
Figure S1 Bioinformatic characterization of Pex1, Pex6, and Pex26 in B. bassiana. 

Phylogenetic relationship was constructed with Neighbor joining analysis and the 

bootstrap values from 1000 replicates are shown as numbers at each branch, using Pex5 

and Pex7 as reference. Abbreviations for organism species were followed by GenBank 

accession numbers of their respective gene. An: Aspergillus nidulans; At: Arabidopsis 

thaliana; Bb: Beauveria bassiana, Hs: Homo sapiens; Mm: Mus musculus; Sc: 

Saccharomyces cerevisae; Yl:  Yarrowia lipolytica. 

 

 

 


