Figure S1. ROC curve analyses to assess the ability of the different diagnostic markers to
discriminate (A) Candida tracheobronchitis from colonization, (B) Candida tracheobronchitis
from colonization or no evidence of fungi, (C) Aspergillus tracheobronchitis from
colonization and (D) Aspergillus tracheobronchitis from colonization or no evidence of fungi.
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