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Figure S1. Drought stress treatment on lettuce by root exposure to the air. Leaf lettuce was grown by

deep flow tech-nique (DFT) hydroponic systems, which was aerated with an air pump. Roots were
exposed to the air for 7, 9, 12, and 14 days before harvest (A). Relative top fresh weight was calculated
on the basis of the control treatment (0 day). Photos of whole plants (C) and roots (D) were taken at
harvest.
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Figure S2. GO enrichment histogram by 7 days’ drought stress in lettuce identified via the RNA-seq
analysis. X axis: number of differentially expressed gene in this GO category. Color code is to
distinguish the categories - biological processes, cellu-lar components and molecular functions.
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