
 

 

 

Figure S1. Comparison of the scaffolds including the MAT loci between M. peruviana and Mes-15. Black horizontal lines represent genomic sequences, and color arrows represent coding 

sequences. Red or blue boxes between genomic sequences indicate pairwise similarity based on BLASTN. Red boxes indicate that both regions are in the same orientation, and blue boxes 

indicate that the regions are oriented in opposite directions.  

 


