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Abstract: Xylitol is an industrially important chemical due to its commercial applications. The use of
xylitol as a sweetener as well as its utilization in biomedical applications has made it a high value
specialty chemical. Although several species of yeast synthesize xylitol, this review focusses on the
species of the genus Candida. The importance of the enzyme xylitol reductase present in Candida
species as it relates to their ability to synthesize xylitol was examined. Another focus of this work was
to review prior studies examining the ability of the Candida species to synthesize xylitol effectively
from hydrolysates of agricultural residues and grasses. An advantage of utilizing such a hydrolysate
as a substrate for yeast xylitol production would be decreasing the overall cost of synthesizing
xylitol. The intent of this review was to learn if such hydrolysates could substitute for xylose as a
substrate for the yeast when producing xylitol. In addition, a comparison of xylitol production by
Candida species should indicate which hydrolysate of agricultural residues and grasses would be the
best substrate for xylitol production. From studies analyzing previous hydrolysates of agricultural
residues and grasses, it was concluded that a hydrolysate of sugarcane bagasse supported the highest
level of xylitol by Candida species, although corncob hydrolysates also supported significant yeast
xylitol production. It was also concluded that fewer studies examined yeast xylitol production on
hydrolysates of grasses and that further research on grasses may provide hydrolysates with a higher
xylose content, which could support greater yeast xylitol production.

Keywords: xylitol; agricultural residues; grasses; xylose reductase; Candida

1. Introduction

The industrially important specialty chemical xylitol, whose annual commercial pro-
duction is now approaching 40,000 tons [1], has several commercial applications (Figure 1).
The highest value commercial application for xylitol use is as an alternate sweetener in
such products as chewing gum and various foods including ice cream and candy [2].
Beyond its utilization as a sweetener, biomedical applications exist for xylitol, including
being used to prevent ear inflammations and its ability to stimulate murine hybridoma
cell production [3–5]. Xylitol is also used as a sugar substitute for diabetics [5]. With
respect to human health, it has been reported that xylitol promotes the growth of beneficial
bacteria by promoting the synthesis of propionate and short-chain fatty acids in the human
colon [6]. The chemical synthesis of xylitol from xylose still remains the dominant produc-
tion method of xylitol production [5,7]. The industrial process to synthesize xylitol involves
the chemical hydrolysis of xylan followed by the hydrogenation of the resultant hemicellu-
lose hydrolysate by catalysts including palladium and nickel [5,7]. During the chemical
synthesis of xylitol, both high temperatures and high pressure are usually required, with
typical temperatures being 80–140 ◦C and 8–10 MPa hydrogen pressure being employed [5].
These processes are highly energy intensive, which makes the production costs of synthe-
sizing xylitol very expensive considering the high temperature, pressure and metal catalyst
used for a sustained period of time [5]. Another problem with the chemical production
of xylitol is the synthesis of side products such as arabitol by the chemical catalyst, which
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necessitates the purification of the xylitol being produced [5]. Clearly, the cost of producing
xylitol by a large-scale process is going to be high, which makes this possible production
process not feasible economically in the long term [7–9]. A more realistic approach for
large-scale xylitol production would be to use the pentose sugars present in hydrolysates
of low-value plant biomass [10]. Low-value biomass residues are excellent candidates
for the large-scale production of xylitol. Such low-cost residues are readily available as a
raw material for xylitol synthesis compared to the process components used during the
chemical bioconversion of xylose into xylitol. This could include utilizing hydrolysates of
agricultural residues or hydrolysates derived from various species of grasses [11–16]. It has
been well documented that a number of hydrolysates from agricultural residues contain a
high level of pentoses that could be used for bioconversion into xylitol. Similarly, it has
been shown that a variety of hydrolyzed grasses support biobased xylitol production. One
advantage of grasses is that they generally require low fertilizer input while producing high
yields. With the fiber content of the grasses being relatively high, it has been demonstrated
that both physical and enzymatic treatments of the grasses can result in a hydrolysate
containing a high xylose concentration.

Figure 1. Structure of xylitol and its applications.

With hydrolysates containing high xylose levels, the bioconversion of the xylose
present to xylitol can be accomplished by species of the yeast Candida. Prior work has
identified a number of Candida species that are able to synthesize xylitol from the xylose
present in hydrolyzed agricultural residues or grasses [17–21]. These yeast species contain
the enzyme xylose reductase that primarily catalyzes the NADPH-dependent reduction of
xylose to xylitol [1]. The resultant xylitol produced can be purified using activated carbon
adsorption columns from the hydrolysate-containing medium [22].

In this review, xylitol production by species of the yeast Candida was examined
relative to their ability to synthesize xylitol from hydrolysates of agricultural residues and
from hydrolysates of grasses. The bioconversion of xylose to xylitol by Candida species
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from agricultural residue hydrolysates relative to grass hydrolysates was studied. The
findings indicated which type of biomass has the greater potential for large-scale biobased
xylitol synthesis.

2. Pathway of Xylitol Biosynthesis in the Yeast Candida

The ability of species of the yeast Candida to produce xylitol from xylose is due to
the presence of the enzyme xylose reductase within their cells. Xylose reductase (EC
1.1.1.21) catalyzes the reduction of xylose by NADPH to the polyalcohol xylitol and NADP+

(Figure 2). It should be mentioned that some isolated yeast xylitol reductases can also use
NADH as a cofactor. There is much interest in better understanding the xylose reductase
structure to improve its efficiency in producing xylitol. Better understanding of yeast
xylitol reductases could lead to the genetic engineering of this enzyme so that it has a
greater affinity for its substrates, resulting in increased xylitol production. An engineered
high activity xylitol reductase could efficiently synthesize xylitol from the high xylose-
containing agricultural residues and grasses on an industrial scale. Xylose reductase
has been investigated in a number of Candida species including Candida tenuis, Candida
guillermondii, Candida parapsilosis, Candida intermedia and Candida tropicalis [23–32].

Figure 2. Xylose reductase reaction.

The xylose reductase from C. tenuis has been purified by dye ligand affinity chro-
matography and ion exchange chromatography to homogeneity [23]. Structurally, the
purified enzyme was found to be a monomer or homodimer with each subunit having a
molecular weight of 36,000–43,000 daltons [23,26]. This reductase from C. tenuis appears
to differ from other family members of the aldo-keto reductase group, which exist purely
as monomers. The isoelectric point of the reductase was determined to be 4.7 [23]. The
reductase prefers NADPH compared to NADH as a cofactor based on binding specificity
and it has been shown that NADP+ is a strong competitive inhibitor of the reaction [23].
The reductase was shown to contain a catalytic tetrad consisting of tyrosine, lysine, aspartic
acid and histidine residues essential to its activity [26]. The lysine residue has been shown
to be located near the coenzyme-binding site. Further, the presence of the epsilon amino
group of the lysine residue in the reductase is thought to be a key element in its mode of
catalysis [26]. In a pH 7.0-buffered assay incubated at 25 ◦C, the C. tenuis reductase had
a Km and kcat of 87 mM and 18.2/s, respectively, for xylose. The reductase had a Km of
4.8 µM and 21.9/s, respectively, for NADPH, while it had a Km of 25.4 µM and kcat of
18.1/s, respectively, for NADH [23].

The xylose reductase gene fragment isolated from C. guilliermondii ATCC 20118 was
cloned into Pichia pastoris GS115 [24]. This resulted in two xylose reductase activities being
synthesized [24]. The xylose reductase activity, secreted extracellularly, was found to utilize
only NADPH as its cofactor [24]. The molecular weight of this xylose reductase was shown
to be 36,000 daltons [24]. The reductase was composed of 317 amino acids with the pI of
the reductase shown to be 5.7 [24]. It was noted that the reductase was highly hydrophobic
relative to amino acid composition including many leucine residues. It was also shown
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that three cysteine residues and seven histidine residues were present within the reductase
structure similar to the P. pastoris xylose reductase [24]. In C. guilliermondii FTI 20037, a
prior report characterized xylitol reductase in a crude extract prepared from cells cultured
in a medium containing sugarcane bagasse hydrolysate [25]. The kinetics of the crude
reductase were analyzed and it was observed that the xylose reductase had a Km of 64 mM
for xylose and a Km of 9.5 µM for NADPH [25]. The optimal pH for the reductase was
5.5 and the enzyme was most stable when buffered at a pH between 5.0 and 5.5 [25]. The
optimal temperature for the reductase was 65 ◦C and its enzyme activity was still stable
after being heated to 60 ◦C for 10 min [25].

In C. intermedia, it was noted that the yeast contained two different forms of xylose
reductase [27]. The isoforms of the enzyme were purified to homogeneity by a combination
of affinity chromatography and ion exchange chromatography with relatively high yields.
One form of the reductase was strictly specific for NADPH as a cofactor with a Km of
61 µM and a kcat of 14.6/s, while its Km and kcat for xylose were 82 mM and 14.6/s,
respectively. The second form of the reductase was able to utilize either NADPH or NADH
as a cofactor [27]. The Km of this reductase isoform for NADPH was 56 µM and its kcat
was 11/s, while its Km for NADH was 28 µM and its kcat was 11.2/s. The Km of this
reductase for xylose was about 50 mM and its kcat was about 10/s [27]. Structurally, both
isoforms exist as homodimers with individual subunits having a molecular weight of
36,000 daltons. The isoelectric point of each isoform was found to differ with the NADPH-
specific isoform having a pI of 4.38, while the second form had a pI of 4.59 [27]. It is
interesting to note that the number of titratable cysteines in each isoform also differed.
The NADPH-specific isoform had five titratable cysteines, while the second form had only
two [27]. The inactivation of the cysteines in the NADPH-specific isoform resulted in a
total loss of its activity [27]. It was thought that the ratio of available NADPH to NADH
was a determining factor as to which isoform of the reductase was most active in the
C. intermedia cells [27].

The xylitol reductase gene in C. parapsilosis was cloned in Escherichia coli and the reduc-
tase was purified to homogeneity using ion exchange chromatography, affinity chromatog-
raphy and preparative electrophoresis [28]. The molecular weight of the C. parapsilosis
reductase was 36,629 daltons and was composed of 324 amino acids. The reductase was
shown to have a high catalytic efficiency for xylose as a substrate. The Km for xylose was
calculated to be 31.5 mM, with its kcat being 46/s. Interestingly, this reductase preferred
NADH as its cofactor instead of NADPH [28]. The Km of the reductase for NADH was
3.1 µM compared to the Km for NADPH being 36.5 µM [28]. The kcat of the reductase for
NADH was 45.9/s relative to the kcat for NADPH being 4.6/s [28]. The optimal pH for
the reductase was 6.0, while its temperature stability was greatest if stored at 4 ◦C. The
reductase was subject to non-competitive inhibition by its product xylitol. The reaction
mechanism for the C. parapsilosis reductase was thought to be an ordered sequential bi bi
mechanism as has been proposed for other xylitol reductases [28].

In C. tropicalis, the properties of xylose reductase have been investigated [30–32]. The
xylose reductase from C. tropicalis has been purified by cloning the xylitol reductase gene
into Escherichia coli [30]. The purified reductase was crystalized and analyzed using X-ray
diffraction [30]. The properties of a crude xylitol reductase activity isolated from a strain
of C. tropicalis adapted to a hydrolysate of tree sawdust were studied [31]. The reductase
was shown to be specific for NADP+ as its cofactor [31]. The reductase was still 95% active
following 120 days at −80 ◦C. Further, the reductase was observed to be stable at a pH
range between pH 5 and 7. The crude enzyme was stable for 24 h when incubated between
25 and 40 ◦C. The Km of the reductase was calculated to be 81.78 mM for xylose and 7.29 µM
for NADPH [31]. The Vmax of the enzyme for xylose and NADPH was 178.57 µM/min and
12.5 µM/min, respectively [31]. The Km and Vmax values for the reductase were thought to
be associated with the high rate of xylitol production noted by the strain. The molecular
weight of the reductase was 36,600 daltons [30]. Another study using recombinant versions
of the C. tropicalis reductase found that a serine residue at position 279 of its structure
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allowed increased catalysis compared to the presence of a leucine or an asparagine residue
at position 279 [32]. The importance of a serine residue at position 279 of the reductase was
thought to involve the binding of NADPH [32].

In summary, when comparing the previously investigated xylose reductases isolated
from various species of Candida, there appear to be some similarities. First, the xylose
reductases isolated from species of Candida appear to exhibit similar molecular weights. In
general, the pH optimum of many of the characterized reductases from Candida species
was similar. In addition, some of the reductases synthesized by the Candida species had a
strict cofactor requirement for NADPH, while some synthesized a reductase activity that
preferred NADPH as a cofactor but could still use NADH as a cofactor to catalyze the
reaction. With respect to the kinetic properties of the Candida xylose reductases, the affinity
of the enzymes for the nicotinamide cofactor was usually much greater than their affinity
for xylose as a substrate.

3. Xylitol Production by Candida Species from Agricultural Residues

Several agricultural residue hydrolysates have been tested for their ability to support
xylitol production by species of Candida (Table 1). The amount of xylose present in the
hydrolyzed residues depends on the level of hemicellulose present in the agricultural
residue being tested, and thus varies with the type of agricultural residue.

As can be seen in Table 1, the length of time used by the Candida species at specific
temperatures to ferment the agricultural residue and the type of agricultural residue
utilized greatly influenced the fermentation parameters xylitol concentration and yield.
The yeast C. guilliermondii was shown to synthesize xylitol from the xylose produced
from a 10% sulfuric acid hydrolysate of apple pomace containing about 33% cellulose
and 24% hemicellulose [33]. Detoxified, 2.5% sulfuric acid hydrolysates (121 ◦C, 30 min)
of banana (29.4% cellulose, 32.6% hemicellulose and 15.4% lignin) and water hyacinth
(24.9% cellulose, 45.1% hemicellulose and 5.1% lignin) leaves supported xylitol production
by C. tropicalis cells with the cells synthesizing higher xylitol concentrations on banana
leaves than water hyacinth [34]. Detoxified, 1.25% sulfuric acid hydrolysates (125 ◦C,
30 min) of chestnut shells (35.9% cellulose, 20% hemicellulose and 42.6% lignin) supported
lower xylitol levels and yields by C. tropicalis cells over a longer fermentation period
than observed when the yeast cells were grown on dilute acid hydrolysates of banana
and water hyacinth leaves [35]. Xylitol production by Candida boidinii on cocoa pod husk
(30.8% cellulose, 21.2% hemicellulose and 25.6% lignin) acid hydrolysate (120 ◦C) was
observed, although an extensive length of fermentation time was required [36]. A number
of investigations have explored the use of corncob (35% cellulose, 25% hemicellulose
and 23% lignin) hydrolysates to support xylitol production by a variety of C. tropicalis
strains [37–43]. The conditions that supported the highest xylitol production and yield were
observed when C. tropicalis NCIM 3123 cells were immobilized in calcium alginate beads
and non-detoxified corncob hemicellulosic hydrolysate was cycled through the beads for
72 h at 30 ◦C [43]. In another two studies [40,41], xylitol synthesis by C. tropicalis MTCC 6192
on detoxified, acid-treated, corncob hydrolysates was explored. It was noted that the 0.5%
nitric acid-treated corncob hydrolysate (121 ◦C, 30 min) detoxified by activated charcoal
and ion exchange resulted in a high xylitol concentration and yield being produced by
ATCC 6192 after 48 h at 30 ◦C [41]. A non-detoxified, 1% sulfuric acid corncob hydrolysate
(125 ◦C, 1 h) supported xylitol production by C. tropicalis CCTCC M2012462 at a relatively
high yield after 84 h at 35 ◦C [38]. A genetically engineered strain C. tropicalis PNL3,
which contained xylanase and xylosidase activities, was examined for its ability to utilize
15–20% sulfuric acid-treated corncob hydrolysate (160–180 ◦C, 15–20 min) and was found
to produce xylitol at a 61% yield after 24 h at 35 ◦C [39]. A 6% sulfuric acid-treated
cotton stalk hydrolysate (140 ◦C, 15 min) was shown to support a low level of xylitol
when subjected to C. tropicalis KUEN 1022 fermentation for 96 h at 30 ◦C [44]. Similarly,
a 2% sulfuric acid-treated hydrolysate (170 ◦C) of olive pomace (10.4% cellulose, 11.5%
hemicellulose and 23.7% lignin) or a dilute hydrochloric acid-treated (90 ◦C, 3 h) olive
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pruning (16.5% cellulose, 20.8% hemicellulose and 21.3% lignin) hydrolysate produced
a low xylitol yield by C. boidinii and C. tropicalis, respectively, after 96 h at 30 ◦C [45,46].
A 2% sulfuric acid hydrolysate (130 ◦C, 1 h) of rapeseed straw (31.5% cellulose, 17.4%
hemicellulose and 17.8% lignin) was tested under non-detoxified conditions for its ability
to support xylitol production by C. guilliermondii ATCC 201935 and was noted to support
the synthesis of a low xylitol concentration and yield after 144 h at 30 ◦C [47]. Xylitol
synthesis by C. guilliermondii ATCC 201935 grown on the rapeseed straw hydrolysate was
shown to produce a slightly higher xylitol level than that observed compared to the xylitol
level produced by the same C. guilliermondii strain grown on the hydrolysate from apple
pomace [33,47]. Two studies analyzed rice straw (25% cellulose, 18% hemicellulose and
21.6% lignin) hydrolysates as substrates for xylitol production by C. tropicalis [48,49]. Both
studies involved dilute sulfuric acid treatments of rice straw. In these investigations, the
C. tropicalis strains produced similar xylitol levels and yields on the pretreated rice straw
independent of fermentation time at pretreatment process at 30 ◦C [48,49]. A dilute sulfuric
acid-treated sisal fiber (48.2% cellulose, 31.8% hemicellulose and 11.1% lignin) hydrolysate
supported a low xylitol yield by C. tropicalis CCT 1516 after 60 h at 30 ◦C compared to
the majority of agricultural residues (Table 1) tested [50]. Several studies [51–57] have
explored using different Candida species to synthesize xylitol from hydrolysates of sugar
cane bagasse, which is composed of about 40% cellulose, 26% hemicellulose and 26% lignin
(Table 1). Of the species examined, it was found that C. tropicalis was capable of producing
much higher xylitol concentrations and yields than the xylitol concentrations and yields
observed for C. guilliermondii or C. magnoliae grown on the hydrolysates (Table 1). It was
also observed that xylitol production and yield by C. guilliermondii were much higher after a
shorter fermentation period on the 10% sulfuric acid-treated sugarcane bagasse hydrolysate
(121 ◦C, 10 min) than noted for the 1.5% sulfuric acid-treated hydrolysate (105 ◦C, 1 h) of
Candida magnolia [51,52]. There was a range of xylitol concentrations and yields produced
by the strains of C. tropicalis when grown on acid hydrolysates of sugarcane bagasse that
was dependent on the strain chosen. The highest xylitol level and yield were produced by
the newly identified C. tropicalis JA2 after being grown for 39 h on the steam-exploded and
0.5% sulfuric acid-treated hydrolysate [55]. Compared to the acid-hydrolyzed sugarcane
bagasse hydrolysate, sugarcane straw (31.7% cellulose, 27% hemicellulose and 31.1% lignin)
hydrolysate supported lower xylitol production by C. guilliermondii ATCC 201935 but did
exhibit a higher xylitol yield on the sugarcane straw hydrolysate [51,57]. Several studies
have examined the immobilization of C. tropicalis and C. guilliermondii cells for xylitol
production from sugarcane bagasse hydrolysates using various adsorbents [22,58–60]. The
adsorbents used in these studies included cell entrapment in calcium alginate beads as well
as treatment with polyethyleneimine or epichlorohydrin [58–60]. The purification of xylitol
from agricultural residues involves such processes as concentration and crystallization [22].
A procedure to improve the clarity of the xylitol produced from agricultural residues has
been developed, where a fixed-bed adsorption column of activated carbon was used to
obtain xylitol with the degree of purity necessary for commercialization [22]. The xylitol
yields resulting from the bioconversion by the immobilized yeast cells of the sugarcane
biomass hydrolysates varied from 0.59 to 0.74 g/g [22,58–60]. Lastly, a 1.5% sulfuric acid-
treated hydrolysate (121 ◦C, 30 min) of wheat bran (26.6% cellulose, 16.8% hemicellulose
and 6.4% lignin) supported significant xylitol production by C. boidinii at a high yield
after only 24 h [61]. It can be summarized from the previous studies investigating xylitol
production and yields on agricultural residues that a hydrolysate of sugarcane bagasse
supported the highest level of yeast xylitol production. It should be mentioned that corncob
hydrolysates more consistently supported high xylitol production than sugarcane bagasse
hydrolysates independent of the Candida strain chosen (Table 1).
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Table 1. Xylitol production by Candida species strains grown on hydrolysates of agricultural residues.

Agricultural
Residue

Candida Species/
Strain

Growth
Conditions

Xylitol
Level (g/L) 1 Yield (g/g) 1 Reference

Apple pomace C. guilliermondii ATCC 201935 96 h, 30 ◦C 9.4 0.38 [33]
Banana leaves C. tropicalis MTCC 230 48 h, 30 ◦C 12.4 0.47 [34]

Chestnut shells C. tropicalis M43 120 h, 30 ◦C 6.3 0.19 [35]
Cocoa pod husks C. boidinii XM02G 372 h, 30 ◦C 11.3 0.52 [36]

Corncob C. tropicalis CCTCC M2012462 84 h, 35 ◦C 38.8 0.70 [38]
Corncob C. tropicalis MTCC 6192 90 h, 30 ◦C 29.6 0.60 [39]
Corncob C. tropicalis MTCC 6192 48 h, 30 ◦C 40.0 0.62 [40]
Corncob C. tropicalis PNL3 24 h, 35 ◦C 30.5 0.61 [41]
Corncob C. tropicalis NCIM 3123 72 h, 30 ◦C 41.0 0.73 [43]

Cotton stalk C. tropicalis KUEN 1022 96 h, 30 ◦C 3.5 0.36 [44]
Olive pomace C. boidinii NCAIM Y.01308 96 h, 30 ◦C 6.0 0.43 [45]
Olive pruning C. tropicalis NBRC 0618 96 h, 30 ◦C ND 0.23 [46]

Rapeseed straw C. guilliermondii ATCC 201935 144 h, 30 ◦C 14.4 0.42 [47]
Rice straw C. tropicalis MTCC 6192 96 h, 30 ◦C 25.8 0.60 [48]
Rice straw C. tropicalis ATCC 9968 50 h, 30 ◦C 26.5 0.58 [49]
Sisal fiber C. tropicalis CCT 1516 60 h, 30 ◦C ND 0.32 [50]

Sugarcane bagasse C. guilliermondii ATCC 201935 72 h, 30 ◦C 17.0 0.42 [51]
Sugarcane bagasse C. magnoliae TISTR 5663 288 h, 30 ◦C 4.8 0.30 [52]
Sugarcane bagasse C. tropicalis Y-27290 40 h, 30 ◦C 34.5 0.86 [53]
Sugarcane bagasse C. tropicalis MTCC 184 36 h, 30 ◦C 10.2 0.56 [54]
Sugarcane bagasse C. tropicalis JA2 39 h, 30 ◦C 109.5 0.86 [55]
Sugarcane bagasse C. tropicalis UFMGBX12 96 h, 30 ◦C 12.0 0.61 [56]
Sugarcane straw C. guilliermondii ATCC 201935 48 h, 30 ◦C 8.7 0.67 [57]

Water hyacinth leaves C. tropicalis MTCC 230 48 h, 30 ◦C 9.9 0.47 [34]
Wheat bran C. boidinii NCAIM Y.01308 24 h, 30 ◦C 14.2 0.72 [61]

1 The listed xylitol levels and yields were provided in the cited references.

4. Xylitol Production by Candida Species from Grasses

The ability of Candida species to produce xylitol from hydrolysates of North American
prairies grasses has been examined [62,63]. As shown in Table 2, the type of Candida
species used to ferment the grass was important to the fermentation parameters xylitol
level and yield. In the initial study, an acid hydrolysate of the prairie grass big bluestem
(Andropogon gerardii) was investigated for its ability to support xylitol production by Candida
species [62]. The untreated big bluestem contained 34% cellulose, 20% hemicellulose and
20.4% lignin [64]. It was found that C. tropicalis ATCC 750 produced the highest xylitol level
after 120 h on the 1% sulfuric acid-treated (121 ◦C, 20 min) hydrolysate of big bluestem
buffered at pH 5.0 compared to the other Candida species tested (Table 2) [62].

Table 2. Xylitol production by Candida species strains grown on pH 5.0-buffered grass hydrolysates.

Grass Candida Species/
Strain

Growth
Conditions

Xylitol
Level (g/L) 1 Yield (g/g) 1 Reference

Big bluestem C. guilliermondii ATCC 20216 120 h, 30 ◦C 15.6 0.46 [62]
Big bluestem C. guilliermondii ATCC 201935 120 h, 30 ◦C 14.6 0.38 [62]
Big bluestem C. mogii ATCC 18365 120 h, 30 ◦C 13.8 0.42 [62]
Big bluestem C. tropicalis ATCC 750 120 h, 30 ◦C 16.5 0.43 [62]
Big bluestem C. tropicalis ATCC 20215 120 h, 30 ◦C 11.9 0.31 [62]

Prairie cordgrass C. mogii ATCC 18365 120 h, 30 ◦C 12.8 0.75 [63]
Prairie cordgrass C. guilliermondii ATCC 20216 120 h, 30 ◦C 13.7 0.81 [63]
Prairie cordgrass C. guilliermondii ATCC 201935 120 h, 30 ◦C 10.9 0.76 [63]

1 The listed xylitol levels and yields were stated in the cited references.
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The highest xylitol yield was produced by C. guilliermondii ATCC 20216 after growth on
the big bluestem hydrolysate buffered at pH 5.0 for 120 h at 30 ◦C relative to xylitol synthesis
by the four other Candida strains explored (Table 2). Another study investigated xylitol
production by Candida species grown on hydrolysates of the prairie grass prairie cordgrass
(Spartina pectinata) [63]. The untreated prairie cordgrass contained 33.5% cellulose, 13.5%
hemicellulose and 21% lignin [63]. It can be witnessed in Table 2 that C. guilliermondii ATCC
20216 produced a higher concentration of xylitol as well as a higher yield on the prairie
cordgrass hydrolysate buffered at pH 5.0 than the other strains assayed in the study. Xylitol
production by the three Candida species grown on the enzyme-treated prairie cordgrass
hydrolysate (121 ◦C, 30 min) buffered at pH 5.0 was lower than the xylitol production
by the same three species grown on big bluestem after 120 h at 30 ◦C (Table 2) [63]. It
should be noted that the effect of the buffering pH of the prairie cordgrass hydrolysate was
studied relative to xylitol production as well as xylitol yield [63]. In this work, Candida mogii
ATCC 18365, C. guilliermondii ATCC 20216 and C. guilliermondii ATCC 201935 produced
the highest xylitol levels after 120 h at 30 ◦C when the prairie cordgrass hydrolysate
was buffered to pH 5.5 [63]. The highest yield was produced by C. mogii ATCC 18364
after growth for 120 h at 30 ◦C on the pH 5.5-buffered cordgrass hydrolysate-containing
medium, but it can be observed that the xylitol yields produced by C. guilliermondii ATCC
20216 and ATCC 201935 on the pH 5.5-buffered hydrolysate-containing medium were
only slightly lower [62]. In contrast, if the Candida strains were grown on the cordgrass
hydrolysate-containing medium buffered at pH 4.5 or 6.0, the lowest xylitol yields were
produced after 120 h at 30 ◦C [62]. The xylitol yield produced by C. mogii ATCC 18364
(0.89 g xylitol/[g xylose consumed]), C. guilliermondii ATCC 20216 (0.87 g xylitol/[g xylose
consumed]) or ATCC 201935 (0.84 g xylitol/[g xylose consumed]) grown on medium
containing the cordgrass hydrolysate buffered at pH 5.5 was much higher than the xylitol
yields observed when the strains were grown in acid-treated big bluestem hydrolysates
buffered at pH 5.0 [62,63]. In conclusion, prairie cordgrass hydrolysates appeared to
be superior to big bluestem hydrolysates in supporting xylitol production by Candida
species. The low xylitol yields observed after the growth of the Candida species on the big
bluestem hydrolysates may be due to the toxic products generated by the treatment of
the big bluestem with dilute sulfuric acid [62]. The acid hydrolysis of biomass using high
temperature and pressure usually results in the formation of furfurals from pentoses that
tend to be inhibitory in general to yeast bioconversion processes. In addition, the effect of
buffering the big bluestem hydrolysate at a pH other than 5.0 was not examined, so it is
not clear if higher xylitol yields could have been obtained if the big bluestem hydrolysate
was buffered at pH 5.5 [62].

5. Conclusions

A number of investigations have examined the ability of Candida species to utilize
hydrolysates of agricultural residues and grasses to support xylitol synthesis. In general,
it can be concluded that hydrolysates of agricultural residues supported higher levels of
xylitol production by Candida species than did grass hydrolysates. More specifically, a
hydrolysate of sugarcane bagasse supported the highest level of xylitol production by
Candida species (Table 1). It did appear that the corncob hydrolysates also supported
substantial xylitol production and high xylitol yields by a variety of C. tropicalis strains.
The previous studies demonstrate the critical nature of biomass pretreatment techniques in
providing a high xylose concentration to support yeast xylitol production as well as the
optimization of the yeast fermentation condition to further enhance xylitol synthesis. In
addition, it should be noted that fewer studies have explored the use of grass hydrolysates
to support xylitol synthesis by Candida species than studies focusing on hydrolysates of
agricultural residues. This indicates a need for further research to be conducted on the
use of hydrolysates from other grass species by Candida species for xylitol production. It
may be possible to identify a species of grass whose hydrolysate may contain a higher
xylose content that would promote increased xylitol production by species of Candida. It
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should also be mentioned that the obstacles encountered in yeast xylitol production from
lignocellulosic biomass are quite similar to those found when producing bioethanol from
such biomass.
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