Supplementary information 1 — Almeida et al. Physiological and molecular
characterization of yeast cultures pre-adapted for fermentation of lignocellulosic
hydrolysate
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Figure S1. Principal component analysis of the S. cerevisiae probes from the 10 microarray
samples, after RMA normalization. The biological replicates (.1 and .2) clustered together per
sample, which suggest good reproducibility in the experimental workflow. Other trends include
how the four hydrolysate samples, and the samples from time point 9h generally clustered
together, respectively.
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Figure S2. Venn diagram showing the intersection of the significantly differentially expressed
genes identified in the 9h and 17h comparisons. Six genes were found to differentially
expressed in both comparisons: YHKS, OYE3, HBNI were up-regulated in both conditions;
CTRI and RCKI were down-regulated in both conditions. For more details on the gene names,
see Table S1 below, and Supplemental Information 2 for the full processed microarray dataset.



Table S1. List of the genes that were found to be significantly up- or down-regulated in
hydrolysate as compared to the sugar medium. Genes that were found at both times are

highlighted in bold.

Sample Up-regulated genes Down-regulated genes

Oh GALIO FLRI YPL278c CTR1 FET4 ZRTI
GAL7 CUPI-1 ATR RCK1 HXT?2 SULI
GAL?2 PTR2 YHKS AQYI
GALI YOR389W OYE3
AAD4 SNG1 HBNI1
YLR108C ARNI YPR159C-A

17h YHKS8 STLI RPC25 YNRO71C TMAI108 FRE4
YBR219C KRRI ATF2 MAN?2 HXK]1 AMAI
YPR159C-A KARI POPS PDRI1S8 YOR316C-A | SIP5
MCH?2 KTRS5 ERG3 MUPI IST2 BAG7
YBLOOSW-A cwezl GCGI TRAI YCR100C T0S1
AIM33 APCI1 YJL107C CIN5 YNLO58C PLB?2
OYE3 ERG4 SMC2 YORO19W SPS22 YMRI114C
OYE2 YBR0O96W CPTI NUM1I YBR225W YGRO066C
FSHI YJRO11C MKC7 YLR352W PKH3 NGRI
UPS2 NRG2 YPL199C CMR3 PHOS9 ASF2
YBR298C-A YCRO87C-A DITDI1 YORO32W-A | ERV2 TDAI
HBN1 FBPI YERI158C PS4l PAU7 PEX9
AMF1 NRK1 ERG26 NCW2 RASI HHOI
YGRO035C YGK3 HIS?2 YCRI101C CIS3 GSYI
MALI2 Ccrcl DUTI ASK10 MET30 GNPI
FET3 HIS6 ADE17 SCw1il MET]I ECMI0
cuzi TRRI MIS1 DIA43 BNA3 JLPI
MIG2 ADOI EMC6 SWHI1 FLOI1 AGP3
IMAI EPTI MPC2 OPT1] NBLI1 BOP2
HAP4 DPB3 YDLI157C FRKI1 REC107 ALT?2
HAP3 ETTI SAM4 APC2 RGS2 FMP48
YNL217W YDR210W LDBIS YNRO064C GEM1 DBPI
PDRI6 TRS33 TPM1 YOR248W MDS3 CRRI
YPLO034W YKLO033W-A | YIL027C SPO20 Usvi RNR3
YGL230C ATP20 RPSI18B YMRI122W-A | YGR130C CWPI
POF1 CDA2 APTI ECMI8 GTT3 SHCI
MRII MHF?2 ERG27 ACE2 PCAl RCK1
SDD?2 DIBI GUAI CTS1 SIM1 CTR1
NUCI PROI JLP2 HOS3 PIR]
VPH2 CIRI NDE] DSE3 DFGI6
TDA2 CAF16 DAL3 SSD1
ASNI YCRO043C MCM5
POP5 SMI1 ALD6
ADHG6 YDLO85C-A HPTI
YOL029C CBS1 ACS2
LSM5 AATI YEF3
HRII TAD2 YSYo
YLRO12C RCEI HXK?2
ATX2 MED4 LEUY9
HMLALPHAL URM1 LCL2
712 MET31 CLA4
PRM10 YDR222W JEMI
TIMY TRM13 TKLI
MIX14 SKG6 INOI
YPLO8SW PANS YBLO81W
NELI YLRO50C RPS17B




SAP4
PCK1
EFMo6
HTLI
NMTI
PHM6
RDH54
MEP3
IST3
MMTI
RPCI17
FCF2
SDOI1
REX4
BIT61
ACHI
YHI9
COoS3
YCLO21W-A
GIM3
YIL024C
LSM12
TYRI
FLCI
YML131W
FTRI
AGXI

RIE]
SMC3
CcoSs9
HATI
YBL028C
APS2
YRBI
UTPI11
MRS3
BUD7
CNM67
YMR321C
IMP2
NVJ3
PDRI2
ATP17
MIF?2
LTPI
DCDI1
YCRO16W
DUOI
TOHI
PFDI
RAD33
TRM11
RPCI11
KTR6

RPLI15A4
MCMI6
ARGI
HISI
DAS2
FCY2
RKI1
SPHI
RPS26B
MCD4
CDC45
MNNI1
FRSI
PPT2
Ymez
RPS224
SEN34
YHM?
PALI
RPL39
RPS294
RPL414
ECOI
HAM]I
YLRO53C
BSC2




