Supplementary Material

Supplementary Figure S1. MdPLTI presumably encodes an amino acid sequence
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ATGGGGTCCATGAATTCAAACAACTGGCTTTCCTTTCCTCTTTCTCCTACTAATTCTTCC
M GS MNSNNWLSFPLSPTNSS
TTGCCATCAGAACTTCACCCTTCTCACTCTCATCAATTCTCTCTAGGGTTAGTAAATGAG
L PSS ELBPRSHSBQPEFESLGLYNE
ACCATGGACAACCCTTTCCAAAACCAAGAGTGGAATATGATTAATACTCAAGGAAGCGAT
TMDNPFQNQEUWNMINTAQGSD
GAAGCTCCAAAGGTGGCTGATTTTCTTGGCGTGAGCAAATCCGAGAACCACTCAGATCTT
EAPKVADFLGVY S KSENHSTDL
GTAGCCTTCAACGATATTCAGGCCAACGATTCTGTCTCCGACTACTTATTCCCGATCAAC
YK FNDI @A NDS Vs DXL FPILN
AACATAGTCACTGTACAAAACACCGTTGTAGACAATTCTAGCAACTTTGATTTCCAAGAA
NI VTVYQNTVYDNSS SNFDTFA QE
AATCCAACAGCCTCCAATCGTTGACCCTATCAATGGGAAGTGGCAAGGGTTCTTCAACA
KSNSLQSLTLSMGSGKTGSS ST
TGTGAAACCGGCACCGACAATACCAGCATTACTACCGTGGAAGCTACCCCAAGGAGGACT
CETGTDNTSITTVEATPRRT
TTGGACACATTTGGACAAAGAACATCTATTTATCGTGGTGTAACAAGGCATAGGTGGACA
LDTRGQRRTSIYRG YT RARWNT
GGAAGGTATGAAGCTCATCTTTGGGATAATAGTTGCAGAAGGGAAGGACAATCCAGGAAG
GR Y EAHLWYWDNSCRREGQSRK
GGCCGCCAAGGTGGGTATGACAAAGAAGATAAAGCAGCTAGGGCTTATGACTTGGCTGCA
G RQGGYDIKEDIKAARAYDLAA
CTGAAGTACTGGGGAACATCTACTACTACAAATTTTCCAATCAGTAACTATGAGAAAGAG
LKYWGET ST T T NEPRESNY EK E
GTGGAGGAGATGAAGAACATGACAAGACAAGAATTTGTGGCAGCCATTAGAAGGAAAAGT

VEE NKNDMTROQEFV AATHERRKS
AGTGGCTTTTCTAGGGGAGCGTCCATGTATCGCGGAGTTACAAGGCATCACCAACACGGA
S GF S RGASMNYRGVY TR RMHHAQHRG
CGATGGCAAGCAAGGATTGGCAGAGTTGCCGGCAACAAAGATCTATACTTGGGAACTTTC
R:W Q@ A: R I G R VA G'N'KD LY LGTP
AGTACCGAGGAGGAGGCAGCTGAAGCTTACGACATAGCAGCAATAAAATTCCGAGGCCTA
S TEEEAAEA AYDTIAATIKTFRSGEGNL
AACGCCGTAACCAACTTCGACATGAATCGATACGACGTGAAGAGCATTTTGGAAAGCAAT
N AV TNUFDMNNRYUDVIKSTILES SN
ACTCTCCCCATTGGAGGAGGGGCAGCAAAGCGTCTCAAAGAGGCTCAGGCCTTGGAATCT
TLPIGGGAAIKRLIKEW AGQ QALES
TCTAGAAAACGGGAAGAAATGATGGCTCTTGGCTCCACGTTTCACTATGCGGCTGCCGGA
S RKREEMNDMNALGSTT FHYAAALG
GCTGCCAGCCCATCAACCTCAGCCGTTCGTAATTTGCAAGCGTACTCTTTGTTGCAGCCT
A ASPSTSAVRNL G QAYSLLA QP
CAGTCAACCTTTGATCAAAATGTACAACAATCCCAGCCTCTACTGACTCTCCAAAACCAT
Q S TFDQNVQQS QPLLTLAGQNH
GACATTTCTCAGTACACCCACCATCATGACCCTTCTTCATACCAAAATTACATCCAAACC
DI S QYTHMHHDUPSSYAQNYTIOAQT
CAGCTTCAGTTGCACCAGACCCAGCAGCAATACCAGCCTACCCAGCAATTCTATAATAGT
QLQLHQTQQQYQPTGQQFYNS
TATGGACTTCAGAGTACACACCCAGCTTTGCTTCAAGGTCTCATGGACATGGGTTCTTCT
Y GL QS THUPALLAO GQGLMDMGS S S
AGTGTGATGGATCACAACACCGGGAGCTCTAGTGGGAGCTATAGTGCTGGAGAGTATTTA
S VMDHNTGS S SGSY S AGET YL
GGAAATAATGGAATTGGGTTGGCTACAAATTCAACAGCAAACAATGGAGTGGGTTCAGCA
G NNGI GLATNS ST ANNINGYG S A
GAAGAGCTTGCACTTGTGAAGGTTGATTATGATATGCCTAATGGAGGAGGGTATGGGTAT
E EL ALY KVYDYDMPNGGGYGY
TTTTACAATGTGGAGTGA
F YNV E =



Supplementary Table S1. Protein and gene accession numbers used in this study

Name Accession Name Accession
AtBBM AAM33803 AtPLT1 NP_188720.2
AtANT AAA91040 AtPLT2 NP_175530.2
AtAP2 AAC13770 AtPLT3 AED91556.1
AtERF3 NP_175479 MdPLT1 MDP0000188698
LkBBM1 KJ004517 MdPLT2 MDP0000182395
LkBBM2 MH794129 MDP0000277643 MDP0000277643
NtANTI AAR22388 MDP0000211931 MDP0000211931
OsAP2 ABF99568 MDP0000121984 MDP0000121984
PaAP2L1 AAG32658 MDP0000287973 MDP0000287973
PaAP2L2 AAG32659 MDP0000125317 MDP0000125317
PtrPLT2a Potri.001G018400.1 MDP0000871080 MDP0000871080
PtrPLT2b Potri.003G205700.1 MDP0000137561 MDP0000137561




Supplementary Table S2. Primers used in this study

Primers name
MdPLT1-gRT-PCR
MdPLT1-PCR
EF-1a (Actin)
NtPIN1
NtPIN3
NtPIN4
NtPIN9
NtYUCCA3
NtYUCCA4
NtYUCCAB
NtYUCCAS8
NtYUCCA9
NtYUCCA10
NtL25 (Actin)

Forward primer sequence (5' - 3')
GCACCGACAATACCAGCATTACTAC
ATGGGGTCCATGAATTCAAACAACT
ATTCAAGTATGCCTGGGTGC
GGAGCTGCAGCACAACAAAGT
GGCACGATCTATATGTTGTG
GCAGTCCCTTTACTTTCC
AATCACATGGTGGTCTTA
TCATGCACTTGAACAAGAAG
GGGTTAATGGACCTATAAT
GGGTCCAGTAATTGTAGGAGC
ATGTGTATGGGTAAATGGTCC
GCGAAGATGTGTTTGGGTAA
GTGGAAGTGGTTATAGTTGG
CCGTCCAAAAAATCTGACCC

Reverse primer sequence (5 - 3")
CCTTCCTGTCCACCTATGCCTTG
TCACTCCACATTGTAAAAATACCCATACCC
CAGTCAGCCTGTGATGTTCC
ACCTTTCTTGTTATTAGTGC
GCCACAAATCTGTTTATACC
CCATTCTAGGCTACCATTT
ATAAACCCCATTTCCTCTCCC
CTTGTTGTTTAAGACCAGCG
AAGAATAAGTGAAGGGACTCC
TTTGAGTTGCCATAAAGAAGC
CAGATTTTTCCAAGATTACAC
GCCATAAAGATGCAATACAATC
TGAAGTCTATCATAAGTTCT
TCTTCAAAGTCTTAGGTCGG




