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Error in Figure 2:

In the original publication [1], a format error in Figure 2 was detected. A correction
has been made to Figure 2 in the Results section, Section 3.1. The legend to the figure
was truncated, and the missing parts made the interpretation of the whole figure difficult.
Figure 2 should be changed to:
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Figure 2. Numbers (and percentage) of patients involved in singleton and intra‐hospital clusters per 

species over the study period. * Differences reaching statistical significance (p < 0.05). 

The authors apologize for any inconvenience caused and state that the scientific con‐

clusions are unaffected. This correction was approved by the Academic Editor. 
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Figure 2. Numbers (and percentage) of patients involved in singleton and intra-hospital clusters per
species over the study period. * Differences reaching statistical significance (p < 0.05).

The authors apologize for any inconvenience caused and state that the scientific
conclusions are unaffected. This correction was approved by the Academic Editor. The
original publication has also been updated.
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