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Figure S2. Genomic fingerprinting and mating type analysis. A. Pot2-TIR amplification profile showing band variability. M: Molecular marker ladder

1 kb (Promega,

USA). B. ERIC-PCR amplification profiles showing band variability. M: Molecular marker ladder 1kb (Promega, USA). C. Mating

type analysis for the Pyricularia isolates of this study. (Upper gel) MATI-1 (809bp), (Lower gel) MATI-2 (940pb). M: Molecular weight ladder

(Promegal00 bp), C: Negative control. All the gels were run at the same conditions.



