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Figure S1: (A): Alpha diversity index distributions. Each violin plot shows a specific alpha diversity 
index distribution at the two time points (20 at T0 in blue, and 19 at TF in orange). The q-value of 
Kruskall Wallis test is indicated below the graph. (1) Observed features; (2) Pielou’s evenness; (3) 
Shannon entropy; (4) Faith Phylogenetic Diversity. (B): Alpha diversity pairwise differences. Each 
boxplot shows the distribution of the differences of an alpha-diversity index between T0-TF within 
the same sample (pairwise difference). The FDR p-value of the Wilcoxon signed-rank test, used to 
determine if the mean of differences ranges from 0, is indicated below the graph. Sample S4 is ex-
cluded from the analysis, as not paired. (1) Observed features; (2) Pielou’s evenness; (3) Shannon 
entropy; (4) Faith Phylogenetic Diversity. (C): Beta diversity pairwise differences. Each boxplot 
shows the distribution of the differences in the PCoA Axis1 of the beta-diversity metric between T0-
TF within the same sample (pairwise difference). The FDR p-value of the Wilcoxon signed-rank test, 
used to determine if the mean of differences ranges from 0, is indicated below the graph. Sample S4 
is excluded from the analysis, as not paired. (1) Bray Curtis; (2) Jaccard; (3) Unweighted Unifrac; (4) 
Weighted Unifrac. 
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Figure S2. Grouped bar plots. Bar plots grouped on Time showing the relative abundance of the 
most abundant taxa at phylum (1) and genus (2) level. Relative abundance of each taxon is also 
shown. 
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Figure S3. TEWL results of Tau-Marin gel versus negative and positive control, evaluated on the 
mucosal model. 


