
https://www.mdpi.com/article/10.3390/horticulturae7120542/s1
http://www.fao.org/ag/agl/agll/spush
http://doi.org/10.1080/07352689.2011.605739
https://www.ars.usda.gov/pacific-west-area/riverside-ca/agricultural-water-efficiency-and-salinity-research-unit/docs/research-databases/
https://www.ars.usda.gov/pacific-west-area/riverside-ca/agricultural-water-efficiency-and-salinity-research-unit/docs/research-databases/
http://doi.org/10.1111/j.1469-8137.2005.01487.x
http://doi.org/10.1111/j.1365-3040.1993.tb00840.x
http://doi.org/10.1021/pr101102p
http://www.ncbi.nlm.nih.gov/pubmed/21732589
http://doi.org/10.1111/j.1399-3054.2012.01623.x
http://doi.org/10.1007/s11099-013-0021-6
https://digitalcommons.usu.edu/cgi/viewcontent.cgi?article=1042&context=extension_histall
http://doi.org/10.2135/cropsci2017.05.0303
http://doi.org/10.17660/ActaHortic.2008.795.1
http://doi.org/10.2503/hortj.OKD-052
https://www.odepa.gob.cl/publicaciones/articulos/la-fruticultura-en-chile-tendencias-productivas-y-su-expresion-territorial
https://www.odepa.gob.cl/publicaciones/articulos/la-fruticultura-en-chile-tendencias-productivas-y-su-expresion-territorial
http://doi.org/10.1186/0717-6287-47-71
http://doi.org/10.1111/j.1469-8137.2012.04059.x
http://www.ncbi.nlm.nih.gov/pubmed/22335501
http://doi.org/10.1093/treephys/tpx153
http://www.ncbi.nlm.nih.gov/pubmed/29228360
http://doi.org/10.2503/jjshs1.81.1
http://doi.org/10.21273/JASHS.129.2.0188
http://doi.org/10.1080/11263504.2010.514130


Horticulturae 2021, 7, 542 15 of 16

20. Andreu, P.; Arbeloa, A.; Lorente, P.; Marín, J.A. Early detection of salt stress tolerance of Prunus rootstocks by excised root culture.
HortScience 2011, 46, 80–85. [CrossRef]

21. Papadakis, I.E.; Veneti, G.; Chatzissavvidis, C.; Therios, I. Physiological and growth responses of sour cherry (Prunus cerasus L.)
plants subjected to short-term salinity stress. Acta Bot. Croat. 2018, 77, 197–202. [CrossRef]

22. Tanou, G.; Molassiotis, A.; Diamantidis, G. Hydrogen peroxide-and nitric oxide-induced systemic antioxidant prime-like activity
under NaCl-stress and stress-free conditions in citrus plants. J. Plant Physiol. 2009, 166, 1904–1913. [CrossRef] [PubMed]

23. AbdElgawad, H.; Zinta, G.; Hegab, M.; Pandey, R.; Asard, H.; Abuelsoud, W. High salinity induces different oxidative stress and
antioxidant responses in maize seedlings organs. Front. Plant Sci. 2016, 7, 276. [CrossRef]

24. Imlay, J.A.; Linn, S. DNA damage and oxygen radical toxicity. Science 1988, 240, 1302–1309. [CrossRef] [PubMed]
25. Noctor, G.; Foyer, C.H. Ascorbate and glutathione: Keeping active oxygen under control. Annu. Rev. Plant Physiol. Plant Mol. Biol.

1998, 49, 249–279. [CrossRef] [PubMed]
26. Pitzschke, A.; Forzani, C.C.; Hirt, H. Reactive oxygen species signaling in plants. Antiox. Redox Signal. 2006, 8, 1757–1764.

[CrossRef]
27. Katsuhara, M.; Otsuka, T.; Ezaki, B. Salt stress-induced lipid peroxidation is reduced by glutathione S-transferase, but this

reduction of lipid peroxides is not enough for a recovery of root growth in Arabidopsis. Plant Sci. 2005, 69, 369–373. [CrossRef]
28. Maia, J.M.; Voigt, E.L.; Macêdo, C.E.C.; Ferreira-Silva, S.L.; Silveira, J.A.G. Salt-induced changes in antioxidative enzyme activities

in root tissues do not account for the differential salt tolerance of two cowpea cultivars. Braz. J. Plant Physiol. 2010, 22, 113–122.
[CrossRef]

29. Khataar, M.; Mohammadi, M.; Shabani, F. Soil salinity and matric potential interaction on water use, water use efficiency and
yield response factor of bean and wheat. Sci. Rep. 2018, 8, 2679. [CrossRef] [PubMed]

30. Lambers, H. Respiration associated with growth, maintenance, and ion uptake. In Plant Physiological Ecology; Lambers, H.,
Chapin, F., Pons, T.L., Eds.; Springer: New York, NY, USA, 2008; pp. 134–140.

31. Moya, J.L.; Primo-Millo, E.; Talon, M. Morphological factors determining salt tolerance in citrus seedlings: The shoot to root
ratio modulates passive root uptake of chloride ions and their accumulation in leaves. Plant Cell Environ. 1999, 22, 1425–1433.
[CrossRef]

32. Rajendran, K.; Tester, M.; Roy, S.J. Quantifying the three maincomponents of salinity tolerance in cereals. Plant Cell Environ. 2009,
32, 237. [CrossRef] [PubMed]

33. Chaves, M.M.; Flexas, J.; Pinheiro, C. Photosynthesis under drought and salt stress: Regulation mechanisms from whole plant to
cell. Ann. Bot. 2009, 103, 551–560. [CrossRef] [PubMed]

34. El-Motaium, R.; Hu, H.; Brown, P.H. The relative tolerance of six Prunus rootstocks to boron and salinity. J. Am. Soc. Hortic. Sci.
1994, 119, 1169–1175. [CrossRef]

35. Rieger, M. Salt stress resistance of peach and four north american Prunus species. Acta Hortic. 2001, 557, 181–192. [CrossRef]
36. Ranjbarfordoei, A.; Samson, R.; Van Damme, P. Chlorophyll fluorescence performance of sweet almond (Prunus dulcis (Miller) D.

Webb) in response to salinity stress induced by NaCl. Photosynthetica 2006, 44, 513–522. [CrossRef]
37. Najafian, S.; Rahemi, M.; Tavallali, V. Effect of salinity on tolerance of two bitter almond rootstocks. Am.-Eurasian J. Agri. Environ.

Sci. 2008, 3, 264–268.
38. Küçükyumuk, C.; Yildiz, H.; Küçükyumuk, Z.; Ünlükara, A. Responses of ‘0900 Ziraat’ sweet cherry variety grafted on different

rootstocks to salt stress. Not. Bot. Horti Agrobot. Cluj-Napoca 2015, 43, 214–221. [CrossRef]
39. Zrig, A.; Mohamed, H.B.; Tounekti, T.; Ennajeh, M.; Valero, D.; Khemira, H. A comparative study of salt tolerance of three almond

rootstocks: Contribution of organic and inorganic solutes to osmotic adjustment. J. Agr. Sci. Tech. 2015, 17, 675–689.
40. Wang, X.M.; Huang, T.; Wu, W.L.; Li, W.L.; Zhu, H. Effects of salt stress on photosynthetic characteristics of beach plum and other

Prunus species. Acta Hortic. 2016, 1112, 233–240.
41. Arbona, V.; Hossain, Z.; Lopez-Climent, M.F.; Perez-Clemente, R.M.; Gomez-Cadenas, A. Antioxidant enzymatic activity is linked

to waterlogging stress tolerance in citrus. Physiol. Plant. 2008, 132, 452–466. [CrossRef] [PubMed]
42. Pimentel, P.; Almada, R.D.; Salvatierra, A.; Toro, G.; Arismendi, M.J.; Pino, M.T.; Sagredo, B.; Pinto, M. Physiological and

morphological responses of Prunus species with different degree of tolerance to long-term root hypoxia. Sci. Hortic. 2014, 180,
14–23. [CrossRef]

43. Munns, R.; Gilliham, M. Salinity tolerance of crops–what is the cost? New Phytol. 2015, 208, 668–673. [CrossRef]
44. Gainza, F.; Opazo, I.; Guajardo, V.; Meza, P.; Ortiz, M.; Pinochet, J.; Muñoz, C. Rootstock breeding in Prunus species: Ongoing

efforts and new challenges. Chil. J. Agric. Res. 2015, 75, 6–16. [CrossRef]
45. Nimbolkar, P.K.; Awachare, C.; Reddy, Y.T.N.; Chander, S.; Hussain, F. Role of rootstocks in fruit production–A Review. J. Agric.

Eng. Food Technol. 2016, 3, 183–188.
46. Shahzad, A.; Ahmad, M.; Iqbal, M.; Ahmed, I.; Ali, G. Evaluation of wheat landrace genotypes for salinity tolerance at vegetative

stage by using morphological and molecular markers. Genet. Mol. Res. 2012, 11, 679–692. [CrossRef]
47. Cuiyu, L.; Ming, Y.; Xianbin, H.; Zhaohe, Y. Effects of NaCl stress on growth and ion homeostasis in pomegranate tissues. Eur. J.

Hortic. Sci. 2020, 85, 42–50. [CrossRef]
48. Askri, H.; Daldoul, S.; Ammar, A.B.; Rejeb, S.; Jardak, R.; Rejeb, M.N.; Mliki, A.; Ghorbel, A. Short-term response of wild

grapevines (Vitis vinifera L. ssp. sylvestris) to NaCl salinity exposure: Changes of some physiological and molecular characteristics.
Acta Physiol. Plant. 2012, 34, 957–968. [CrossRef]

http://doi.org/10.21273/HORTSCI.46.1.80
http://doi.org/10.2478/botcro-2018-0012
http://doi.org/10.1016/j.jplph.2009.06.012
http://www.ncbi.nlm.nih.gov/pubmed/19631407
http://doi.org/10.3389/fpls.2016.00276
http://doi.org/10.1126/science.3287616
http://www.ncbi.nlm.nih.gov/pubmed/3287616
http://doi.org/10.1146/annurev.arplant.49.1.249
http://www.ncbi.nlm.nih.gov/pubmed/15012235
http://doi.org/10.1089/ars.2006.8.1757
http://doi.org/10.1016/j.plantsci.2005.03.030
http://doi.org/10.1590/S1677-04202010000200005
http://doi.org/10.1038/s41598-018-20968-z
http://www.ncbi.nlm.nih.gov/pubmed/29422674
http://doi.org/10.1046/j.1365-3040.1999.00495.x
http://doi.org/10.1111/j.1365-3040.2008.01916.x
http://www.ncbi.nlm.nih.gov/pubmed/19054352
http://doi.org/10.1093/aob/mcn125
http://www.ncbi.nlm.nih.gov/pubmed/18662937
http://doi.org/10.21273/JASHS.119.6.1169
http://doi.org/10.17660/ActaHortic.2001.557.24
http://doi.org/10.1007/s11099-006-0064-z
http://doi.org/10.15835/nbha4319754
http://doi.org/10.1111/j.1399-3054.2007.01029.x
http://www.ncbi.nlm.nih.gov/pubmed/18333999
http://doi.org/10.1016/j.scienta.2014.09.055
http://doi.org/10.1111/nph.13519
http://doi.org/10.4067/S0718-58392015000300002
http://doi.org/10.4238/2012.March.19.2
http://doi.org/10.17660/eJHS.2020/85.1.5
http://doi.org/10.1007/s11738-011-0892-8


Horticulturae 2021, 7, 542 16 of 16

49. Bonomelli, C.; Celis, V.; Lombardi, G.; Mártiz, J. Salt stress effects on avocado (Persea americana Mill.) plants with and without
seaweed extract (Ascophyllum nodosum) application. Agronomy 2018, 8, 64. [CrossRef]

50. Tan, J.; Ben-Gal, J.; Shtein, I.; Bustan, A.; Dag, A.; Erel, R. Root structural plasticity enhances salt tolerance in mature olives.
Environ. Exp. Bot. 2020, 179, 104224. [CrossRef]

51. Picchioni, G.A.; Miyamoto, S.; Storey, J.B. Salt effects on growth and ion uptake of pistachio rootstock seedlings. J. Am. Soc. Hortic.
Sci. 1990, 115, 647–653. [CrossRef]

52. Rahneshan, Z.; Nasibi, F.; Moghadam, A.H. Effects of salinity stress on some growth, physiological, biochemical parameters and
nutrients in two pistachio (Pistacia vera L.) rootstocks. J. Plant Interact. 2018, 13, 73–82. [CrossRef]

53. Massai, R.; Remorini, D.; Tattini, M. Gas exchange, water relations and osmotic adjustment in two scion/rootstock combinations
of Prunus under various salinity concentrations. Plant Soil 2004, 259, 153–162. [CrossRef]

54. Gill, S.S.; Tuteja, N. Reactive oxygen species and antioxidant machinery in abiotic stress tolerance in crop plants. Plant Physiol.
Biochem. 2010, 48, 909–930. [CrossRef]

55. Al Kharusi, L.; Al Yahyai, R.; Yaish, M.W. Antioxidant response to salinity in Salt-Tolerant and Salt-Susceptible cultivars of date
palm. Agriculture 2019, 9, 8. [CrossRef]

56. Jacoby, R.P.; Taylor, N.L.; Millar, A.H. The role of mitochondrial respiration in salinity tolerance. Trends Plant Sci. 2011, 16, 614–623.
[CrossRef] [PubMed]

57. Bloom, A.; Epstein, E. Varietal differences in salt-induced respiration in barley. Plant Sci. Lett. 1984, 35, 1–3. [CrossRef]
58. Epron, D.; Toussaint, M.-L.; Badot, P.-M. Effects of sodium chloride salinity on root growth and respiration in oak seedlings. Ann.

For. Sci. 1999, 56, 41–47. [CrossRef]
59. Hwang, Y.-H.; Morris, J.T. Whole-plant gas exchange responses of Spartina alterniflora (Poaceae) to a range of constant and

transient salinities. Am. J. Bot. 1994, 81, 659–665. [CrossRef]
60. Rachmilevitch, S.; Lambers, H.; Huang, B. Root respiratory characteristics associated with plant adaptation to high soil tempera-

ture for geothermal and turf-type Agrostis species. J. Exp. Bot. 2006, 57, 623–631. [CrossRef]
61. Schwarz, M.; Gale, J. Maintenance respiration and carbon balance of plants at low levels of sodium chloride salinity. J. Exp. Bot.

1981, 32, 933–5941. [CrossRef]
62. Karaba, A.; Dixit, S.; Greco, R.; Aharoni, A.; Trijatmiko, K.R.; Marsch-Martinez, N.; Krishnan, A.; Nataraja, K.N.; Udayakumar, M.;

Pereira, A. Improvement of water use efficiency in rice by expression of HARDY, an Arabidopsis drought and salt tolerance gene.
Proc. Natl. Acad. Sci. USA 2007, 104, 15270–15275. [CrossRef]

63. Omamt, E.N.; Hammes, P.S.; Robbertse, P.J. Differences in salinity tolerance for growth and water-use efficiency in some amaranth
(Amaranthus spp.) genotypes. N. Z. J. Crop Hortic. Sci. 2006, 34, 11–22. [CrossRef]

64. Ziska, L.H.; Seemann, J.R.; DeJong, T.M. Salinity induced limitations on photosynthesis in Prunus salicina, a deciduous tree
species. Plant Physiol. 1990, 93, 864–870. [CrossRef]

65. Meloni, D.A.; Oliva, M.A.; Martinez, C.A.; Cambraia, J. Photosynthesis and activity of superoxide dismutase, peroxidase and
glutathione reductase in cotton under salt stress. Environ. Exp. Bot. 2003, 49, 69–76. [CrossRef]

66. Rouphael, Y.; Cardarelli, M.; Rea, E.; Colla, G. Improving melon and cucumber photosynthetic activity, mineral composition,
and growth performance under salinity stress by grafting onto Cucurbita hybrid rootstocks. Photosynthetica 2012, 50, 180–188.
[CrossRef]

67. Tomás, M.; Medrano, H.; Escalona, J.M.; Martorell, S.; Pou, A.; Ribas-Carbó, M.; Flexas, J. Variability of water use efficiency in
grapevines. Environ. Exp. Bot. 2014, 103, 148–157. [CrossRef]

68. Yin, R.; Bai, T.; Ma, F.; Wang, X.; Li, Y.; Yue, Z. Physiological responses and relative tolerance by Chinese apple rootstocks to NaCl
stress. Sci. Hortic. 2010, 126, 247–252. [CrossRef]

69. Ganopoulos, I.; Tourvas, N.; Xanthopoulou, A.; Aravanopoulos, F.A.; Avramidou, E.; Zambounis, A.; Tsaftaris, A.; Madesis, P.;
Sotiropoulos, T.; Koutinas, N. Phenotypic and molecular characterization of apple (Malus × domestica Borkh) genetic resources in
Greece. Sci. Agric. 2018, 75, 509–518. [CrossRef]

70. Goharrizi, K.J.; Baghizadeh, A.; Kalantar, M.; Fatehi, F. Combined effects of salinity and drought on physiological and biochemical
characteristics of pistachio rootstocks. Sci. Hortic. 2020, 261, 108970. [CrossRef]

http://doi.org/10.3390/agronomy8050064
http://doi.org/10.1016/j.envexpbot.2020.104224
http://doi.org/10.21273/JASHS.115.4.647
http://doi.org/10.1080/17429145.2018.1424355
http://doi.org/10.1023/B:PLSO.0000020954.71828.13
http://doi.org/10.1016/j.plaphy.2010.08.016
http://doi.org/10.3390/agriculture9010008
http://doi.org/10.1016/j.tplants.2011.08.002
http://www.ncbi.nlm.nih.gov/pubmed/21903446
http://doi.org/10.1016/0304-4211(84)90149-4
http://doi.org/10.1051/forest:19990106
http://doi.org/10.1002/j.1537-2197.1994.tb15500.x
http://doi.org/10.1093/jxb/erj047
http://doi.org/10.1093/jxb/32.5.933
http://doi.org/10.1073/pnas.0707294104
http://doi.org/10.1080/01140671.2006.9514382
http://doi.org/10.1104/pp.93.3.864
http://doi.org/10.1016/S0098-8472(02)00058-8
http://doi.org/10.1007/s11099-012-0002-1
http://doi.org/10.1016/j.envexpbot.2013.09.003
http://doi.org/10.1016/j.scienta.2010.07.027
http://doi.org/10.1590/1678-992x-2016-0499
http://doi.org/10.1016/j.scienta.2019.108970

	Introduction 
	Material and Methods 
	Plant Material and Salt Stress Treatment 
	Root Length Measurement 
	Root Respiration Rate 
	Malondialdehyde Determination 
	Leaf Gas Exchange Measurements 
	Statistical Analysis 

	Results 
	Root Phenotype in Prunus spp. Rootstocks under Salt Stress 
	Malondialdehyde (MDA) Content in Roots 
	Root Respiration Rate 
	Gas Exchange Parameters 
	Salt Tolerance Coefficients and Cluster Analysis 

	Discussion 
	Conclusions 
	References

