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Figure S1. Schematic of upflow anaerobic reactor set-up.
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Figure S2. Biomass appearance (A) before continuous gas supply (day 57.7); (B) during
continuous gas supply at 12 mL-min"! (day 84.7); (C) during continuous gas supply at 120
mL-min’!'; (D) intermittent gas supply at HRT 2 days (day 140.8); (E) intermittent gas supply
at HRT 1 day (day 171.7); and (F) without gas supply (day 219).
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Figure S3. Carboxylates concentrations over operation time. (A) Metabolites concentrations,

(B) residual lactate concentrations and L-lactate enantiomeric excess (ee). Shaded areas I-V

indicate stabilized operation time periods.
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Figure S4. Inoculum composition at genus level. Taxonomy was assigned based on SILVA
138 SSU Ref NR 99 database.



